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87 uOsyntheticOmRNuOcellOreprogrammingOmethodOusingOwYwLINOxeOpromotesOxNuOrepair]OgeneratingO
improvedOgeneticallyOstableOhumanOinducedOpluripotentOstemOcellsbOStemfCells]O2021]Ogm]Oljjalle 5.8 3

86 xistinctOussociationsOofOvMIOandOzattyOucidsOWithOxNuOMethylationOinOzastingOandOPostprandialO
StatesOinOMenbOFrontiersfinfGenetics]O2021]Oef]Ojjikjm 4.5 1

85 SarcomaOclassificationObyOxNuOmethylationOprofilingbONaturefCommunications]O2021]Oef]Ohml 17.4 74

84 IdentificationOofOfdOnovelOlociOassociatedOwithOischaemicOstrokebOypigenomeawideOassociationOstudybO
Epigenetics]O2020]Oei]Omllammk 5.7 9

83 InteractiveOeffectOofOageOandOuPOya˛µhOalleleOloadOonOwhiteOmatterOmyelinOcontentOinOcognitivelyO
normalOmiddleaagedOsubjectsbONeuroImage:fClinical]O2019]Ofh]Oedemlg 5.3 6

82 y–LNfOxNuOmethylationOandOexpressionOinteractOwithOεIzeuOtoOaffectOsurvivalOofOearlyastageO
NSwLwbOEpigenetics]O2019]Oeh]Oeelaefm 5.7 17

81 PrenatalOadverseOenvironmentOisOassociatedOwithOepigeneticOageOdecelerationOatObirthOandO
hypomethylationOatOtheOhypoxiaaresponsiveOyPgddOgenebOClinicalfEpigenetics]O2019]Oee]Okg 7.7 23

80
uPOya˛µhOriskOvariantOforOulzheimerWsOdiseaseOmodifiesOtheOassociationObetweenOcognitiveO
performanceOandOcerebralOmorphologyOinOhealthyOmiddleaagedOindividualsbONeuroImage:fClinical]O
2019]Ofg]Oedelel

5.3 10

79 SIPueLgOmethylationOmodifiesOtheObenefitOofOsmokingOcessationOonOlungOadenocarcinomaOsurvivalnO
anOepigenomicasmokingOinteractionOanalysisbOMolecularfOncology]O2019]Oeg]Oefgiaefhl 7.9 11

78 ypigeneticOlossOofORNuamethyltransferaseONSUNiOinOgliomaOtargetsOribosomesOtoOdriveOaOstressO
adaptiveOtranslationalOprogrambOActafNeuropathologica]O2019]Oegl]Oedigaedkh 14.3 55

77 MechanismsOofOresistanceOtoOaOPIgKOinhibitorOinOgastrointestinalOstromalOtumorsnOanOapproachOtoO
identifyOnovelOdruggableOtargetsbOCancerfManagementfandfResearch]O2019]Oee]Ojffmajfhh 3.6 2

76 MolecularOportraitOofOhighOalphaafetoproteinOinOhepatocellularOcarcinomanOimplicationsOforO
biomarkeradrivenOclinicalOtrialsbOBritishfJournalfoffCancer]O2019]Oefe]Oghdaghg 8.7 29

75 TheOulteredOTranscriptomeOandOxNuOMethylationOProfilesOofOxocetaxelOResistanceOinOvreastOwancerO
PxXOModelsbOMolecularfCancerfResearch]O2019]Oek]Ofdjgafdkj 6.6 12

74 MicroRNuajihaipOsuppressesOovarianOcancerOdevelopmentOimpactingOonOMYw]OWNTOandOuKTO
pathwaysbOOncogene]O2019]Ogl]Ojdgiajdid 9.2 34

73
–lobalOProteomicOandOMethylomeOunalysisOinOεumanOInducedOPluripotentOStemOwellsORevealsO
OverexpressionOofOaOεumanOTLRgOuffectingOProperOInnateOImmuneOResponseOSignalingbOStemfCells]O
2019]Ogk]Ohkjahll

5.8 5

72 IdentificationOofOanOepisignatureOofOhumanOcolorectalOcancerOassociatedOwithOobesityObyO
genomeawideOxNuOmethylationOanalysisbOInternationalfJournalfoffObesity]O2019]Ohg]Oekjaell 5.5 32

