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93 yomparativeMgenomicsMrevealsMmobileMpathogenicityMchromosomesMinM usariumdMNaturebM2010bMjljbMilmcmi50.4 1085

92 GenomeMsequencingMandManalysisMofMtheMbiomasscdegradingMfungusMTrichodermaMreeseiMWsyndM
HypocreaMjecorinaXdMNaturehBiotechnologybM2008bMhlbMkkiclf 44.5 920

91 GenomeMsequencingMandManalysisMofMtheMversatileMcellMfactoryMwspergillusMnigerMyxSMkgidnndMNatureh
BiotechnologybM2007bMhkbMhhgcig 44.5 889

90 TopMgfMplantcparasiticMnematodesMinMmolecularMplantMpathologydMMolecularhPlanthPathologybM2013bM
gjbMojlclg 5.7 836

89 TheMgenomeMofMLaccariaMbicolorMprovidesMinsightsMintoMmycorrhizalMsymbiosisdMNaturebM2008bMjkhbMnncoh 50.4 823

88 GenomeMsequenceMofMtheMmetazoanMplantcparasiticMnematodeMMeloidogyneMincognitadMNatureh
BiotechnologybM2008bMhlbMofocgk 44.5 790

87 GenomicManalysisMofMtheMnecrotrophicMfungalMpathogensMSclerotiniaMsclerotiorumMandMxotrytisM
cinereadMPLoShGeneticsbM2011bMmbMegffhhif 6 659

86 zividingMtheMlargeMglycosideMhydrolaseMfamilyMgiMintoMsubfamiliespMtowardsMimprovedMfunctionalM
annotationsMofMalphacamylasecrelatedMproteinsdMProteinhEngineeringwhDesignhandhSelectionbM2006bMgobMkkkclh1.9 430

85 TheMgenomeMofMNectriaMhaematococcapMcontributionMofMsupernumeraryMchromosomesMtoMgeneM
expansiondMPLoShGeneticsbM2009bMkbMegffflgn 6 329

84 GenomicMevidenceMforMameioticMevolutionMinMtheMbdelloidMrotiferMwdinetaMvagadMNaturebM2013bMkffbMjkicm 50.4 274

83
MultipleMlateralMgeneMtransfersMandMduplicationsMhaveMpromotedMplantMparasitismMabilityMinM
nematodesdMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericabM2010bM
gfmbMgmlkgcl

11.5 244

82 TheMgenomeMsequenceMofMtheMmodelMascomyceteMfungusMPodosporaManserinadMGenomehBiologybM2008
bMobMRmm 18.3 237

81 HighMsimilarityMbetweenMflankingMregionsMofMdifferentMmicrosatellitesMdetectedMwithinMeachMofMtwoM
speciesMofMLepidopterapMParnassiusMapolloMandM–uphydryasMauriniadMMolecularhEcologybM2004bMgibMgloicmff5.7 151

80 HorizontalMgeneMtransferMinMnematodespMaMcatalystMforMplantMparasitismudMMolecularhPlantxMicrobeh
InteractionsbM2011bMhjbMnmocnm 3.6 124

79 xiotechnologicalMapplicationsMandMpotentialMofMfungalMferuloylMesterasesMbasedMonMprevalencebM
classificationMandMbiochemicalMdiversitydMBiotechnologyhLettersbM2008bMifbMinmcol 3 119

78 wMMedicagoMtruncatulaMNwzPHMoxidaseMisMinvolvedMinMsymbioticMnoduleMfunctioningdMNewhPhytologist
bM2011bMgnobMknfcoh 9.8 115

77  IG–NIXpMintelligentMautomationMofMgenomicMannotationpMexpertiseMintegrationMinMaMnewMsoftwareM
platformdMBMChBioinformaticsbM2005bMlbMgon 3.6 103
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76 TheMgenomeMofMtheMyellowMpotatoMcystMnematodebMGloboderaMrostochiensisbMrevealsMinsightsMintoMtheM
basisMofMparasitismMandMvirulencedMGenomehBiologybM2016bMgmbMghj 18.3 95

75 ziversityMandMevolutionMofMrootcknotMnematodesbMgenusMMeloidogynepMnewMinsightsMfromMtheM
genomicMeradMAnnualhReviewhofhPhytopathologybM2013bMkgbMhfichf 10.8 92

