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j Paper IF Citations

147 SpecificitiesLandLvommonalitiesLofLvarbapenemaseZProducingLxscherichiaLcoliLIsolatedLinLyranceL
fromLecdeLtoLecdhaaLMSystemsYL2022YLecddiled 7.6 0

146 xvolutionLofLVIMZdZProducingLKlebsiellaLpneumoniaeLIsolatesLfromLaL°ospitalLOutbreakLRevealsLtheL
zeneticLuasesLofLtheLLossLofLtheLUreaseZPositiveLIdentificationLvharacteraLMSystemsYL2021YLiYLeccegged 7.6 0

145 wriversLofLxSuLZproducingLdynamicsLinLcalfLfatteningLfarmsmLtLmodellingLstudyaLOnefHealthYL2021YL
deYLdccefk 7.6 2

144 vRISPRLTypingLIncreasesLtheLwiscriminatoryLPowerLofLTypingLMethodsaLFrontiersfinfMicrobiologyYL
2021YLdeYLijhhlj 5.7 1

143 NtwXLpoolLdepletionLasLaLsignalLforLtheLRexLregulonLinvolvedLinLStreptococcusLagalactiaeLvirulenceaL
PLoSfPathogensYL2021YLdjYLedccljld 7.6 0

142 TowardsLtheLsustainableLdiscoveryLandLdevelopmentLofLnewLantibioticsaLNaturefReviewsfChemistryYL
2021YLdZeg 34.6 77

141 TheLvovRLregulatoryLnetworkLdrivesLtheLevolutionLofLzroupLuLStreptococcusLvirulenceaLPLoSf
GeneticsYL2021YLdjYLedccljid 6 4

140 voncomitantLcarriageLofLKPvZproducingLandLnonZKPvZproducingLKlebsiellaLpneumoniaeLSThdeL
withinLaLsingleLpatientaLJournalfoffAntimicrobialfChemotherapyYL2020YLjhYLeckjZecle 5.1 5

139 tLsingleLProteusLmirabilisLlineageLfromLhumanLandLanimalLsourcesmLaLhiddenLreservoirLofLOXtZefLorL
OXtZhkLcarbapenemasesLinLxnterobacteralesaLScientificfReportsYL2020YLdcYLldic 4.9 7

138 wynamicsLofLlivestockZassociatedLmethicillinLresistantLStaphylococcusLaureusLinLpigLmovementL
networksmLInsightLfromLmathematicalLmodelingLandLyrenchLdataaLEpidemicsYL2020YLfdYLdccfkl 5.1 5

137 tntibioticLresistancemLturningLevolutionaryLprinciplesLintoLclinicalLrealityaLFEMSfMicrobiologyfReviews
YL2020YLggYLdjdZdkk 15.1 65

136 StepwiseLevolutionLandLconvergentLrecombinationLunderlieLtheLglobalLdisseminationLofL
carbapenemaseZproducingLxscherichiaLcoliaLGenomefMedicineYL2020YLdeYLdc 14.4 17

135 xmergenceLofLNewLNonZvlonalLzroupLehkL°ighZRiskLvlonesLamongLKlebsiellaLpneumoniaeL
varbapenemaseZProducingLKaLpneumoniaeLIsolatesYLyranceaLEmergingfInfectiousfDiseasesYL2020YLeiYLdedeZdeec10.2 16

134 wiversityLofLmucoidLtoLnonZmucoidLswitchLamongLcarbapenemaseZproducingLKlebsiellaL
pneumoniaeaLBMCfMicrobiologyYL2020YLecYLfeh 4.5 6

133 SMxZgZproducingLSerratiaLmarcescensLfromLtrgentinaLbelongingLtoLcladeLeLofLtheLSaLmarcescensL
phylogenyaLJournalfoffAntimicrobialfChemotherapyYL2019YLjgYLdkfiZdkgd 5.1 7

132 vonservedLandLspecificLfeaturesLofLStreptococcusLpyogenesLandLStreptococcusLagalactiaeL
transcriptionalLlandscapesaLBMCfGenomicsYL2019YLecYLefi 4.5 11

131 MolecularLepidemiologyLofLinvasiveLandLnonZinvasiveLgroupLuLStreptococcusLcirculatingLinLSerbiaaL
InternationalfJournalfoffMedicalfMicrobiologyYL2019YLfclYLdlZeh 3.7 13
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130
LongZlastingLsuccessfulLdisseminationLofLresistanceLtoLoxazolidinonesLinLMwRLStaphylococcusL
epidermidisLclinicalLisolatesLinLaLtertiaryLcareLhospitalLinLyranceaLJournalfoffAntimicrobialf
ChemotherapyYL2018YLjfYLgdZhd

