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GigaSciencebN2022bNggbN 7.6 3
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4.4 1
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96 TheNgenomeNofNtheNstableNflybNStomoxysNcalcitransbNrevealsNpotentialNmechanismsNunderlyingN
reproductionbNhostNinteractionsbNandNnovelNtargetsNforNpestNcontroldNBMCgBiologybN2021bNgobNjg 7.3 9

95 RwzSexpNwNcomputationalNworkflowNtoNstudyNsexNdeterminationNusingNrestrictionNsitecassociatedN
zNwNsequencingNdatadNMoleculargEcologygResourcesbN2021bNhgbNgmgkcgmig 8.4 16

94 wnophelesNcoluzziiNstearoylcyowNdesaturaseNisNessentialNforNadultNfemaleNsurvivalNandNreproductionN
uponNbloodNfeedingdNPLoSgPathogensbN2021bNgmbNegffojnl 7.6 1

93 wNtargetedNampliconNsequencingNpanelNtoNsimultaneouslyNidentifyNmosquitoNspeciesNandN
PlasmodiumNpresenceNacrossNtheNentireNwnophelesNgenusdNMoleculargEcologygResourcesbN2021bN 8.4 6

92 GenuscWideNyharacterizationNofNxumblebeeNGenomesNProvidesNInsightsNintoNTheirNåvolutionNandN
VariationNinNåcologicalNandNxehavioralNTraitsdNMoleculargBiologygandgEvolutionbN2021bNinbNjnlckfg 8.3 12

91 HorizontallyNacquiredNantibacterialNgenesNassociatedNwithNadaptiveNradiationNofNladybirdNbeetlesdN
BMCgBiologybN2021bNgobNm 7.3 5

90 FourNmyriapodNrelativesNcNbutNwhoNareNsistersuNNoNendNtoNdebatesNonNrelationshipsNamongNtheNfourN
majorNmyriapodNsubgroupsdNBMCgEvolutionarygBiologybN2020bNhfbNgjj 3 10

89 zevelopmentalNplasticityNshapesNsocialNtraitsNandNselectionNinNaNfacultativelyNeusocialNbeedN
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericabN2020bNggmbNgilgkcgilhk11.5 16

88
xrownNmarmoratedNstinkNbugbNHalyomorphaNhalysNVStˆ¥lWbNgenomepNputativeNunderpinningsNofN
polyphagybNinsecticideNresistanceNpotentialNandNbiologyNofNaNtopNworldwideNpestdNBMCgGenomicsbN
2020bNhgbNhhm

4.5 28

87 HemocytectargetedNgeneNexpressionNinNtheNfemaleNmalariaNmosquitoNusingNtheNhemolectinN
promoterNfromNzrosophiladNInsectgBiochemistrygandgMoleculargBiologybN2020bNghfbNgfiiio 4.5 6

86 GeneNcontentNevolutionNinNtheNarthropodsdNGenomegBiologybN2020bNhgbNgk 18.3 63

Robert M Waterhouse

2



85 ånhancedNgenomeNassemblyNandNaNnewNofficialNgeneNsetNforNTriboliumNcastaneumdNBMCgGenomicsbN
2020bNhgbNjm 4.5 35

84 yharacterizationNofNInsectNImmuneNSystemsNfromNGenomicNzatadNSpringergProtocolsbN2020bNicij 0.3 1

83 SawflyNGenomesNRevealNåvolutionaryNwcquisitionsNThatNFosteredNtheNMegacRadiationNofNParasitoidN
andNåusocialNHymenopteradNGenomegBiologygandgEvolutionbN2020bNghbNgfoocggnn 3.9 7

82 åvolutionaryNsuperscaffoldingNandNchromosomeNanchoringNtoNimproveNwnophelesNgenomeN
assembliesdNBMCgBiologybN2020bNgnbNg 7.3 51

81
TheNGenomeNofNtheNxlindNSoilczwellingNandNwncestrallyNWinglessNzipluranNyampodeaNaugenspNwNKeyN
ReferenceNHexapodNforNStudyingNtheNåmergenceNofNInsectNInnovationsdNGenomegBiologygandg
EvolutionbN2020bNghbNikijcikjo

3.9 2

80 GenomecenabledNinsightsNintoNtheNbiologyNofNthripsNasNcropNpestsdNBMCgBiologybN2020bNgnbNgjh 7.3 17

79 xrainNmicroRNwsNamongNsocialNandNsolitaryNbeesdNRoyalgSocietygOpengSciencebN2020bNmbNhffkgm 3.3 5