74 TheMgenomesMofMrootcknotMnematodesdMAnnualhReviewhofhPhytopathologybM2009bMjmbMiiickg 10.8 91

73 TheMplantMapoplasmMisManMimportantMrecipientMcompartmentMforMnematodeMsecretedMproteinsdM
JournalhofhExperimentalhBotanybM2011bMlhbMghjgcki 7 88

72 HybridizationMandMpolyploidyMenableMgenomicMplasticityMwithoutMsexMinMtheMmostMdevastatingM
plantcparasiticMnematodesdMPLoShGeneticsbM2017bMgibMegfflmmm 6 87

71 wnMwrabidopsisMWmalectinclikeXMleucinecrichMrepeatMreceptorclikeMkinaseMcontributesMtoMdownyMmildewM
diseasedMPlantwhCellhandhEnvironmentbM2011bMijbMgojjckm 8.4 74

70 IdentificationMofMnovelMtargetMgenesMforMsaferMandMmoreMspecificMcontrolMofMrootcknotMnematodesM
fromMaMpancgenomeMminingdMPLoShPathogensbM2013bMobMegffimjk 7.6 66

69 wMrootcknotMnematodecsecretedMproteinMisMinjectedMintoMgiantMcellsMandMtargetedMtoMtheMnucleidMNewh
PhytologistbM2012bMgojbMohjcoig 9.8 64

68 GenomicMandMtranscriptomicManalysisMofMLaccariaMbicolorMywZomeMrevealsMinsightsMintoM
polysaccharidesMremodellingMduringMsymbiosisMestablishmentdMFungalhGeneticshandhBiologybM2014bMmhbMglncgng3.9 62

67 IdentifyingMdiscriminativeMclassificationcbasedMmotifsMinMbiologicalMsequencesdMBioinformaticsbM2011bM
hmbMghigcn 7.2 55

66 SignaturesMofMadaptationMtoMplantMparasitismMinMnematodeMgenomesdMParasitologybM2015bMgjhMSupplM
gbMSmgcnj 2.7 50

65 TheMmajorMhistocompatibilityMcomplexMorigindMImmunologicalhReviewsbM2004bMgonbMhglcih 11.3 47

64 yontributionMofMlateralMgeneMtransfersMtoMtheMgenomeMcompositionMandMparasiticMabilityMofMrootcknotM
nematodesdMPLoShONEbM2012bMmbMekfnmk 3.7 46

63 GenomecwideMsurveyMandManalysisMofMmicrosatellitesMinMnematodesbMwithMaMfocusMonMtheM
plantcparasiticMspeciesMMeloidogyneMincognitadMBMChGenomicsbM2010bMggbMkon 4.5 44

62 ParasiticMsuccessMwithoutMsexMâ��MtheMnematodeMexperiencedMJournalhofhEvolutionaryhBiologybM2014bMhmbMgihicii2.3 42

61 HorizontalMGeneMTransferMofMPectinasesMfromMxacteriaMPrecededMtheMziversificationMofMStickMandMLeafM
InsectsdMScientifichReportsbM2016bMlbMhlinn 4.9 38

60 HorizontalMGeneMTransferMfromMxacteriaMHasM–nabledMtheMPlantcParasiticMNematodeMGloboderaM
pallidaMtoM eedMonMHostczerivedMSucrosedMMolecularhBiologyhandhEvolutionbM2016bMiibMgkmgco 8.3 38

59 TowardsMtheMreconstructionMofMtheMbilaterianMancestralMprecMHyMregiondMTrendshinhGeneticsbM2004bMhfbMknmcog8.5 36
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58 TheMtranscriptomeMofMNacobbusMaberransMrevealsMinsightsMintoMtheMevolutionMofMsedentaryM
endoparasitismMinMplantcparasiticMnematodesdMGenomehBiologyhandhEvolutionbM2014bMlbMhgngcoj 3.9 35

57
NodM actorM–ffectsMonMRootMHaircSpecificMTranscriptomeMofMMedicagoMtruncatulapM ocusMonMPlasmaM
MembraneMTransportMSystemsMandMReactiveMOxygenMSpeciesMNetworksdMFrontiershinhPlanthSciencebM
2016bMmbMmoj