71 uOmultiaomicOstudyOrevealsOvT–fOasOaOreliableOprognosticOmarkerOforOearlyastageOnonasmallOcellOlungO
cancerbOMolecularfOncology]O2018]Oef]Omegamfh 7.9 23
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70 ypigeneticOmodificationsOinOlysineOdemethylasesOassociateOwithOsurvivalOofOearlyastageONSwLwbO
ClinicalfEpigenetics]O2018]Oed]Ohe 7.7 11

69 InfiniumOxNuOMethylationOMicroarraysOonOzormalinazixed]OParaffinaymbeddedOSamplesbOMethodsfinf
MolecularfBiology]O2018]Oekjj]Olgaedk 1.4 3

68 yffectsOofOuPOya˛µhOalleleOloadOonObrainOmorphologyOinOaOcohortOofOmiddleaagedOhealthyOindividualsO
withOenrichedOgeneticOriskOforOulzheimerWsOdiseasebOAlzheimernsfandfDementia]O2018]Oeh]Omdfamef 1.2 64

67 εigherOprevalenceOofOcerebralOwhiteOmatterOhyperintensitiesOinOhomozygousOuPOyaehOalleleOcarriersO
agedOhiakinOResultsOfromOtheOuLzuOstudybOJournalfoffCerebralfBloodfFlowfandfMetabolism]O2018]Ogl]Ofidafje7.3 17

66 ProfilingOofOoxvSahidKOiahydroxymethylcytosineOinOhumanOplacentaOandObrainOrevealsOenrichmentOatO
imprintedOlocibOEpigenetics]O2018]Oeg]Oelfaeme 5.7 12

65
uOnewOapproachOtoOepigenomeawideOdiscoveryOofOnonainvasiveOmethylationObiomarkersOforO
colorectalOcancerOscreeningOinOcirculatingOcellafreeOxNuOusingOpooledOsamplesbOClinicalfEpigenetics]O
2018]Oed]Oig

7.7 27

64 WhiteOmatterOmicrostructureOisOalteredOinOcognitivelyOnormalOmiddleaagedOuPOya˛µhOhomozygotesbO
AlzheimernsfResearchfandfTherapy]O2018]Oed]Ohl 9 27

63 ypigeneticOpredictionOofOresponseOtoOantiaPxaeOtreatmentOinOnonasmallacellOlungOcancernOaO
multicentre]OretrospectiveOanalysisbOLancetfRespiratoryfMedicinetthe]O2018]Oj]Okkeakle 35.1 107

62 xiscoveryOofOmethylatedOcirculatingOxNuObiomarkersOforOcomprehensiveOnonainvasiveOmonitoringOofO
treatmentOresponseOinOmetastaticOcolorectalOcancerbOGut]O2018]Ojk]Oemmiafddi 19.2 119

61 xeepOanalysisOofOacquiredOresistanceOtoOz–zReOinhibitorOidentifiesOMyTOandOuKTOactivationOandOanO
expansionOofOmutantOcellsbOOncotarget]O2018]Om]Ogeihmageiil 3.3 6

60 wircularORNuOwp–OislandOhypermethylationaassociatedOsilencingOinOhumanOcancerbOOncotarget]O2018]O
m]Ofmfdlafmfem 3.3 22

59 unOintegratedOgenomicOanalysisOofOanaplasticOmeningiomaOidentifiesOprognosticOmolecularO
signaturesbOScientificfReports]O2018]Ol]Oegigk 4.9 29

58 wharacterizationOofOparentaofaoriginOmethylationOusingOtheOIlluminaOInfiniumOMethylationyPIwOarrayO
platformbOEpigenomics]O2018]Oed]Omheamih 4.4 13

57 WholeOgenomeOgreyOandOwhiteOmatterOxNuOmethylationOprofilesOinOdorsolateralOprefrontalOcortexbO
Synapse]O2017]Oke]Oefemim 2.4 10

56 JournalOclubnOepigeneticOprofilingOtoOclassifyOcancerOofOunknownOprimaryOaOuuthorsWOreplybOLancetf
OncologytfThe]O2017]Oel]Oeege 21.7 1

55 –enomicOandOMolecularOScreeningsOIdentifyOxifferentOMechanismsOforOucquiredOResistanceOtoOMyTO
InhibitorsOinOLungOwancerOwellsbOMolecularfCancerfTherapeutics]O2017]Oej]Oegjjaegkj 6.1 19