5.1 21

129
tLgahZYearLWithinZPatientLxvolutionLofLaLvolistinZResistantLKlebsiellaLpneumoniaeL
varbapenemaseZProducingLKaLpneumoniaeLSequenceLTypeLehkaLClinicalfInfectiousfDiseasesYL2018YL
ijYLdfkkZdflg

11.6 25

128 wemographicLfluctuationLofLcommunityZacquiredLantibioticZresistantLStaphylococcusLaureusL
lineagesmLpotentialLroleLofLflimsyLantibioticLexposureaLISMEfJournalYL2018YLdeYLdkjlZdklg 11.9 6

127
vTXZMZdhZProducingLShewanellaLSpeciesLvlinicalLIsolateLxxpressingLOXtZhfhYLaL
vhromosomeZxncodedLOXtZgkLVariantYLPutativeLProgenitorLofLtheLPlasmidZxncodedLOXtZgfiaL
AntimicrobialfAgentsfandfChemotherapyYL2018YLieYL

5.9 17

126 TranscriptionalLLandscapeLofLaLPlasmidLandLResponseLtoLImipenemLxxposureLinLTOPdcaLFrontiersfinf
MicrobiologyYL2018YLlYLelel 5.7 6

125 InferenceLofLSignificantLMicrobialLInteractionsLyromLLongitudinalLMetagenomicsLwataaLFrontiersfinf
MicrobiologyYL2018YLlYLefdl 5.7 11

124 tLcloneLofLtheLemergentLStreptococcusLpyogenesLemmklLcladeLresponsibleLforLaLlargeLoutbreakLinL
aLpostZsurgeryLoncologyLunitLinLyranceaLMedicalfMicrobiologyfandfImmunologyYL2018YLecjYLekjZeli 4 7

123 SerumLresistanceLandLphaseLvariationLofLaLnasopharyngealLnonZtypeableL°aemophilusLinfluenzaeL
isolateaLInternationalfJournalfoffMedicalfMicrobiologyYL2017YLfcjYLdflZdgi 3.7 7

122 ParallelLxvolutionLofLzroupLuL°ypervirulentLvlonalLvomplexLdjLUnveilsLNewLPathoadaptiveL
MutationsaLMSystemsYL2017YLeYL 7.6 22

121 OXtZeggZProducingLxscherichiaLcoliLIsolatesYLaLvhallengeLforLvlinicalLMicrobiologyLLaboratoriesaL
AntimicrobialfAgentsfandfChemotherapyYL2017YLidYL 5.9 34

120 vhromosomalLtmplificationLofLtheLblaOXtZhkLvarbapenemaseLzeneLinLaLProteusLmirabilisLvlinicalL
IsolateaLAntimicrobialfAgentsfandfChemotherapyYL2017YLidYL 5.9 30

119 °ighLthirdZgenerationLcephalosporinLresistantLxnterobacteriaceaeLprevalenceLrateLamongLneonatalL
infectionsLinLwakarYLSenegalaLBMCfInfectiousfDiseasesYL2016YLdiYLhkj 4 17

118 StreptococcalLgroupLuLintegrativeLandLmobilizableLelementLIMxSagZrpsILencodesLaLfunctionalL
relaxaseLinvolvedLinLitsLtransferaLOpenfBiologyYL2016YLiYL 7 6

117 StreptococcusLzallolyticusLSubspaLPasteurianusLInfectionLInLtLNeonatalLIntensiveLvareLUnitaL
PediatricfInfectiousfDiseasefJournalYL2016YLfhYLdejeZdejh 3.4 7

116 wemographyLandLIntercontinentalLSpreadLofLtheLUStfccLvommunityZtcquiredLMethicillinZResistantL
StaphylococcusLaureusLLineageaLMBioYL2016YLjYLecedkfZdh 7.8 64

115 PersistenceLofLaLdominantLbovineLlineageLofLgroupLuLStreptococcusLrevealsLgenomicLsignaturesLofL
hostLadaptationaLEnvironmentalfMicrobiologyYL2016YLdkYLgediZgeel 5.2 29

114 MultipleLmajorLdiseaseZassociatedLclonesLofLLegionellaLpneumophilaLhaveLemergedLrecentlyLandL
independentlyaLGenomefResearchYL2016YLeiYLdhhhZdhig 9.7 48

113 °ostLspecificityLinLtheLdiversityLandLtransferLofLlsaLresistanceLgenesLinLgroupLuLStreptococcusaL
JournalfoffAntimicrobialfChemotherapyYL2015YLjcYLfechZdf 5.1 13

