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Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206.

C-Reactive Protein Levels and Outcomes after Statin Therapy. New England Journal of Medicine, 2005,
352,20-28. 13.9 2,103

A comprehensive 1000 Genomesa€“based genome-wide association meta-analysis of coronary artery
disease. Nature Genetics, 2015, 47, 1121-1130.

Defining the role of common variation in the genomic and biological architecture of adult human o4 1818
height. Nature Genetics, 2014, 46, 1173-1186. ) >

New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196.

Genetic analysis of over 1 million people identifies 535 new loci associated with blood pressure traits. o4 924
Nature Genetics, 2018, 50, 1412-1425. :

Parent-of-origin-specific allelic associations among 106 genomic loci for age at menarche. Nature,
2014, 514, 92-97.

Wholed€genome sequencing identifies EN1 as a determinant of bone density and fracture. Nature, 2015, 13.7 483
526,112-117. )

Genomic analyses identify hundreds of variants associated with age at menarche and support a role
for puberty timing in cancer risk. Nature Genetics, 2017, 49, 834-841.

Genetic associations at 53 loci highlight cell types and biological pathways relevant for kidney

function. Nature Communications, 2016, 7, 10023. 58 2

The genetics of blood pressure regulation and its target organs from association studies in 342,415
individuals. Nature Genetics, 2016, 48, 1171-1184.

Large-scale genomic analyses link reproductive aging to hypothalamic signaling, breast cancer o4 357
susceptibility and BRCAl-mediated DNA repair. Nature Genetics, 2015, 47, 1294-1303. :

Genome-wide meta-analysis identifies new susceptibility loci for migraine. Nature Genetics, 2013, 45,
912-917.

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale 15 331
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. :

Genome Analyses of &gt;200,000 Individuals Identify 58 Loci for Chronic Inflammation and Highlight
Pathways that Link Inflammation and Complex Disorders. American Journal of Human Genetics, 2018,
103, 691-706.

Lipid-Reduction Variability and Antidrug-Antibody Formation with Bococizumab. New England Journal 13.9 307
of Medicine, 2017, 376, 1517-1526. )

Genome-wide meta-analysis identifies six novel loci associated with habitual coffee consumption.

Molecular Psychiatry, 2015, 20, 647-656.

Meta-analysis of 65,734 Individuals Identifies TSPAN15 and SLC44A2 as Two Susceptibility Loci for

Venous Thromboembolism. American Journal of Human Genetics, 2015, 96, 532-542. 2.6 222
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<i>KLB</i> is associated with alcohol drinking, and its gene product 12-Klotho is necessary for FGF21

regulation of alcohol preference. Proceedings of the National Academy of Sciences of the United
States of America, 2016, 113, 14372-14377.

Genetic insights into biological mechanisms governing human ovarian ageing. Nature, 2021, 596,
393-397. 13.7 183

Percent reduction in LDL cholesterol following high-intensity statin therapy: potential implications
for guidelines and for the prescription of emerging lipid-lowering agents. European Heart Journal,
2016, 37,1373-1379.

Directional dominance on stature and cognition inAdiverse human populations. Nature, 2015, 523, 1
459-462. 7. 178

Gene-centric Meta-analysis in 87,736 Individuals of European Ancestry Identifies Multiple
Blood-Pressure-Related Loci. American Journal of Human Genetics, 2014, 94, 349-360.

Physical and neurobehavioral determinants of reproductive onset and success. Nature Genetics, 2016, 94 158
48, 617-623. )

Genome-wide physical activity interactions in adiposity 4€- A meta-analysis of 200,452 adults. PLoS
Genetics, 2017, 13, e1006528.

Genome-wide meta-analysis uncovers novel loci influencing circulating leptin levels. Nature 5.8 153
Communications, 2016, 7, 10494. :

The neutrophild€“lymphocyte ratio and incident atherosclerotic events: analyses from five
contemporary randomized trials. European Heart Journal, 2021, 42, 896-903.

Residual Inflammatory Risk on Treatment With PCSK9 Inhibition and Statin Therapy. Circulation, 2018,
138, 141-149. L6 151

Novel Genetic Markers Associate With Atrial Fibrillation Risk in Europeans and Japanese. Journal of
the American College of Cardiology, 2014, 63, 1200-1210.

