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50
MicrosatelliteNbasedNmolecularNepidemiologyNofNLeishmaniaNinfantumNfromNreeemergingNfociNofN
visceralNleishmaniasisNinNyrmeniaNandNpilotNriskNassessmentNbyNecologicalNnicheNmodelingfNPLoSl
NeglectedlTropicallDiseasesdN2021dNimdNehhhqjpp

4.8 1

49 CombinedNclimateNandNregionalNmosquitoNhabitatNmodelNbasedNonNmachineNlearningfNEcologicall
ModellingdN2021dNlmjdNihqmql 3 2

48 IntegrativeNypproachNtoNGrassidNiqhprNFirstNRecordNinNViennaNwithNNewNMorphologicalNandNMolecularN
InsightsfNPathogensdN2020dNqdN 4.5 5

47 HistoryNofNtheNEfIfNMartsinovskyNInstituteNofNMedicalNParasitologyNandNTropicalNMedicinerNresearchNonN
malariaNandNleishmaniasisfNHistoria,lCiencias,lSaudel-lManguinhosdN2020dNjodNihqoeiijl 0.2 1

46
yNnovelNmultilocusNsequenceNtypingNschemeNidentifyingNgeneticNdiversityNamongstNLeishmaniaN
donovaniNisolatesNfromNaNgeneticallyNhomogeneousNpopulationNinNtheNIndianNsubcontinentfN
InternationallJournallforlParasitologydN2019dNlqdNmmmemno

4.3 6

45 PhylogeneticNStudiesfNMethodslinlMolecularlBiologydN2019dNiqoidNqenp 1.4 2

44 ReeEmergingNfociNofNvisceralNleishmaniasisNinNyrmeniaNeNfirstNmolecularNdiagnosisNofNclinicalNsamplesfN
ParasitologydN2019dNilndNpmoepnl 2.7 1

43 LeishmaniaNinfectionsrNMolecularNtargetsNandNdiagnosisfNMolecularlAspectsloflMedicinedN2017dNmodNiejq 16.7 142

42 yNpilotNstudyNonNfingerprintingNLeishmaniaNspeciesNfromNtheNOldNWorldNusingNFourierNtransformN
infraredNspectroscopyfNAnalyticallandlBioanalyticallChemistrydN2017dNlhqdNnqhoenqjk 4.4 12

41
EpidemiologicalNanalysisNofNLeishmaniaNtropicaNstrainsNandNgiemsaestainedNsmearsNfromNSyrianNandN
TurkishNleishmaniasisNpatientsNusingNmultilocusNmicrosatelliteNtypingNWMLMTafNPLoSlNeglectedl
TropicallDiseasesdN2017dNiidNehhhmmkp

4.8 6

40 SpatiotemporalNandNmolecularNepidemiologyNofNcutaneousNleishmaniasisNinNLibyafNPLoSlNeglectedl
TropicallDiseasesdN2017dNiidNehhhmpok 4.8 9

39 PhylogeneticNstructureNofNLeishmaniaNtropicaNinNtheNnewNendemicNfocusNzirjandNinNEastNIranNinN
comparisonNtoNotherNIranianNendemicNregionsfNActalTropicadN2016dNimpdNnpeon 3.2 19

38 yNHistoricalNOverviewNofNtheNClassificationdNEvolutiondNandNDispersionNofNLeishmaniaNParasitesNandN
SandfliesfNPLoSlNeglectedlTropicallDiseasesdN2016dNihdNehhhlklq 4.8 403

37 HeterogeneityNofNtheNinternalNtranscribedNspacerNregionNinNLeishmaniaNtropicaNisolatesNfromN
southernNIranfNExperimentallParasitologydN2014dNilldNllemi 2.1 22

36 GeneticNdiversityNevaluationNonNPortugueseNLeishmaniaNinfantumNstrainsNbyNmultilocusN
microsatelliteNtypingfNInfection,lGeneticslandlEvolutiondN2014dNjndNjheki 4.5 11

35 LeishmaniaNdonovaniNpopulationsNinNEasternNSudanrNtemporalNstructuringNandNaNlinkNbetweenNhumanN
andNcanineNtransmissionfNParasiteslandlVectorsdN2014dNodNlqn 4 12

34 PopulationNstructureNandNevidenceNforNbothNclonalityNandNrecombinationNamongNzrazilianNstrainsNofN
theNsubgenusNLeishmaniaNWVianniaafNPLoSlNeglectedlTropicallDiseasesdN2013dNodNejlqh 4.8 28
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33
GeneticNtypingNrevealsNmonomorphismNbetweenNantimonyNsensitiveNandNresistantNLeishmaniaN
donovaniNisolatesNfromNvisceralNleishmaniasisNorNpostNkalaeazarNdermalNleishmaniasisNcasesNinNIndiafN
ParasitologylResearchdN2012dNiiidNimmqenp