(2015-2018)
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112 SingleLnucleotideLresolutionLRNtZseqLuncoversLnewLregulatoryLmechanismsLinLtheLopportunisticL
pathogenLStreptococcusLagalactiaeaLBMCfGenomicsYL2015YLdiYLgdl 4.5 33

111 WholeZzenomeLvomparisonLUncoversLzenomicLMutationsLbetweenLzroupLuLStreptococciLSampledL
fromLInfectedLNewbornsLandLTheirLMothersaLJournalfoffBacteriologyYL2015YLdljYLffhgZii 3.5 19

110 tnalysisLofLtheLtypeLIIZtLvRISPRZvasLsystemLofLStreptococcusLagalactiaeLrevealsLdistinctiveLfeaturesL
accordingLtoLgeneticLlineagesaLFrontiersfinfGeneticsYL2015YLiYLedg 4.5 33

109 vompleteLzenomeLSequenceLofLStreptococcusLpyogenesLemmekLvlinicalLIsolateLMekPydYL
ResponsibleLforLaLPuerperalLyeveraLGenomefAnnouncementsYL2015YLfYL 3

108 StreptococcusLagalactiaeLclonesLinfectingLhumansLwereLselectedLandLfixedLthroughLtheLextensiveL
useLofLtetracyclineaLNaturefCommunicationsYL2014YLhYLghgg 17.4 144

107 TheLdiversityLofLprokaryoticLwwxLtransposasesLofLtheLmutatorLsuperfamilyYLinsertionLspecificityYLandL
associationLwithLconjugationLmachineriesaLGenomefBiologyfandfEvolutionYL2014YLiYLeicZje 3.9 35

106 ReductiveLevolutionLinLStreptococcusLagalactiaeLandLtheLemergenceLofLaLhostLadaptedLlineageaLBMCf
GenomicsYL2013YLdgYLehe 4.5 52

105 IvxtLofLMycoplasmaLagalactiaemLaLnewLfamilyLofLselfZtransmissibleLintegrativeLelementsLthatL
confersLconjugativeLpropertiesLtoLtheLrecipientLstrainaLMolecularfMicrobiologyYL2013YLklYLdeeiZfl 4.1 37

104 vonstructionLofLisogenicLmutantsLinLStreptococcusLgallolyticusLbasedLonLtheLdevelopmentLofLnewL
mobilizableLvectorsaLResearchfinfMicrobiologyYL2013YLdigYLljfZk 4 13

103
ModularLevolutionLofLTnzuSsYLaLnewLfamilyLofLintegrativeLandLconjugativeLelementsLassociatingL
insertionLsequenceLtranspositionYLplasmidLreplicationYLandLconjugationLforLtheirLspreadingaLJournalf
offBacteriologyYL2013YLdlhYLdljlZlc

3.5 36

102 TheLtbiZdomainLproteinLtbxdLinteractsLwithLtheLvovSLhistidineLkinaseLtoLcontrolLvirulenceLgeneL
expressionLinLgroupLuLStreptococcusaLPLoSfPathogensYL2013YLlYLedccfdjl 7.6 33

101 vomparativeLgenomicsLandLtranscriptomicsLofLlineagesLIYLIIYLandLIIILstrainsLofLListeriaL
monocytogenesaLBMCfGenomicsYL2012YLdfYLdgg 4.5 60

100 TheLhighlyLdynamicLvRISPRdLsystemLofLStreptococcusLagalactiaeLcontrolsLtheLdiversityLofLitsL
mobilomeaLMolecularfMicrobiologyYL2012YLkhYLdchjZjd 4.1 120

99 vapsularLswitchingLinLgroupLuLStreptococcusLvvdjLhypervirulentLclonemLaLfutureLchallengeLforL
polysaccharideLvaccineLdevelopmentaLJournalfoffInfectiousfDiseasesYL2012YLeciYLdjghZhe 7 81

98 RgaYLaLRoftZlikeLregulatorYLisLtheLmajorLtranscriptionalLactivatorLofLtheLPIZeaLpilusLinLStreptococcusL
agalactiaeaLMicrobialfDrugfResistanceYL2012YLdkYLekiZlj 2.9 13

97 NovelLcluesLonLtheLspecificLassociationLofLStreptococcusLgallolyticusLsubspLgallolyticusLwithL
colorectalLcanceraLJournalfoffInfectiousfDiseasesYL2011YLecfYLddcdZl 7 116

96 MolecularLcharacterizationLofLaLStreptococcusLgallolyticusLgenomicLislandLencodingLaLpilusLinvolvedL
inLendocarditisaLJournalfoffInfectiousfDiseasesYL2011YLecgYLdlicZjc 7 57