78 yomparativeNgenomicNanalysisNofNsixNGlossinaNgenomesbNvectorsNofNwfricanNtrypanosomesdNGenomeg
BiologybN2019bNhfbNgnm 18.3 39

77 NuclearNOrthologsNzerivedNfromNWholeNGenomeNSequencingNIndicateNyrypticNziversityNinNtheN
xemisiaNtabaciNVInsectapNwleyrodidaeWNyomplexNofNWhitefliesdNDiversitybN2019bNggbNgkg 2.5 16

76 GenomicNsignaturesNaccompanyingNtheNdietaryNshiftNtoNphytophagyNinNpolyphaganNbeetlesdNGenomeg
BiologybN2019bNhfbNon 18.3 18

75 InsightsNIntoNanNUnexploredNyomponentNofNtheNMosquitoNRepeatomepNzistributionNandNVariabilityNofN
ViralNSequencesNIntegratedNIntoNtheNGenomeNofNtheNwrboviralNVectordNFrontiersgingGeneticsbN2019bNgfbNoi 4.5 17

74 MolecularNevolutionaryNtrendsNandNfeedingNecologyNdiversificationNinNtheNHemipterabNanchoredNbyN
theNmilkweedNbugNgenomedNGenomegBiologybN2019bNhfbNlj 18.3 60

73 PhylogenomicsNofNtheNsuperfamilyNzytiscoideaNVyoleopterapNwdephagaWNwithNanNevaluationNofN
phylogeneticNconflictNandNsystematicNerrordNMoleculargPhylogeneticsgandgEvolutionbN2019bNgikbNhmfchnk 4.1 28

72 ziscoveryNofNhighcconfidenceNhumanNproteinccodingNgenesNandNexonsNbyNwholecgenomeNPhyloySFN
helpsNelucidateNggnNGWwSNlocidNGenomegResearchbN2019bNhobNhfmichfnm 9.7 26

71 UsingNxUSyONtoNwssessNInsectNGenomicNResourcesdNMethodsgingMoleculargBiologybN2019bNgnknbNkocmj 1.4 13

70 zraftNGenomeNwssemblyNandNPopulationNGeneticsNofNanNwgriculturalNPollinatorbNtheNSolitaryNwlkaliN
xeeNVHalictidaepNWdNG3:gGenesvgGenomesvgGeneticsbN2019bNobNlhkclij 3.2 6

69 OfNGenesNandNGenomespNMosquitoNåvolutionNandNziversitydNTrendsgingParasitologybN2019bNikbNihckg 6.4 19

68 xUSyONwpplicationsNfromNQualityNwssessmentsNtoNGeneNPredictionNandNPhylogenomicsdNMolecularg
BiologygandgEvolutionbN2018bNikbNkjickjn 8.3 1027
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67 PhylogenomicsNandNtheNevolutionNofNhemipteroidNinsectsdNProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericabN2018bNggkbNghmmkcghmnf 11.5 121

66
GenomeNSequenceNofNtheNWheatNStemNSawflybNyephusNcinctusbNRepresentingNanNåarlycxranchingN
LineageNofNtheNHymenopterabNIlluminatesNåvolutionNofNHymenopteranNyhemoreceptorsdNGenomeg
BiologygandgEvolutionbN2018bNgfbNhoomcifgg

3.9 18

65 GearingNupNtoNhandleNtheNmosaicNnatureNofNlifeNinNtheNquestNforNorthologsdNBioinformaticsbN2018bNijbNihiciho7.2 25

64 GenomicNFeaturesNofNtheNzamselflyNyalopteryxNsplendensNRepresentingNaNSisterNyladeNtoNMostN
InsectNOrdersdNGenomegBiologygandgEvolutionbN2017bNobNjgkcjif 3.9 39

63 OrthozxNvodgpNcatalogingNevolutionaryNandNfunctionalNannotationsNforNanimalbNfungalbNplantbN
archaealbNbacterialNandNviralNorthologsdNNucleicgAcidsgResearchbN2017bNjkbNzmjjczmjo 20.1 289

62 RapidNevolutionNofNfemalecbiasedNgenesNamongNfourNspeciesNofNmalariaNmosquitoesdNGenomeg
ResearchbN2017bNhmbNgkilcgkjn 9.7 36