54 ObesityOandOmenopauseOmodifyOtheOepigenomicOprofileOofObreastOcancerbOEndocrineuRelatedfCancer]O
2017]Ofh]Ogieagjg 5.7 23

53 TechnologiesOforOxecipheringOypigenomicOxNuOPatternsbOAdvancesfinfExperimentalfMedicinefandf
Biology]O2017]Omkl]Ohkkahll 3.6
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52 uOxNuOmethylationOmapOofOhumanOcancerOatOsingleObaseapairOresolutionbOOncogene]O2017]Ogj]Oijhlaijik 9.2 52

51 ypigeneticOlossOofOtheORNuOdecappingOenzymeONUxTejOmediatesOwaMYwOactivationOinOTacellOacuteO
lymphoblasticOleukemiabOLeukemia]O2017]Oge]Oejffaejfi 10.7 12

50 –enomicOProfilingOofOPatientaxerivedOXenograftsOforOLungOwancerOIdentifiesOInactivationOImpairingO
ImmunorecognitionbOClinicalfCancerfResearch]O2017]Ofg]Ogfdgagfeg 12.9 45

49 TheONwIajdOMethylomeOandOItsOIntegrationOintoOwellMinerbOCancerfResearch]O2017]Okk]Ojdeajef 10.1 34

48 –enomicOProfilingOofOPatientaxerivedOXenograftsOforOLungOwancerOIdentifiesOvfMOInactivationO
ImpairingOImmunorecognitionbOClinicalfCancerfResearch]O2017]Ofg]Ogfdgagfeg 12.9 45

47 xNuOmethylationOsignalOhasOaOmajorOroleOinOtheOresponseOofOhumanObreastOcancerOcellsOtoOtheO
microenvironmentbOOncogenesis]O2017]Oj]Oegmd 6.6 22

46 wopyOnumberOratherOthanOepigeneticOalterationsOareOtheOmajorOdictatorOofOimprintedOmethylationOinO
tumorsbONaturefCommunications]O2017]Ol]Ohjk 17.4 18

45 TargetedOyxomeOSequencingOofOKrebsOwycleO–enesORevealsOwandidateOwanceraPredisposingO
MutationsOinOPheochromocytomasOandOParagangliomasbOClinicalfCancerfResearch]O2017]Ofg]Ojgeiajgfh 12.9 47

44 PrecisionOmedicineObasedOonOepigenomicsnOtheOparadigmOofOcarcinomaOofOunknownOprimarybONaturef
ReviewsfClinicalfOncology]O2017]Oeh]Ojlfajmh 19.4 57

43 SensitizationOofOretinoidsOandOcorticoidsOtoOepigeneticOdrugsOinOMYwaactivatedOlungOcancersObyO
antitumorOreprogrammingbOOncogene]O2017]Ogj]Oeflkaefmj 9.2 7

42 xNuOmethylationOprofilingOidentifiesOPTRzcwavinaeOasOaOnovelOtumorOsuppressorOinOywingOsarcomaO
whenOcoaexpressedOwithOcaveolinaebOCancerfLetters]O2017]Oglj]Oemjafdk 9.9 22

41
[Pfâ��ghh]nOvRuINOMORPεOMyTRIwuLOwORRyLuTySOUNxyRLYIN–OwO–NITIVyOPyRzORMuNwyOINOuO
–yNyTIwuLLYOyNRIwεyxOSuMPLyOOzOεyuLTεYOINxIVIxUuLSOuTORISKOzOROuLZεyIMyRWsOxISyuSyO
2017]Oeg]OPkigaPkih

40 –yNyaegbOuNOINTy–RuTyxO–yNOMIwOuNuLYSISOOzOuNuPLuSTIwOMyNIN–IOMuOIxyNTIzIySO
PRO–NOSTIwOMOLywULuROSI–NuTURySbONeurouOncology]O2017]Oem]Ovimiavimi 1 78

39 xNMTguOmutationsOmediateOtheOepigeneticOreactivationOofOtheOleukemogenicOfactorOMyISeOinOacuteO
myeloidOleukemiabOOncogene]O2016]Ogi]Ogdkmalf 9.2 41

38 ypigeneticOprofilingOtoOclassifyOcancerOofOunknownOprimarynOaOmulticentre]OretrospectiveOanalysisbO
LancetfOncologytfThe]O2016]Oek]Oegljaegmi 21.7 251

