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Syntopic frogs reveal different patterns of interaction with the landscape: A comparative landscape

genetic study of <i>Pelophylax nigromaculatus</i> and <i>Fejervarya limnocharis</i> from central
China. Ecology and Evolution, 2017, 7, 9294-9306.
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Isolation and characterization of fourteen microsatellite loci for Asiatic toad (Bufo gargarizans) at
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Population Genetic Structure and Species Status of Asiatic Toads (Bufo gargarizans) in Western
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Hybridization and mitochondrial genome introgression between <i>RanaAchensinensis«/i> and
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