2.4 9

32 MultilocusNmicrosatelliteNtypingNWMLMTaNofNstrainsNfromNTurkeyNandNCyprusNrevealsNaNnovelN
monophyleticNLfNdonovaniNsensuNlatoNgroupfNPLoSlNeglectedlTropicallDiseasesdN2012dNndNeimho 4.8 40

31 MolecularNapproachesNforNaNbetterNunderstandingNofNtheNepidemiologyNandNpopulationNgeneticsNofN
LeishmaniafNParasitologydN2011dNikpdNlhmejm 2.7 117

30 MultilocusNmicrosatelliteNtypingNshowsNthreeNdifferentNgeneticNclustersNofNLeishmaniaNmajorNinNIranfN
MicrobeslandlInfectiondN2011dNikdNqkoelj 9.3 24

29 ComparativeNmicrosatelliteNtypingNofNnewNworldNleishmaniaNinfantumNrevealsNlowNheterogeneityN
amongNpopulationsNandNitsNrecentNoldNworldNoriginfNPLoSlNeglectedlTropicallDiseasesdN2011dNmdNeiimm 4.8 128

28 MultilocusNgenotypingNrevealsNaNpolyphyleticNpatternNamongNnaturallyNantimonyeresistantN
LeishmaniaNbraziliensisNisolatesNfromNPerufNInfection,lGeneticslandlEvolutiondN2011dNiidNipokeph 4.5 14

27
MultilocusNmicrosatelliteNtypingNrevealedNhighNgeneticNvariabilityNofNLeishmaniaNdonovaniNstrainsN
isolatedNduringNandNafterNaNKalaeazarNepidemicNinNLiboNKemkemNdistrictdNnorthwestNEthiopiafN
MicrobeslandlInfectiondN2011dNikdNmqmenhi

9.3 11

26 GunsdNgermsNandNdogsrNOnNtheNoriginNofNLeishmaniaNchagasifNInfection,lGeneticslandlEvolutiondN2011dN
iidNihqiem 4.5 46

25
DisseminatedNcutaneousNleishmaniasisNresemblingNpostekalaeazarNdermalNleishmaniasisNcausedNbyN
LeishmaniaNdonovaniNinNthreeNpatientsNcoeinfectedNwithNvisceralNleishmaniasisNandNhumanN
immunodeficiencyNvirusgacquiredNimmunodeficiencyNsyndromeNinNEthiopiafNAmericanlJournallofl
TropicallMedicinelandlHygienedN2011dNpldNqhneij

3.2 17

24
ytypicalNlesionsNasNaNsignNofNcutaneousNdisseminationNofNvisceralNleishmaniasisNinNaNhumanN
immunodeficiencyNvirusepositiveNpatientNsimultaneouslyNinfectedNbyNtwoNviscerotropicNLeishmaniaN
speciesfNAmericanlJournalloflTropicallMedicinelandlHygienedN2011dNpmdNmmeq

3.2 15

23
yNclinicalNisolateNofNLeishmaniaNdonovaniNwithNITSiNsequenceNpolymorphismNasNaNcauseNofN
paraekalaeazarNdermalNleishmaniasisNinNanNEthiopianNhumanNimmunodeficiencyNvirusepositiveNpatientN
onNhighlyNactiveNantiretroviralNtherapyfNBritishlJournalloflDermatologydN2010dNinkdNpohel

4 13

22 InferenceNofNpopulationNstructureNofNLeishmaniaNdonovaniNstrainsNisolatedNfromNdifferentNEthiopianN
visceralNleishmaniasisNendemicNareasfNPLoSlNeglectedlTropicallDiseasesdN2010dNldNeppq 4.8 60

21 IdentificationNofNtheNagentNcausingNvisceralNleishmaniasisNinNUzbekiNandNTajikiNfociNbyNanalysingN
parasiteNDNyNextractedNfromNpatientsVNGiemsaestainedNtissueNpreparationsfNParasitologydN2009dNikndNqpien2.7 14

20 DevelopmentNofNaNmultilocusNmicrosatelliteNtypingNapproachNforNdiscriminatingNstrainsNofN
LeishmaniaNWVianniaaNspeciesfNJournalloflClinicallMicrobiologydN2009dNlodNjpipejm 9.7 43

19
PopulationNstructureNofNTunisianNLeishmaniaNinfantumNandNevidenceNforNtheNexistenceNofNhybridsN
andNgeneNflowNbetweenNgeneticallyNdifferentNpopulationsfNInternationallJournallforlParasitologydN
2009dNkqdNphieii