95 zenomeLsequenceLofLStreptococcusLgallolyticusmLinsightsLintoLitsLadaptationLtoLtheLbovineLrumenL
andLitsLabilityLtoLcauseLendocarditisaLJournalfoffBacteriologyYL2010YLdleYLeeiiZji 3.5 103
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94 IncreasedLexposureLtoLbacterialLantigenLRpLjbLdeLinLearlyLstageLcolorectalLcancerLpatientsaLCancerYL
2010YLddiYLgcdgZee 6.4 37

93 SurfaceZexposedLhistoneZlikeLproteinLaLmodulatesLadherenceLofLStreptococcusLgallolyticusLtoLcolonL
adenocarcinomaLcellsaLInfectionfandfImmunityYL2009YLjjYLhhdlZej 3.7 35

92 PopulationLstructureLofLhumanLisolatesLofLStreptococcusLagalactiaeLfromLwakarLandLuanguiaLJournalf
offClinicalfMicrobiologyYL2009YLgjYLkccZf 9.7 20

91 ttypicalLassociationLofLwwxLtranspositionLwithLconjugationLspecifiesLaLnewLfamilyLofLmobileL
elementsaLMolecularfMicrobiologyYL2009YLjdYLlgkZhl 4.1 40

90 yrankLKunstYLdlgfZecclaLMolecularfMicrobiologyYL2009YLjgYLehfZi 4.1

89 NeMeSysmLaLbiologicalLresourceLforLnarrowingLtheLgapLbetweenLsequenceLandLfunctionLinLtheL
humanLpathogenLNeisseriaLmeningitidisaLGenomefBiologyYL2009YLdcYLRddc 18.3 78

88 TranscriptomicLanalysisLofLtheLexitLfromLdormancyLofLtspergillusLfumigatusLconidiaaLBMCfGenomicsYL
2008YLlYLgdj 4.5 100

87
ShapingLaLbacterialLgenomeLbyLlargeLchromosomalLreplacementsYLtheLevolutionaryLhistoryLofL
StreptococcusLagalactiaeaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaYL2008YLdchYLdhlidZi

11.5 116

86 tLnaturallyLoccurringLgeneLamplificationLleadingLtoLsulfonamideLandLtrimethoprimLresistanceLinL
StreptococcusLagalactiaeaLJournalfoffBacteriologyYL2008YLdlcYLijeZkc 3.5 40

85 IntegrativeLconjugativeLelementsLandLrelatedLelementsLareLmajorLcontributorsLtoLtheLgenomeL
diversityLofLStreptococcusLagalactiaeaLJournalfoffBacteriologyYL2008YLdlcYLildfZj 3.5 71

84 MultigenomeLanalysisLidentifiesLaLworldwideLdistributedLepidemicLLegionellaLpneumophilaLcloneL
thatLemergedLwithinLaLhighlyLdiverseLspeciesaLGenomefResearchYL2008YLdkYLgfdZgd 9.7 131

83 PathogenomicsmLanLupdatedLxuropeanLResearchLtgendaaLInfectiontfGeneticsfandfEvolutionYL2008YLkYLfkiZlf4.5 6

82
zeneticLdiversityLofLListeriaLmonocytogenesLrecoveredLfromLinfectedLpersonsLandLporkYLseafoodL
andLdairyLproductsLonLretailLsaleLinLyranceLduringLecccLandLeccdaLInternationalfJournalfoffFoodf
MicrobiologyYL2007YLddgYLdkjZlg

5.8 32

81
vomparativeLtranscriptomeLanalysisLofLListeriaLmonocytogenesLstrainsLofLtheLtwoLmajorLlineagesL
revealsLdifferencesLinLvirulenceYLcellLwallYLandLstressLresponseaLAppliedfandfEnvironmentalf
MicrobiologyYL2007YLjfYLicjkZkk

4.8 49

80 MicrobialLgenomicsaLResearchfinfMicrobiologyYL2007YLdhkYLjedZf 4

79 PathogenomicsLofLListeriaLsppaLInternationalfJournalfoffMedicalfMicrobiologyYL2007YLeljYLhgdZhj 3.7 68

78 ListeriaLzenomicsL2007YLffZie 1

77 RapidLdetectionLofLtheLNhighlyLvirulentNLgroupLuLStreptococcusLSTZdjLcloneaLMicrobesfandfInfectionYL
2006YLkYLdjdgZee 9.3 86

(2006-2010)
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76 SpecificLregionsLofLgenomeLplasticityLandLgeneticLdiversityLofLtheLcommensalLxscherichiaLcoliLtcL
fgbkiaLInternationalfJournalfoffMedicalfMicrobiologyYL2006YLeliYLhgdZi 3.7 7

75 zroupLuLStreptococcusmLglobalLincidenceLandLvaccineLdevelopmentaLNaturefReviewsfMicrobiologyYL
2006YLgYLlfeZge 22.2 239