37 ypigeneticOεomogeneityOWithinOwolorectalOTumorsOPredictsOShorterORelapseazreeOandOOverallO
SurvivalOTimesOforOPatientsOWithOLocoregionalOwancerbOGastroenterology]O2016]Oeie]Omjeamkf 13.3 30

36
MetforminOpharmacogenomicsnOaOgenomeawideOassociationOstudyOtoOidentifyOgeneticOandOepigeneticO
biomarkersOinvolvedOinOmetforminOanticancerOresponseOusingOhumanOlymphoblastoidOcellOlinesbO
HumanfMolecularfGenetics]O2016]Ofi]Ohlemahlgh

5.6 16

35 εumanOxNuOmethylomesOofOneurodegenerativeOdiseasesOshowOcommonOepigenomicOpatternsbO
TranslationalfPsychiatry]O2016]Oj]Oekel 8.6 101
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34 ValidationOofOaOxNuOmethylationOmicroarrayOforOlid]dddOwp–OsitesOofOtheOhumanOgenomeOenrichedO
inOenhancerOsequencesbOEpigenomics]O2016]Ol]Oglmamm 4.4 352

33 –eneOamplificationaassociatedOoverexpressionOofOtheORNuOeditingOenzymeOuxuReOenhancesOhumanO
lungOtumorigenesisbOOncogene]O2016]Ogi]Ohhdkaeg 9.2 52

32 ypigenomicOanalysisOdetectsOaberrantOsuperaenhancerOxNuOmethylationOinOhumanOcancerbOGenomef
Biology]O2016]Oek]Oee 18.3 141

31 ypigeneticOinactivationOofOtheOputativeOxNucRNuOhelicaseOSLzNeeOinOhumanOcancerOconfersO
resistanceOtoOplatinumOdrugsbOOncotarget]O2016]Ok]Ogdlhamk 3.3 88

30 uOLandscapeOofOPharmacogenomicOInteractionsOinOwancerbOCell]O2016]Oejj]Okhdakih 56.2 892

29 urachidonicOandOoleicOacidOexertOdistinctOeffectsOonOtheOxNuOmethylomebOEpigenetics]O2016]Oee]Ogfeagh 5.7 40

28 TheOuLzuOprojectnOuOresearchOplatformOtoOidentifyOearlyOpathophysiologicalOfeaturesOofOulzheimerWsO
diseasebOAlzheimernsfandfDementia:fTranslationalfResearchfandfClinicalfInterventions]O2016]Of]Olfamf 6 63

27 WholeaexomeOsequencingOidentifiesOMxεfOasOaOnewOfamilialOparagangliomaOgenebOJournalfoffthef
NationalfCancerfInstitute]O2015]Oedk]O 9.7 114

26 xNuOmethylationOdynamicsOinOhumanOcarotidOplaquesOafterOcerebrovascularOeventsbOArteriosclerosistf
ThrombosistfandfVascularfBiology]O2015]Ogi]Oelgiahf 9.4 28

25 TheOxNuOmethylationOdriftOofOtheOatheroscleroticOaortaOincreasesOwithOlesionOprogressionbOBMCf
MedicalfGenomics]O2015]Ol]Ok 3.7 73

24 uberrantOxNuOmethylationOinOnonasmallOcellOlungOcanceraassociatedOfibroblastsbOCarcinogenesis]O
2015]Ogj]Oehigajg 4.6 62

23 KuTjvOIsOaOTumorOSuppressorOεistoneOεgOLysineOfgOucetyltransferaseOUndergoingO–enomicOLossOinO
SmallOwellOLungOwancerbOCancerfResearch]O2015]Oki]Ogmgjahi 10.1 48

22 uOxNuOmethylationabasedOdefinitionOofObiologicallyOdistinctObreastOcancerOsubtypesbOMolecularf
Oncology]O2015]Om]Oiiiajl 7.9 117

21 εgKhmeeOmarksOxNuOregionsOhypomethylatedOduringOagingOinOhumanOstemOandOdifferentiatedOcellsbO
GenomefResearch]O2015]Ofi]Ofkahd 9.7 89

20 ypigeneticOactivationOofOaOcrypticOTvwexejOtranscriptOenhancesOmelanomaOprogressionObyOtargetingO
y–zRbONaturefMedicine]O2015]Ofe]Okheaid 50.5 75