61 TheNNovelNåvolutionNofNtheNSpermNWhaleNGenomedNGenomegBiologygandgEvolutionbN2017bNobNihlfcihlj 3.9 27

60 åvolutionaryNzynamicsNofNwbundantNStopNyodonNReadthroughdNMoleculargBiologygandgEvolutionbN
2016bNiibNigfncigih 8.3 32

59
GenomeNofNtheNwsianNlonghornedNbeetleNVwnoplophoraNglabripennisWbNaNgloballyNsignificantNinvasiveN
speciesbNrevealsNkeyNfunctionalNandNevolutionaryNinnovationsNatNtheNbeetlecplantNinterfacedNGenomeg
BiologybN2016bNgmbNhhm

18.3 161

58 UniqueNfeaturesNofNaNglobalNhumanNectoparasiteNidentifiedNthroughNsequencingNofNtheNbedNbugN
genomedNNaturegCommunicationsbN2016bNmbNgfglk 17.4 137

57 GenomicNinsightsNintoNtheNIxodesNscapularisNtickNvectorNofNLymeNdiseasedNNaturegCommunicationsbN
2016bNmbNgfkfm 17.4 303

56 TheNSIxNSwissNInstituteNofNxioinformaticsUNresourcespNfocusNonNcuratedNdatabasesdNNucleicgAcidsg
ResearchbN2016bNjjbNzhmcim 20.1 41

55 TickNGenomeNwssembledpNNewNOpportunitiesNforNResearchNonNTickcHostcPathogenNInteractionsdN
FrontiersgingCellulargandgInfectiongMicrobiologybN2016bNlbNgfi 5.9 27

54 GenomeNSequencingNofNtheNPhytoseiidNPredatoryNMiteNMetaseiulusNoccidentalisNRevealsNyompletelyN
wtomizedNHoxNGenesNandNSuperdynamicNIntronNåvolutiondNGenomegBiologygandgEvolutionbN2016bNnbNgmlhcmk3.9 80

53 MultifacetedNbiologicalNinsightsNfromNaNdraftNgenomeNsequenceNofNtheNtobaccoNhornwormNmothbN
ManducaNsextadNInsectgBiochemistrygandgMoleculargBiologybN2016bNmlbNggncgjm 4.5 112

52 MosquitoNbiologydNåvolutionNofNsexualNtraitsNinfluencingNvectorialNcapacityNinNanophelineN
mosquitoesdNSciencebN2015bNijmbNonkcn 33.3 54

51 wNmaturingNunderstandingNofNtheNcompositionNofNtheNinsectNgeneNrepertoiredNCurrentgOpinionging
InsectgSciencebN2015bNmbNgkchi 5.1 17

50 xUSyOpNassessingNgenomeNassemblyNandNannotationNcompletenessNwithNsingleccopyNorthologsdN
BioinformaticsbN2015bNigbNihgfch 7.2 5097
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49 TheNgenomesNofNtwoNkeyNbumblebeeNspeciesNwithNprimitiveNeusocialNorganizationdNGenomegBiologybN
2015bNglbNml 18.3 229

48 ScaffoldNassemblyNbasedNonNgenomeNrearrangementNanalysisdNComputationalgBiologygandgChemistrybN
2015bNkmbNjlcki 3.6 10

47 LongNnonccodingNRNwNdiscoveryNacrossNtheNgenusNanophelesNrevealsNconservedNsecondaryN
structuresNwithinNandNbeyondNtheNGambiaeNcomplexdNBMCgGenomicsbN2015bNglbNiim 4.5 56

46 SocialNevolutiondNGenomicNsignaturesNofNevolutionaryNtransitionsNfromNsolitaryNtoNgroupNlivingdN
SciencebN2015bNijnbNggiocji 33.3 256

45 LuciliaNcuprinaNgenomeNunlocksNparasiticNflyNbiologyNtoNunderpinNfutureNinterventionsdNNatureg
CommunicationsbN2015bNlbNmijj 17.4 51

44
GenomeNsequenceNofNtheNwsianNTigerNmosquitobNwedesNalbopictusbNrevealsNinsightsNintoNitsNbiologybN
geneticsbNandNevolutiondNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericabN2015bNgghbNåkofmcgk

11.5 172

43 OrthozxNvnpNupdateNofNtheNhierarchicalNcatalogNofNorthologsNandNtheNunderlyingNfreeNsoftwaredN
NucleicgAcidsgResearchbN2015bNjibNzhkfcl 20.1 217