A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple

Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 2.6 123

Multi-ancestry genome-wide gened€“smoking interaction study of 387,272 individuals identifies new loci
associated with serum lipids. Nature Genetics, 2019, 51, 636-648.

Gene-Age Interactions in Blood Pressure Regulation: A Large-Scale Investigation with the CHARGE,

Global BPgen, and ICBP Consortia. American Journal of Human Genetics, 2014, 95, 24-38. 2.6 109

A Genomea€Wide Association Study for Venous Thromboembolism: The Extended Cohorts for Heart and
Aging Research in Genomic Epidemiology (CHARGE) Consortium. Genetic Epidemiology, 2013, 37, 512-521.

Genetic Obesity and the Risk of Atrial Fibrillation. Circulation, 2017, 135, 741-754. 1.6 96

Novel genetic associations for blood pressure identified via gene-alcohol interaction in up to 570K

individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166.

Multiancestry Genome-Wide Association Study of Lipid Levels Incorporating Gene-Alcohol

Interactions. American Journal of Epidemiology, 2019, 188, 1033-1054. 1.6 85
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Plasma proprotein convertase subtilisin/kexin type 9 levels and the risk of first cardiovascular events.

European Heart Journal, 2016, 37, 554-560.

A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body

shape. Nature Communications, 2016, 7, 13357. 58 74

Effects of Long-Term Averaging of Quantitative Blood Pressure Traits on the Detection of Genetic
Associations. American Journal of Human Genetics, 2014, 95, 49-65.

A meta-analysis of 120 246 individuals identifies 18 new loci for fibrinogen concentration. Human 14 73
Molecular Genetics, 2016, 25, 358-370. )

Multi-ancestry study of blood lipid levels identifies four loci interacting with physical activity.
Nature Communications, 2019, 10, 376.

Rare and low-frequency variants and their association with plasma levels of fibrinogen, FVII, FVIII, and

VWF. Blood, 2015, 126, e19-e29. 0.6 55

Plasma Levels of the Proinflammatory Chitind€Binding Glycoprotein YKL&€40, Variation in the Chitinase
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Cardiovascular event reduction with PCSK9 inhibition among 1578 patients with familial
hypercholesterolemia: Results from the SPIRE randomized trials of bococizumab. Journal of Clinical 0.6 44
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Association of cyclooxygenase-2 genetic variant with cardiovascular disease. European Heart Journal,
2014, 35, 2242-2248.

Rare coding variants and X-linked loci associated with age at menarche. Nature Communications, 2015,
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A multi-ancestry genome-wide study incorporating gened€“smoking interactions identifies multiple new
loci for pulse pressure and mean arterial pressure. Human Molecular Genetics, 2019, 28, 2615-2633.

Comparison of HapMap and 1000 Genomes Reference Panels in a Large-Scale Genome-Wide Association
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Prospective Study of Common Variants in<i>CX3CR1</i>and Risk of Macular Degeneration. JAMA
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Association between Vitamin D Genetic Risk Score and Cancer Risk in a Large Cohort of U.S. Women.
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A Proposal to Incorporate Trial Data Into aAHybrid ACC/AHA Algorithm forAthe Allocation of Statin
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Association of Lipid-Related Genetic Variants with the Incidence of Atrial Fibrillation: The AFGen
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Gene-gene Interaction Analyses for Atrial Fibrillation. Scientific Reports, 2016, 6, 35371. 1.6 15

Genetic Interactions with Age, Sex, Body Mass Index, and Hypertension in Relation to Atrial
Fibrillation: The AFGen Consortium. Scientific Reports, 2017, 7, 11303.

Smoking-by-genotype interaction in type 2 diabetes risk and fasting glucose. PLoS ONE, 2020, 15, 11 10
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No Evidence for Genome-Wide Interactions on Plasma Fibrinogen by Smoking, Alcohol Consumption
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Relation of Alanine Aminotransferase Levels to Cardiovascular Events and Statin Efficacy. American
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