6.2 34

56 LateralMgeneMtransferMinMeukaryotespMtipMofMtheMicebergMorMofMtheMiceMcubeudMBMChBiologybM2016bMgjbMgfg 7.3 32

55 wMrigorousMmethodMforMmultigenicMfamiliesUMfunctionalMannotationpMtheMpeptidylMarginineMdeiminaseM
WPwzsXMproteinsMfamilyMexampledMBMChGenomicsbM2005bMlbMgki 4.5 28

54 GenomecwideManalysisMofMexpansinMsuperfamilyMinMwildMwrachisMdisclosesMaMstresscresponsiveM
expansinclikeMxMgenedMPlanthMolecularhBiologybM2017bMojbMmocol 4.6 27

53 yonceptualMbasesMforMquantifyingMtheMroleMofMtheMenvironmentMonMgeneMevolutionpMtheMparticipationM
ofMpositiveMselectionMandMneutralMevolutiondMBiologicalhReviewsbM2007bMnhbMkkgcmh 13.5 26

52 –levenMancestralMgeneMfamiliesMlostMinMmammalsMandMvertebratesMwhileMotherwiseMuniversallyM
conservedMinManimalsdMBMChEvolutionaryhBiologybM2006bMlbMk 3 26

51 GeneMcopyMnumberMvariationsMasMsignaturesMofMadaptiveMevolutionMinMtheMparthenogeneticbM
plantcparasiticMnematodeMMeloidogyneMincognitadMMolecularhEcologybM2019bMhnbMhkkochkmh 5.7 25

50 ProspectsMofMherbivoreMeggckillingMplantMdefensesMforMsustainableMcropMprotectiondMEcologyhandh
EvolutionbM2016bMlbMloflclogn 2.8 25

49 LateralMgeneMtransfersMhaveMpolishedManimalMgenomespMlessonsMfromMnematodesdMFrontiershinhCellularh
andhInfectionhMicrobiologybM2012bMhbMhm 5.9 25

48 wliennesspMRapidMzetectionMofMyandidateMHorizontalMGeneMTransfersMacrossMtheMTreeMofMLifedMGenesbM
2017bMnbM 4.2 23

47 yonservationMofMtheMMHyclikeMregionMthroughoutMevolutiondMImmunogeneticsbM2003bMkkbMgjgcgjn 3.2 22

46 zatacminingMofMtheMMeloidogyneMincognitaMdegradomeMandMcomparativeManalysisMofMproteasesMinM
nematodesdMGenomicsbM2011bMombMhocil 4.3 21

45 WhereMdoManimalMalphacamylasesMcomeMfromuMwnMinterkingdomMtripdMFEBShLettersbM2007bMkngbMiohmcik 3.8 21

44 –volutionMofMtheMprotocMHyMancestralMregionpMmoreMevidenceMforMtheMplesiomorphicMorganisationMofM
humanMchromosomeMoqijMregiondMImmunogeneticsbM2003bMkkbMjhocil 3.2 21

43  unctionalMdiversificationMofMhorizontallyMacquiredMglycosideMhydrolaseMfamilyMjkMWGHjkXMproteinsMinM
PhytophagaMbeetlesdMBMChEvolutionaryhBiologybM2019bMgobMgff 3 19

42 WhatMNematodeMgenomesMtellMusMaboutMtheMimportanceMofMhorizontalMgeneMtransfersMinMtheM
evolutionaryMhistoryMofManimalsdMMobilehGenetichElementsbM2011bMgbMhlochmi 19

41 yomparativeMrootMtranscriptomeMofMwildMwrachisMrevealsMNxScLRRMgenesMrelatedMtoMnematodeM
resistancedMBMChPlanthBiologybM2018bMgnbMgko 5.3 17

Etienne G Danchin

4



40 StatisticalMevidenceMforMaMmoreMthanMnffcmillioncyearcoldMevolutionarilyMconservedMgenomicMregionM
inMourMgenomedMJournalhofhMolecularhEvolutionbM2004bMkobMknmcom 3.1 16