42 MosquitoNgenomicsdNåxtensiveNintrogressionNinNaNmalariaNvectorNspeciesNcomplexNrevealedNbyN
phylogenomicsdNSciencebN2015bNijmbNghknkhj 33.3 378

41 MosquitoNgenomicsdNHighlyNevolvableNmalariaNvectorspNtheNgenomesNofNglNwnophelesNmosquitoesdN
SciencebN2015bNijmbNghknkhh 33.3 372

40 wNdepauperateNimmuneNrepertoireNprecedesNevolutionNofNsocialityNinNbeesdNGenomegBiologybN2015bN
glbNni 18.3 103

39
GenomeNofNRhodniusNprolixusbNanNinsectNvectorNofNyhagasNdiseasebNrevealsNuniqueNadaptationsNtoN
hematophagyNandNparasiteNinfectiondNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericabN2015bNgghbNgjoilcjg

11.5 220

38 wNmassiveNexpansionNofNeffectorNgenesNunderliesNgallcformationNinNtheNwheatNpestNMayetiolaN
destructordNCurrentgBiologybN2015bNhkbNlgichf 6.3 126

37 FindingNtheNmissingNhoneyNbeeNgenespNlessonsNlearnedNfromNaNgenomeNupgradedNBMCgGenomicsbN
2014bNgkbNnl 4.5 284

36
PhylogeneticNanalysisNofNtheNorientalcPalearcticcwfrotropicalNmembersNofNwnophelesNVyulicidaepN
zipteraWNbasedNonNnuclearNrzNwNandNmitochondrialNzNwNcharacteristicsdNJapanesegJournalgofg
InfectiousgDiseasesbN2014bNlmbNilgcm

2.7 25

35 GenomeNanalysisNofNaNmajorNurbanNmalariaNvectorNmosquitobNwnophelesNstephensidNGenomegBiologybN
2014bNgkbNjko 18.3 80

34 TheNGlanvilleNfritillaryNgenomeNretainsNanNancientNkaryotypeNandNrevealsNselectiveNchromosomalN
fusionsNinNLepidopteradNNaturegCommunicationsbN2014bNkbNjmim 17.4 151

33 SocialNinsectNgenomesNexhibitNdramaticNevolutionNinNgeneNcompositionNandNregulationNwhileN
preservingNregulatoryNfeaturesNlinkedNtoNsocialitydNGenomegResearchbN2013bNhibNghikcjm 9.7 166

32 TheNevolutionNofNtheNwnophelesNglNgenomesNprojectdNG3:gGenesvgGenomesvgGeneticsbN2013bNibNggogcj 3.2 38
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31 OrthozxpNaNhierarchicalNcatalogNofNanimalbNfungalNandNbacterialNorthologsdNNucleicgAcidsgResearchbN
2013bNjgbNziknclk 20.1 277

30 wntennalNtranscriptomeNprofilesNofNanophelineNmosquitoesNrevealNhumanNhostNolfactoryN
specializationNinNwnophelesNgambiaedNBMCgGenomicsbN2013bNgjbNmjo 4.5 73

29 yorrelatingNtraitsNofNgeneNretentionbNsequenceNdivergencebNduplicabilityNandNessentialityNinN
vertebratesbNarthropodsbNandNfungidNGenomegBiologygandgEvolutionbN2011bNibNmkcnl 3.9 57

28 wNremarkablyNstableNTipåNgeneNclusterpNevolutionNofNinsectNParaNsodiumNchannelNauxiliaryNsubunitsdN
BMCgEvolutionarygBiologybN2011bNggbNiim 3 13

27 OrthozxpNtheNhierarchicalNcatalogNofNeukaryoticNorthologsNinNhfggdNNucleicgAcidsgResearchbN2011bNiobNzhnicn20.1 119

26
yorrectionNforNKirknessNetNaldbNGenomeNsequencesNofNtheNhumanNbodyNlouseNandNitsNprimaryN
endosymbiontNprovideNinsightsNintoNtheNpermanentNparasiticNlifestyledNProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericabN2011bNgfnbNliikcliik

11.5 6

25 SequencecstructurecfunctionNrelationsNofNtheNmosquitoNleucinecrichNrepeatNimmuneNproteinsdNBMCg
GenomicsbN2010bNggbNkig 4.5 49