74 zenomicLdiversityLandLevolutionLwithinLtheLspeciesLStreptococcusLagalactiaeaLMicrobesfandfInfection
YL2006YLkYLdeejZgf 9.3 153

73 zrowthLinhibitionLofLListeriaLmonocytogenesLbyLaLnonbacteriocinogenicLvarnobacteriumLpiscicolaaL
JournalfoffAppliedfMicrobiologyYL2005YLlkYLdjeZkf 4.7 59

72 vompleteLnucleotideLsequenceLofLtheLLxdLprophageLfromLtheLspirocheteLLeptospiraLbiflexaLandL
characterizationLofLitsLreplicationLandLpartitionLfunctionsaLJournalfoffBacteriologyYL2005YLdkjYLflfdZgc 3.5 31

71
TheLSrttLSortaseLofLStreptococcusLagalactiaeLisLrequiredLforLcellLwallLanchoringLofLproteinsL
containingLtheLLPXTzLmotifYLforLadhesionLtoLepithelialLcellsYLandLforLcolonizationLofLtheLmouseL
intestineaLInfectionfandfImmunityYL2005YLjfYLffgeZhc

3.7 84

70 vharacterizationLofLtheLflexibleLgenomeLcomplementLofLtheLcommensalLxscherichiaLcoliLstrainLtcL
fgbkiLUOkfLmLKegLmL°fdVaLMicrobiologyfpUnitedfKingdomqYL2005YLdhdYLfkhZflk 2.9 42

69 °owLserylZphosphorylatedL°PrLinhibitsLPrftYLaLtranscriptionLactivatorLofLListeriaLmonocytogenesL
virulenceLgenesaLJournalfoffMolecularfMicrobiologyfandfBiotechnologyYL2005YLlYLeegZfg 0.9 53

68 zlobalLanalysisLofLgeneLexpressionLinLanLrpoNLmutantLofLListeriaLmonocytogenesaLMicrobiologyf
pUnitedfKingdomqYL2004YLdhcYLdhkdZdhlc 2.9 77

67 wNtLmacroarrayLforLidentificationLandLtypingLofLStaphylococcusLaureusLisolatesaLJournalfoffClinicalf
MicrobiologyYL2004YLgeYLechgZig 9.7 35

66 NewLaspectsLregardingLevolutionLandLvirulenceLofLListeriaLmonocytogenesLrevealedLbyLcomparativeL
genomicsLandLwNtLarraysaLInfectionfandfImmunityYL2004YLjeYLdcjeZkf 3.7 244

65
TaxonomicLcharacterizationLofLnineLstrainsLisolatedLfromLclinicalLandLenvironmentalLspecimensYLandL
proposalLofLvorynebacteriumLtuberculostearicumLspaLnovaLInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyYL2004YLhgYLdchhZdcid

2.2 30

64
MacroZarrayLandLbioinformaticLanalysesLrevealLmycobacterialLTcoreTLgenesYLvariationLinLtheLxStTZiL
geneLfamilyLandLnewLphylogeneticLmarkersLforLtheLMycobacteriumLtuberculosisLcomplexaL
MicrobiologyfpUnitedfKingdomqYL2004YLdhcYLgkfZgli

2.9 148

63 SequenceLandLbindingLactivityLofLtheLautolysinZadhesinLtmiLfromLepidemicLListeriaLmonocytogenesL
gbaLInfectionfandfImmunityYL2004YLjeYLggcdZl 3.7 27

62
tssessmentLofLtheLrindLmicrobialLdiversityLinLaLfarmhouseZproducedLvsLaLpasteurizedLindustriallyL
producedLsoftLredZsmearLcheeseLusingLbothLcultivationLandLrwNtZbasedLmethodsaLJournalfoff
AppliedfMicrobiologyYL2004YLljYLhgiZhi

4.7 86

61 vovSbvovRLofLgroupLuLstreptococcusmLaLtwoZcomponentLglobalLregulatoryLsystemLinvolvedLinL
virulenceaLMolecularfMicrobiologyYL2004YLhgYLdehcZik 4.1 148

60 xvidenceLinLtheLLegionellaLpneumophilaLgenomeLforLexploitationLofLhostLcellLfunctionsLandLhighL
genomeLplasticityaLNaturefGeneticsYL2004YLfiYLddihZjf 36.3 508

59 wifferentiationLofLtheLmajorLListeriaLmonocytogenesLserovarsLbyLmultiplexLPvRaLJournalfoffClinicalf
MicrobiologyYL2004YLgeYLfkdlZee 9.7 736
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58 MultilocusLsequenceLtypingLsystemLforLgroupLuLstreptococcusaLJournalfoffClinicalfMicrobiologyYL2003
YLgdYLehfcZi 9.7 436