39
TheMTranscriptomesMofMXiphinemaMindexMandMLongidorusMelongatusMSuggestMIndependentM
wcquisitionMofMSomeMPlantMParasitismMGenesMbyMHorizontalMGeneMTransferMinM–arlycxranchingM
NematodesdMGenesbM2017bMnbM

4.2 14

38 SingleMpHMbufferMrefoldingMscreenMforMproteinMfromMinclusionMbodiesdMProteinhExpressionhandh
PurificationbM2012bMnhbMikhco 2 14

37 GenomeMsequenceMofMtheMrootcknotMnematodedMJournalhofhNematologybM2020bMkhbMgck 1.1 14

36 PopulationMgenomicsMsupportsMclonalMreproductionMandMmultipleMindependentMgainsMandMlossesMofM
parasiticMabilitiesMinMtheMmostMdevastatingMnematodeMpestdMEvolutionaryhApplicationsbM2020bMgibMjjhcjkm 4.8 14

35 GenomeMstructureMandMcontentMofMtheMriceMrootcknotMnematodeMWXdMEcologyhandhEvolutionbM2020bMgfbMggfflcggfhg2.8 13

34 yontrastingM–ffectsMofMWildMzehydrinMUnderMwbioticMandMxioticMStressesdMFrontiershinhPlanthSciencebM
2019bMgfbMjom 6.2 12

33 –ukaryoteMtoMgutMbacteriaMtransferMofMaMglycosideMhydrolaseMgeneMessentialMforMstarchMbreakdownMinM
plantsdMMobilehGenetichElementsbM2012bMhbMngcnm 12

32 GenomeMassemblyMandMannotationMofMMeloidogyneMenterolobiibManMemergingMparthenogeneticM
rootcknotMnematodedMScientifichDatabM2020bMmbMihj 8.2 12

31 yharacterizationMofMraffinoseMmetabolismMgenesMuncoversMaMwildMwrachisMgalactinolMsynthaseM
conferringMtoleranceMtoMabioticMstressesdMScientifichReportsbM2020bMgfbMgkhkn 4.9 9

30 yomparativeMGenomicsMRevealsMNovelMTargetMGenesMtowardsMSpecificMyontrolMofMPlantcParasiticM
NematodesdMGenesbM2020bMggbM 4.2 9

29 GenomicMPerspectivesMonMtheMLongcTermMwbsenceMofMSexualMReproductionMinMwnimalsM2011bMhhichjh 8

28 ywSSIOP–pManMexpertMsystemMforMconservedMregionsMsearchesdMBMChBioinformaticsbM2009bMgfbMhnj 3.6 8

27 SignaturesMofMtheM–volutionMofMParthenogenesisMandMyryptobiosisMinMtheMGenomesMofMPanagrolaimidM
NematodesdMISciencebM2019bMhgbMknmclfh 6.1 8

26 yrosscKingdomMwnalysisMofMziversitybM–volutionaryMHistorybMandMSiteMSelectionMwithinMtheM–ukaryoticM
MacrophageMMigrationMInhibitoryM actorMSuperfamilydMGenesbM2019bMgfbM 4.2 7

25 HomologousMchromosomesMinMasexualMrotiferMwdinetaMvagaMsuggestMautomixis 7

24 zissectingMproteinMdomainMvariabilityMinMtheMcoreMRNwMinterferenceMmachineryMofMfiveMinsectMordersdM
RNAhBiologybM2021bMgnbMglkicglng 4.8 6

23 GenomecwideMexpertMannotationMofMtheMepigeneticMmachineryMofMtheMplantcparasiticMnematodesM
MeloidogyneMsppdbMwithMaMfocusMonMtheMasexually´ reproducingMspeciesdMBMChGenomicsbM2018bMgobMihg 4.5 6
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22 SignaturesMofMtheMevolutionMofMparthenogenesisMandMcryptobiosisMinMpanagrolaimidMnematodes 6

21 –volutionMofMmajorMhistocompatibilityMcomplexMbyMOenMblocOMduplicationMbeforeMmammalianM
radiationdMImmunogeneticsbM2008bMlfbMjhicin 3.2 5

20 yhromosomeclevelMgenomeMassemblyMrevealsMhomologousMchromosomesMandMrecombinationMinM
asexualMrotiferdMSciencehAdvancesbM2021bMmbMeabgjhgl 14.3 5

