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Dynamics of GLP-1R peptide agonist engagement are correlated with Rinetics of G protein activation.
Nature Communications, 2022, 13, 92.
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Positive allosteric mechanisms of adenosine Al receptor-mediated analgesia. Nature, 2021, 597, 571-576.

Automatic local resolution-based sharpening of cryo-EM maps. Bioinformatics, 2020, 36, 765-772. 4.1 110

Differential GLP-1R Binding and Activation by Peptide and Non-peptide Agonists. Molecular Cell, 2020,
80, 485-500.e7.

Structure and dynamics of the active Gs-coupled human secretin receptor. Nature Communications, 12.8 46
2020, 11, 4137. :

Perturbation of the interactions of calmodulin with GRKS5 using a natural product chemical probe.
Proceedings of the National Academy of Sciences of the United States of America, 2019, 116, 15895-15900.

The Molecular Control of Calcitonin Receptor Signaling. ACS Pharmacology and Translational 4.9 38
Science, 2019, 2, 31-51. :

Phase-plate cryo-EM structure of a biased agonist-bound human GLP-1 receptord€“Gs complex. Nature,
2018, 555, 121-125.

Recent advances in the determination of G protein-coupled receptor structures. Current Opinion in 57 51
Structural Biology, 2018, 51, 28-34. :

Rules of Engagement: GPCRs and G Proteins. ACS Pharmacology and Translational Science, 2018, 1, 73-83.

Cryo-EM structure of the active, Gs-protein complexed, human CGRP receptor. Nature, 2018, 561,
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Structural insights into G-protein-coupled receptor allostery. Nature, 2018, 559, 45-53.

Dominant Negative G Proteins Enhance Formation and Purification of Agonist-GPCR-G Protein

Complexes for Structure Determination. ACS Pharmacology and Translational Science, 2018, 1, 12-20. 49 96

Structure of the adenosine-bound human adenosine Al receptora€“Gi complex. Nature, 2018, 558, 559-563.

Molecular basis for activation of lecithin:cholesterol acyltransferase by a compound that increases 6.0 37
HDL cholesterol. ELife, 2018, 7, . )
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A retractable lid in lecithin:cholesterol acyltransferase provides a structural mechanism for
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Structure and function of lysosomal phospholipase A2 and lecithin:cholesterol acyltransferase.
Nature Communications, 2015, 6, 6250.

Crystal Structure of G Protein-coupled Receptor Kinase 5 in Complex with a Rationally Designed

Inhibitor. Journal of Biological Chemistry, 2015, 290, 20649-20659. 3.4 39

Unveiling the Membrane-Binding Properties of N-Terminal and C-Terminal Regions of G Protein-Coupled
Receptor Kinase 5 by Combined Optical Spectroscopies. Langmuir, 2014, 30, 823-831.

Architecture of the Nitric-oxide Synthase Holoenzyme Reveals Large Conformational Changes and a
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Constitutively active rhodopsin mutants causing night blindness are effectively phosphorylated by
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