57 xxploringLtheLPenicilliumLmarneffeiLgenomeaLArchivesfoffMicrobiologyYL2003YLdjlYLfflZhf 3 42

56 vomparisonLofLtheLgenomeLsequencesLofLListeriaLmonocytogenesLandLListeriaLinnocuamLcluesLforL
evolutionLandLpathogenicityaLFEMSfImmunologyfandfMedicalfMicrobiologyYL2003YLfhYLecjZdf 155

55 TranscriptomeLanalysisLofLListeriaLmonocytogenesLidentifiesLthreeLgroupsLofLgenesLdifferentlyL
regulatedLbyLPrftaLMolecularfMicrobiologyYL2003YLgjYLdidfZeh 4.1 265

54 TheLgenomeLsequenceLofLtheLentomopathogenicLbacteriumLPhotorhabdusLluminescensaLNaturef
BiotechnologyYL2003YLedYLdfcjZdf 44.5 485

53 StructuralLandLfunctionalLgenomicsLandLevolutionaryLrelationshipsLinLtheLclusterLofLgenesLencodingL
murineLeTYhTZoligoadenylateLsynthetasesaLGenomicsYL2003YLkeYLhfjZhe 4.3 53

52 ListeriaLmonocytogenesLbileLsaltLhydrolaseLisLaLPrftZregulatedLvirulenceLfactorLinvolvedLinLtheL
intestinalLandLhepaticLphasesLofLlisteriosisaLMolecularfMicrobiologyYL2002YLghYLdclhZdci 4.1 267

51 zenomeLsequenceLofLStreptococcusLagalactiaeYLaLpathogenLcausingLinvasiveLneonatalLdiseaseaL
MolecularfMicrobiologyYL2002YLghYLdgllZhdf 4.1 386

50 wiffToolmLbuildingYLvisualizingLandLqueryingLproteinLclustersaLBioinformaticsYL2002YLdkYLddgfZg 7.2 7

49 zˆ'nomiqueLcomparativeaLAnnalesfDefLoInstitutfPasteurfwfActualitˆ'sYL2002YLddYLffZgl

48 SaltLstressLproteinsLinducedLinLListeriaLmonocytogenesaLAppliedfandfEnvironmentalfMicrobiologyYL
2002YLikYLdgldZk 4.8 124

47 ModulationLofLanaerobicLenergyLmetabolismLofLuacillusLsubtilisLbyLarfMLUywiwVaLJournalfoff
BacteriologyYL2001YLdkfYLikdhZed 3.5 22

46 zeneticLandLphysicalLdelineationLofLtheLregionLoverlappingLtheLprogressiveLmotorLneuropathyL
UpmnVLlocusLonLmouseLchromosomeLdfaLGenomicsYL2001YLjhYLlZdi 4.3 3

45 vomparativeLgenomicsLofLListeriaLspeciesaLScienceYL2001YLelgYLkglZhe 33.3 1189

44 yindTargetmLsoftwareLforLsubtractiveLgenomeLanalysisaLMicrobiologyfpUnitedfKingdomqYL2001YLdgjYLeigfZeigl2.9 16

43 TheLvirulenceLplasmidLpWRdccLandLtheLrepertoireLofLproteinsLsecretedLbyLtheLtypeLIIILsecretionL
apparatusLofLShigellaLflexneriaLMolecularfMicrobiologyYL2000YLfkYLjicZjd 4.1 305

42 zeneLexpressionLprofilesLinLnormalLandLOtxeZbZLearlyLgastrulatingLmouseLembryosaLProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2000YLljYLdgfkkZlf 11.5 51

41 yermentativeLmetabolismLofLuacillusLsubtilismLphysiologyLandLregulationLofLgeneLexpressionaLJournalf
offBacteriologyYL2000YLdkeYLfcjeZkc 3.5 187

(2000-2003)
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40 vharacterizationLofLtransposonLTndhglYLconferringLVanuZtypeLresistanceLinLxnterococcusLsppaL
MicrobiologyfpUnitedfKingdomqYL2000YLdgiLULPtLiVYLdgkdZdgkl 2.9 136

39 TheLLxdLbacteriophageLreplicatesLasLaLplasmidLwithinLLeptospiraLbiflexamLconstructionLofLanLLaL
biflexaZxscherichiaLcoliLshuttleLvectoraLJournalfoffBacteriologyYL2000YLdkeYLhjccZh 3.5 83

38 vloningLandLassemblyLstrategiesLinLmicrobialLgenomeLprojectsaLMicrobiologyfpUnitedfKingdomqYL1999
YLdghLULPtLdcVYLeiehZfg 2.9 48