19 IdentificationOofOaOnewOlocusOandOvalidationOofOpreviouslyOreportedOlociOshowingOdifferentialO
methylationOassociatedOwithOsmokingbOTheORy–IwOROstudybOEpigenetics]O2015]Oed]Oeeijaji 5.7 30

18 ypigeneticOmechanismsOinvolvedOinOmelanomaOpathogenesisOandOchemoresistancebOAnnalsfoff
TranslationalfMedicine]O2015]Og]Ofdm 3.2 11

17 xNuOmethylationOmapOofOhumanOatherosclerosisbOCirculation:fCardiovascularfGenetics]O2014]Ok]Ojmfakdd 157
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16 MuXOinactivationOinOsmallOcellOlungOcancerOdisruptsOMYwaSWIcSNzOprogramsOandOisOsyntheticOlethalO
withOvR–ebOCancerfDiscovery]O2014]Oh]Ofmfagdg 24.4 118

15 LinkageOofOxNuOmethylationOquantitativeOtraitOlociOtoOhumanOcancerOriskbOCellfReports]O2014]Ok]Oggeaggl 10.6 60

14 –eneOamplificationOofOtheOhistoneOmethyltransferaseOSyTxveOcontributesOtoOhumanOlungO
tumorigenesisbOOncogene]O2014]Ogg]Ofldkaeg 9.2 94

13 ValidationOofOxNuOmethylationOprofilingOinOformalinafixedOparaffinaembeddedOsamplesOusingOtheO
InfiniumOεumanMethylationhidOMicroarraybOEpigenetics]O2014]Om]Olfmagg 5.7 49

12 uOcomprehensiveOxNuOmethylationOprofileOofOepithelialatoamesenchymalOtransitionbOCancerfResearch
]O2014]Okh]Oijdlaem 10.1 54

11 VariableOmaternalOmethylationOoverlappingOtheOnclljcvtRNufaeOlocusOisOlockedObetweenO
hypermethylatedOrepeatsOandOisOfrequentlyOalteredOinOcancerbOEpigenetics]O2014]Om]Oklgamd 5.7 33

10 waveolinaeOisOdownaregulatedOinOalveolarOrhabdomyosarcomasOandOnegativelyOregulatesOtumorO
growthbOOncotarget]O2014]Oi]Omkhhaii 3.3 18

9 uOprognosticOxNuOmethylationOsignatureOforOstageOIOnonasmallacellOlungOcancerbOJournalfoffClinicalf
Oncology]O2013]Oge]Ohehdak 2.2 210

8 –enomeawideOxNuOmethylationOprofilingOpredictsOrelapseOinOchildhoodOvacellOacuteOlymphoblasticO
leukaemiabOBritishfJournalfoffHaematology]O2013]Oejd]Ohdjam 4.5 28

7 uberrantOxNuOmethylationOprofilesOinOtheOprematureOagingOdisordersOεutchinsona–ilfordOProgeriaO
andOWernerOsyndromebOEpigenetics]O2013]Ol]Oflagg 5.7 84

6 xNuOmethylationOcontributesOtoOnaturalOhumanOvariationbOGenomefResearch]O2013]Ofg]Oegjgakf 9.7 272

5 Nonawp–OislandOpromoterOhypomethylationOandOmiRaehmOregulateOtheOexpressionOofOSRPXfOinO
colorectalOcancerbOInternationalfJournalfoffCancer]O2013]Oegf]Ofgdgaei 7.5 57

4 xNuOmethylationOprofilingOinObreastOcancerOdiscordantOidenticalOtwinsOidentifiesOxOKkOasOnovelO
epigeneticObiomarkerbOCarcinogenesis]O2013]Ogh]Oedfal 4.6 117

3 xistinctOxNuOmethylomesOofOnewbornsOandOcentenariansbOProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmerica]O2012]Oedm]Oediffak 11.5 563

2 WholeagenomeObisulfiteOxNuOsequencingOofOaOxNMTgvOmutantOpatientbOEpigenetics]O2012]Ok]Oihfaid 5.7 59

1 ValidationOofOaOxNuOmethylationOmicroarrayOforOhid]dddOwp–OsitesOinOtheOhumanOgenomebO
Epigenetics]O2011]Oj]Ojmfakdf 5.7 767
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