4.3 60

18 PCRNdiagnosisNofNvisceralNleishmaniasisNinNanNendemicNregiondNMymensinghNdistrictdNzangladeshfN
TropicallMedicinelandlInternationallHealthdN2009dNildNlqqemhk 2.3 16

17 PopulationNgeneticsNofNLeishmaniaNinfantumNinNIsraelNandNtheNPalestinianNyuthorityNthroughN
microsatelliteNanalysisfNMicrobeslandlInfectiondN2009dNiidNlpleqj 9.3 23

16 MultilocusNmicrosatelliteNtypingNWMLMTaNrevealsNgeneticNhomogeneityNofNLeishmaniaNdonovaniN
strainsNinNtheNIndianNsubcontinentfNInfection,lGeneticslandlEvolutiondN2009dNqdNjleki 4.5 72
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15 TheNparaphyleticNcompositionNofNLeishmaniaNdonovaniNzymodemeNMONekoNrevealedNbyNmultilocusN
microsatelliteNtypingfNMicrobeslandlInfectiondN2009dNiidNohoeim 9.3 39

14 IdentificationNofNgeographicallyNdistributedNsubepopulationsNofNLeishmaniaNWLeishmaniaaNmajorNbyN
microsatelliteNanalysisfNBMClEvolutionarylBiologydN2008dNpdNipk 3 56

13 GeneticNpolymorphismNofNylgerianNLeishmaniaNinfantumNstrainsNrevealedNbyNmultilocusN
microsatelliteNanalysisfNMicrobeslandlInfectiondN2008dNihdNikhqeim 9.3 43

12 DifferentiationNandNgeneNflowNamongNEuropeanNpopulationsNofNLeishmaniaNinfantumNMONeifNPLoSl
NeglectedlTropicallDiseasesdN2008dNjdNejni 4.8 68

11
EpidemiologicalNdynamicsNofNantimonialNresistanceNinNLeishmaniaNdonovanirNgenotypingNrevealsNaN
polyclonalNpopulationNstructureNamongNnaturallyeresistantNclinicalNisolatesNfromNNepalfNInfection,l
GeneticslandlEvolutiondN2007dNodNjhneij

4.5 44

10 MultilocusNmicrosatelliteNtypingNWMLMTaNrevealsNgeneticallyNisolatedNpopulationsNbetweenNandN
withinNtheNmainNendemicNregionsNofNvisceralNleishmaniasisfNMicrobeslandlInfectiondN2007dNqdNkklelk 9.3 133

9
EvolutionaryNandNgeographicalNhistoryNofNtheNLeishmaniaNdonovaniNcomplexNwithNaNrevisionNofN
currentNtaxonomyfNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadN
2007dNihldNqkomeph

11.5 309

8 MultilocusNmicrosatelliteNtypingNasNaNnewNtoolNforNdiscriminationNofNLeishmaniaNinfantumNMONeiN
strainsfNJournalloflClinicallMicrobiologydN2006dNlldNlqmemhk 9.7 84

7
LeishmaniaNmajorrNgeneticNheterogeneityNofNIranianNisolatesNbyNsingleestrandNconformationN
polymorphismNandNsequenceNanalysisNofNribosomalNDNyNinternalNtranscribedNspacerfNActalTropicadN
2006dNqpdNmjep

3.2 56

6 ComparisonNofNmolecularNmarkersNforNstrainNtypingNofNLeishmaniaNinfantumfNInfection,lGeneticslandl
EvolutiondN2006dNndNllhen 4.5 65

5 ynalysisNofNribosomalNDNyNinternalNtranscribedNspacerNsequencesNofNtheNLeishmaniaNdonovaniN
complexfNMicrobeslandlInfectiondN2005dNodNijjlekl 9.3 101

4 RevisionNofNTrichodermaNsectfNLongibrachiatumNincludingNrelatedNteleomorphsNbasedNonNanalysisNofN
ribosomalNDNyNinternalNtranscribedNspacerNsequencesfNMycologiadN1997dNpqdNlljelnh 2.4 100

3 ziogeographyNandNphenotypicNvariationNinNTrichodermaNsectfNLongibrachiatumNandNassociatedN
HypocreaNspeciesfNMycologicallResearchdN1997dNihidNllqelmq 87

2 CellulaseNformationNbyNspeciesNofNTrichodermaNsectfNLongibrachiatumNandNofNHypocreaNsppfNwithN
anamorphsNreferableNtoNTrichodermaNsectfNLongibrachiatumfNFungallGeneticslandlBiologydN1996dNjhdNihmeil3.9 24

1 PCRefingerprintingNusedNforNcomparisonNofNexNtypeNstrainsNofNTrichodermaNspeciesNdepositedNinN
differentNcultureNcollectionsfNMicrobiologicallResearchdN1995dNimhdNknkeoi 5.3 36
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