19 GenomeM–xpressionMzynamicsMRevealMtheMParasitismMRegulatoryMLandscapeMofMtheMRootcKnotM
NematodeMandMaMPromoterMMotifMwssociatedMwithM–ffectorMGenesdMGenesbM2021bMghbM 4.2 5

18 –volutionarilyMconservedMplantMgenesMresponsiveMtoMrootcknotMnematodesMidentifiedMbyMcomparativeM
genomicsdMMolecularhGeneticshandhGenomicsbM2020bMhokbMgflicgfmn 3.1 4

17 wMyhemosensoryMGPyRMasMaMPotentialMTargetMtoMyontrolMtheMRootcKnotMNematodeMParasitismMinM
PlantsdMMoleculesbM2019bMhjbM 4.8 4

16 TheMuseMofMevolutionaryMbiologyMconceptsMforMgenomeMannotationdMJournalhofhExperimentalhZoologyh
ParthB:hMolecularhandhDevelopmentalhEvolutionbM2007bMifnbMhlcil 1.8 4

15 RecentMwdvancesMinMPopulationMGenomicsMofMPlantcParasiticMNematodesdMPhytopathologybM2021bMgggbMjfcjn3.8 4

14 yarbohydratecwctiveM–nzymesMzatabasepMPrinciplesMandMylassificationMofMGlycosyltransferasesnocggn 3

13 TransposableM–lementsMareManMevolutionaryMforceMshapingMgenomicMplasticityMinMtheMparthenogeneticM
rootcknotMnematodeMMeloidogyneMincognita 3

12 MovementsMofMtransposableMelementsMcontributeMtoMtheMgenomicMplasticityMandMspeciesM
diversificationMinManMasexuallyMreproducingMnematodeMpestdMEvolutionaryhApplicationsbM2021bMgjbMgnjjcgnll4.8 3

11 wliennesspMRapidMzetectionMofMyandidateMHorizontalMGeneMTransfersMacrossMtheMTreeMofMLife 2

10 PopulationMgenomicsMsupportsMclonalMreproductionMandMmultipleMgainsMandMlossesMofMparasiticM
abilitiesMinMtheMmostMdevastatingMnematodeMplantMpest 2

9 TheMpolyploidMgenomeMofMtheMmitoticMparthenogeneticMrootcknotMnematodeMeloidogyneMenterolobii 2

8 yhromatinMlandscapeMdynamicsMinMdevelopmentMofMtheMplantMparasiticMnematodeMMeloidogyneMincognita 2

7 yomputationalMreconstructionMofMancestralMgenomicMregionsMfromMevolutionarilyMconservedMgeneM
clustersM2007bMgiocgkf 1

6 TheMGenomeMSequenceMofMMeloidogyneMincognitaMUnveilsMMechanismsMofMwdaptationMtoM
PlantcParasitismMinMMetazoaM2009bMhnmcifh 1

5 PeculiarMhybridMgenomesMofMdevastatingMplantMpestsMpromoteMplasticityMinMtheMabsenceMofMsexMandMmeiosis 1

Etienne G Danchin

6



4 GenomeMexpressionMdynamicsMrevealsMparasitismMregulatoryMlandscapeMofMtheMrootcknotMnematodeM
MeloidogyneMincognitaMandMaMpromoterMmotifMassociatedMwithMeffectorMgenes 1

3 TargetedMtranscriptomicsMrevealsMsignaturesMofMlargecscaleMindependentMoriginsMandMconcertedM
regulationMofMeffectorMgenesMinMRadopholusMsimilisdMPLoShPathogensbM2021bMgmbMegfgffil 7.6

2 TeratosphaeriaMstemMcankerMdiseaseMonM–ucalyptMinMItalydMEuropeanhJournalhofhPlanthPathologybM2019bM
gkibMkfickgk 2.1

1 yhromatinMLandscapeMzynamicsMinMtheM–arlyMzevelopmentMofMtheMPlantMParasiticMNematodeM
MeloidogyneMincognitaddMFrontiershinhCellhandhDevelopmentalhBiologybM2021bMobMmlklof 5.7
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