24
GenomeNsequencesNofNtheNhumanNbodyNlouseNandNitsNprimaryNendosymbiontNprovideNinsightsNintoN
theNpermanentNparasiticNlifestyledNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericabN2010bNgfmbNghglncmi

11.5 383

23 wNcaspaseclikeNdecoyNmoleculeNenhancesNtheNactivityNofNaNparalogousNcaspaseNinNtheNyellowNfeverN
mosquitobNwedesNaegyptidNInsectgBiochemistrygandgMoleculargBiologybN2010bNjfbNkglchi 4.5 18

22 PathogenomicsNofNyulexNquinquefasciatusNandNmetacanalysisNofNinfectionNresponsesNtoNdiverseN
pathogensdNSciencebN2010bNiifbNnncof 33.3 120

21 FunctionalNandNevolutionaryNinsightsNfromNtheNgenomesNofNthreeNparasitoidNNasoniaNspeciesdNScience
bN2010bNihmbNijicn 33.3 682

20 SequencingNofNyulexNquinquefasciatusNestablishesNaNplatformNforNmosquitoNcomparativeNgenomicsdN
SciencebN2010bNiifbNnlcn 33.3 352

19
ziscoveryNofNPlasmodiumNmodulatorsNbyNgenomecwideNanalysisNofNcirculatingNhemocytesNinN
wnophelesNgambiaedNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica
bN2009bNgflbNhghmfck

11.5 75

18 LeucinecrichNrepeatNproteinNcomplexNactivatesNmosquitoNcomplementNinNdefenseNagainstN
PlasmodiumNparasitesdNSciencebN2009bNihjbNhknclg 33.3 191

17 yomparativeNGenomeNwnalysisN2009bNiickn

16 TheNgenomeNofNtheNmodelNbeetleNandNpestNTriboliumNcastaneumdNNaturebN2008bNjkhbNojockk 50.4 1043

15 TheNwedesNaegyptiNgenomepNaNcomparativeNperspectivedNInsectgMoleculargBiologybN2008bNgmbNgcn 3.4 24

14 åvolutionaryNdynamicsNofNimmunecrelatedNgenesNandNpathwaysNinNdiseasecvectorNmosquitoesdN
SciencebN2007bNiglbNgmincji 33.3 461
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13 RecommendationsNforNconnectingNmolecularNsequenceNandNbiodiversityNresearchNinfrastructuresN
throughNåLIXIRdNF1000ResearchbgfbNghin 3.6 0

12 yrowdGOpNmachineNlearningNandNsemanticNsimilarityNguidedNconsensusNGeneNOntologyNannotation 2

11 RapidNevolutionNofNfemalecbiasedNgenesNamongNfourNspeciesNofNwnophelesNmalariaNmosquitoes 3

10 xUSyONapplicationsNfromNqualityNassessmentsNtoNgeneNpredictionNandNphylogenomics 25

9 MolecularNevolutionaryNtrendsNandNfeedingNecologyNdiversificationNinNtheNHemipterabNanchoredNbyN
theNmilkweedNbugNgenome 11

8 GenomecenabledNinsightsNintoNtheNbiologyNofNthripsNasNcropNpests 1

7 RwzSexpNaNcomputationalNworkflowNtoNstudyNsexNdeterminationNusingNRestrictionNSitecwssociatedN
zNwNSequencingNdata 1

6 wnophelesNmosquitoesNrevealedNnewNprinciplesNofNizNgenomeNorganizationNinNinsects 8

5 GeneNyontentNåvolutionNinNtheNwrthropods 7

4 TheNgenomeNofNtheNblindNsoilcdwellingNandNancestrallyNwinglessNdipluranNyampodeaNaugensbNaNkeyN
referenceNhexapodNforNstudyingNtheNemergenceNofNinsectNinnovations 1

3 FunctionalNgenomicsNofNtheNstableNflybNStomoxysNcalcitransbNrevealsNmechanismsNunderlyingN
reproductionbNhostNinteractionsbNandNnovelNtargetsNforNpestNcontrol 8

2 FunctionalNconstraintsNonNinsectNimmuneNsystemNcomponentsNgovernNtheirNevolutionaryNtrajectories 1

1 LongcdistanceNdispersalNofNpigeonsNandNdovesNgeneratedNnewNecologicalNopportunitiesNforN
hostcswitchingNandNadaptiveNradiationNbyNtheirNparasites 1
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