37 xffectsLofLsiteZdirectedLmutagenesisLofLprotolyticLresiduesLinLsubunitLILofLuacillusLsubtilisLaafZiccL
quinolLoxidaseaLRoleLofLlysineLfcgLinLprotonLtranslocationaLBiochemistryYL1999YLfkYLeekjZlg 3.2 6

36
TheLdceZkilobaseLpgmLlocusLofLYersiniaLpestismLsequenceLanalysisLandLcomparisonLofLselectedL
regionsLamongLdifferentLYersiniaLpestisLandLYersiniaLpseudotuberculosisLstrainsaLInfectionfandf
ImmunityYL1999YLijYLgkhdZid

3.7 109

35 vataboliteLregulationLofLtheLptaLgeneLasLpartLofLcarbonLflowLpathwaysLinLuacillusLsubtilisaLJournalfoff
BacteriologyYL1999YLdkdYLikklZlj 3.5 99

34 vontrolLofLcellLshapeLandLelongationLbyLtheLrodtLgeneLinLuacillusLsubtilisaLMolecularfMicrobiologyYL
1998YLekYLefhZgj 4.1 157

33 TheLfnrLgeneLofLuacillusLlicheniformisLandLtheLcysteineLligandsLofLtheLvZterminalLyeSLclusteraLJournalf
offBacteriologyYL1998YLdkcYLfgkfZh 3.5 12

32 OrganizationLofLtheLxuropeanLuacillusLsubtilisLzenomeLSequencingLProjectL1998YLghjZgij

31 wynamicYLmitoticZlikeLbehaviorLofLaLbacterialLproteinLrequiredLforLaccurateLchromosomeL
partitioningaLGenesfandfDevelopmentYL1997YLddYLddicZk 12.6 275

30 TheLuacillusLsubtilisLuretuvLoperonaLJournalfoffBacteriologyYL1997YLdjlYLffjdZf 3.5 30

29 IdentificationLandLcharacterizationLofLaLnewLbetaZglucosideLutilizationLsystemLinLuacillusLsubtilisaL
JournalfoffBacteriologyYL1997YLdjlYLgliZhci 3.5 63

28 MappingLofLrepetitiveLandLnonZrepetitiveLwNtLprobesLtoLchromosomesLofLtheLmicrosporidianL
xncephalitozoonLcuniculiaLGeneYL1997YLdldYLflZgh 3.8 22

27 TheLcompleteLgenomeLsequenceLofLtheLgramZpositiveLbacteriumLuacillusLsubtilisaLNatureYL1997YLflcYLeglZhi50.4 3107

26 TwoZcomponentLregulatoryLproteinsLReswZResxLareLrequiredLforLtranscriptionalLactivationLofLfnrL
uponLoxygenLlimitationLinLuacillusLsubtilisaLJournalfoffBacteriologyYL1996YLdjkYLfjliZkce 3.5 104

25 tspartylZphosphateLphosphatasesLdeactivateLtheLresponseLregulatorLcomponentsLofLtheL
sporulationLsignalLtransductionLsystemLinLuacillusLsubtilisaLMolecularfMicrobiologyYL1996YLdlYLddhdZj 4.1 120

24
IdentificationLofLaLgeneYLspoIIRYLthatLlinksLtheLactivationLofLsigmaLxLtoLtheLtranscriptionalLactivityLofL
sigmaLyLduringLsporulationLinLuacillusLsubtilisaLProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaYL1995YLleYLecdeZi

11.5 129

23 TwoLgenesLencodingLuracilLphosphoribosyltransferaseLareLpresentLinLuacillusLsubtilisaLJournalfoff
BacteriologyYL1995YLdjjYLejdZg 3.5 36
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22 IncorporationLofLwZalanineLintoLlipoteichoicLacidLandLwallLteichoicLacidLinLuacillusLsubtilisaL
IdentificationLofLgenesLandLregulationaLJournalfoffBiologicalfChemistryYL1995YLejcYLdhhlkZici 5.4 211

21 yunctionalLanalysisLofLsubunitsLIIILandLIVLofLuacillusLsubtilisLaafZiccLquinolLoxidaseLbyLinLvitroL
mutagenesisLandLgeneLreplacementaLBiochimicafEtfBiophysicafActafufBioenergeticsYL1995YLdefeYLijZjg 4.6 19

20 IdentificationLandLisolationLofLaLgeneLrequiredLforLnitrateLassimilationLandLanaerobicLgrowthLofL
uacillusLsubtilisaLJournalfoffBacteriologyYL1995YLdjjYLdddeZh 3.5 50

19 MultipleLproteinZaspartateLphosphatasesLprovideLaLmechanismLforLtheLintegrationLofLdiverseL
signalsLinLtheLcontrolLofLdevelopmentLinLuaLsubtilisaLCellYL1994YLjlYLdcgjZhh 56.2 269

18 ZincLchelationLandLstructuralLstabilityLofLadenylateLkinaseLfromLuacillusLsubtilisaLBiochemistryYL1994YL
ffYLllicZj 3.2 37

17 uacillusLsubtilisLycydLtTPasemLwNtLsequenceLofLtheLatpLoperonLandLcharacterizationLofLatpL
mutantsaLJournalfoffBacteriologyYL1994YLdjiYLikceZdd 3.5 105

16 RocRYLaLnovelLregulatoryLproteinLcontrollingLarginineLutilizationLinLuacillusLsubtilisYLbelongsLtoLtheL
NtrvbNiftLfamilyLofLtranscriptionalLactivatorsaLJournalfoffBacteriologyYL1994YLdjiYLdefgZgd 3.5 101

15 uacillusLsubtilisLgenomeLprojectmLcloningLandLsequencingLofLtheLljLkbLregionLfromLfeh´°LtoLfffdegaL
MolecularfMicrobiologyYL1993YLdcYLfjdZfkg 4.1 143

14
StructuralLflexibilityLofLtheLcalmodulinZbindingLlocusLinLuordetellaLpertussisLadenylateLcyclaseaL
ReconstitutionLofLcatalyticallyLactiveLspeciesLfromLfragmentsLorLinactiveLformsLofLtheLenzymeaLFEBSf
JournalYL1993YLedjYLhkdZi

5

13
xquilibriumLdissociationLandLunfoldingLofLnucleosideLdiphosphateLkinaseLfromLwictyosteliumL
discoideumaLRoleLofLprolineLdccLinLtheLstabilityLofLtheLhexamericLenzymeaLJournalfoffBiologicalf
ChemistryYL1993YLeikYLeceikZjh

5.4 43

12 ZincYLaLnovelLstructuralLelementLfoundLinLtheLfamilyLofLbacterialLadenylateLkinasesaLBiochemistryYL
1992YLfdYLfcfkZgf 3.2 54

11 InsertionalLmutagenesisLofLuordetellaLpertussisLadenylateLcyclaseaLJournalfoffBiologicalfChemistryYL
1992YLeijYLeeggZhc 5.4 48

10 StructuralLandLyunctionalLOrganizationLofLtheLvatalyticLwomainLofLaLuacterialLToxinmLbordetellaL
PertussisLtdenylateLvyclaseL1992YLffhZfgg

9 IsolationLandLcharacterizationLofLcatalyticLandLcalmodulinZbindingLdomainsLofLuordetellaLpertussisL
adenylateLcyclaseaLFEBSfJournalYL1991YLdliYLgilZjg 60

8 tLgeneLencodingLaLtyrosineLtRNtLsynthetaseLisLlocatedLnearLsacSLinLuacillusLsubtilisaLDNAfSequenceYL
1991YLdYLehdZid 38

7 °ighZlevelLsynthesisLofLactiveLadenylateLcyclaseLtoxinLofLuordetellaLpertussisLinLaLreconstructedL
xscherichiaLcoliLsystemaLGeneYL1991YLdcgYLdlZeg 3.8 84

6 tLXanthomonasLcampestrisLpvaLcampestrisLproteinLsimilarLtoLcataboliteLactivationLfactorLisLinvolvedL
inLregulationLofLphytopathogenicityaLJournalfoffBacteriologyYL1990YLdjeYLhkjjZkf 3.5 87

5 IntrinsicLfluorescenceLofLaLtruncatedLuordetellaLpertussisLadenylateLcyclaseLexpressedLinL
xscherichiaLcoliaLBiochemistryYL1990YLelYLkdeiZfc 3.2 20

(1990-1995)
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4 vloningLandLexpressionLofLmouseZbrainLcalmodulinLasLanLactivatorLofLuordetellaLpertussisLadenylateL
cyclaseLinLxscherichiaLcoliaLGeneYL1989YLkcYLdghZl 3.8 24

3 vloningLandLexpressionLofLtheLcalmodulinZsensitiveLuacillusLanthracisLadenylateLcyclaseLinL
xscherichiaLcoliaLGeneYL1988YLigYLejjZkg 3.8 74

2 zenomicsLofLListeriaLmonocytogenesLandLOtherLMembersLofLtheLzenusLListeriadehZdgh 3

1 InferenceLofLsignificantLmicrobialLinteractionsLfromLlongitudinalLmetagenomicsLsequencingLdata 1

Philippe Glaser

10


