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i Paper IF Citations

153 tnMin´ vitroMchronicMdamageMmodelMimpairsMinflammatoryMandMregenerativeMresponsesMinMhumanM
colonoidMmonolayersaaMCelleReportsYM2022YMfkYMddcekf 10.6 0

152 ImmuneMcellMtypeMandMwNtMmethylationMvaryMwithMreproductiveMstatusMinMwomenmMpossibleMpathwaysM
forMcostsMofMreproductionaaMEvolutionseMedicineeandePubliceHealthYM2022YMdcYMgjZhk 3 0

151 wNtMmethylationMchangesMinMcordMbloodMandMtheMdevelopmentalMoriginsMofMhealthMandMdiseaseMZMaM
systematicMreviewMandMreplicationMstudyaaMBMCeGenomicsYM2022YMefYMeed 4.5 0

150 xpigenomeZwideMassociationMstudyMandMepigeneticMageMaccelerationMassociatedMwithMcigaretteM
smokingMamongMvostaMRicanMadultsaaMScientificeReportsYM2022YMdeYMgejj 4.9 1

149 PrenatalMexposureMtoMphthalatesMandMperipheralMbloodMandMbuccalMepithelialMwNtMmethylationMinM
infantsmMtnMepigenomeZwideMassociationMstudyaaMEnvironmenteInternationalYM2022YMdifYMdcjdkf 12.9 0

148 HIVYMpathologyMandMepigeneticMageMaccelerationMinMdifferentMhumanMtissuesaaMGeroScienceYM2022YMd 8.9 0

147 InZuteroMexposureMtoMindoorMairMpollutionMorMtobaccoMsmokeMandMcognitiveMdevelopmentMinMaMSouthM
tfricanMbirthMcohortMstudyaaMScienceeofetheeTotaleEnvironmentYM2022YMdhhflg 10.2 1

146 uirthMweightMandMmaternalMenergyMstatusMduringMpregnancyMasMpredictorsMofMepigeneticMageM
accelerationMinMyoungMadultsMfromMmetropolitanMvebuYMPhilippinesaaMEpigeneticsYM2022YMdZdd 5.7 0

145 WhatMmakesMaMhistoneMvariantMaMvariantmMvhangingMHetMtoMbecomeMHetaZaMPLoSeGeneticsYM2021YMdjYMedccllhc6 1

144
NewbornMwifferentialMwNtMMethylationMandMSubcorticalMurainMVolumesMasMxarlyMSignsMofMSevereM
NeurodevelopmentalMwelayMinMaMSouthMtfricanMuirthMvohortMStudyaaMWorldeJournaleofeBiologicale
PsychiatryYM2021YMdZfd

3.8 1

143 InfantMwNtMmethylationmManMearlyMindicatorMofMintergenerationalMtraumaraMEarlyeHumaneDevelopmentYM
2021YMdigYMdchhdl 2.2

142 wichotomyMinMtheMImpactMofMxlevatedMMaternalMzlucoseM evelsMonMNeonatalMxpigenomeaMJournaleofe
ClinicaleEndocrinologyeandeMetabolismYM2021YM 5.6 2

141
MachineM earningZuasedMSingleMvellMandMIntegrativeMtnalysisMRevealsMThatMuaselineMmwvM
PredispositionMvorrelatesMWithMHepatitisMuMVaccineMtntibodyMResponseaMFrontierseineImmunologyYM
2021YMdeYMilcgjc

8.4 0

140 wNtMmethylationMisMassociatedMwithMairflowMobstructionMinMpatientsMlivingMwithMHIVaMThoraxYM2021YMjiYMggkZghh7.3 4

139 MethylationMofMcysteinylMleukotrieneMreceptorMdMgenesMassociatesMwithMlungMfunctionMinMasthmaticsM
exposedMtoMtrafficZrelatedMairMpollutionaMEpigeneticsYM2021YMdiYMdjjZdkh 5.7 4

138 tutosomalMsexZassociatedMcoZmethylatedMregionsMpredictMbiologicalMsexMfromMwNtMmethylationaM
NucleiceAcidseResearchYM2021YMglYMlcljZlddi 20.1 6

137 tssociationsMofMperipheralMbloodMwNtMmethylationMandMestimatedMmonocyteMproportionMdifferencesM
duringMinfancyMwithMtoddlerMattachmentMstyleaMAttachmenteandeHumaneDevelopmentYM2021YMdZfc 2.8 3
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136 MaternalMPrenatalMtnxietyMandMtheMyetalMOriginsMofMxpigeneticMtgingaMBiologicalePsychiatryYM2021YM 7.9 2

135 RiskyMfamilyMclimatesMpresageMincreasedMcellularMagingMinMyoungMadulthoodaM
PsychoneuroendocrinologyYM2021YMdfcYMdchehi 5 2

134 PaternalMadverseMchildhoodMexperiencesmMtssociationsMwithMinfantMwNtMmethylationaMDevelopmentale
PsychobiologyYM2021YMifYMeeedjg 3 7

133 SocietyMtoMcellmMHowMchildMpovertyMgetsMâ��UnderMtheMSkinâ��MtoMinfluenceMchildMdevelopmentMandMlifelongM
healthaMDevelopmentaleReviewYM2021YMidYMdcclkf 7.4 2

132 NeuralMcorrelatesMofMattentionalMcontrolMinMsocialManxietyMdisordermMtheMimpactMofMearlyZlifeMadversityM
andMwNtMmethylationaaMJournaleofePsychiatryeandeNeuroscienceYM2021YMgiYMxiifZxijg 4.5

131 RiskZfocusedMdifferencesMinMmolecularMprocessesMimplicatedMinMStRSZvoVZeMinfectionmMcorollariesMinM
wNtMmethylationMandMgeneMexpressionaaMEpigeneticseandeChromatinYM2021YMdgYMhg 5.8 3

130
tmygdalaMhZHTTMzeneMNetworkMModeratesMtheMxffectsMofMPostnatalMtdversityMonMtttentionM
ProblemsmMtnatomoZyunctionalMvorrelationMandMxpigeneticMvhangesaMFrontierseineNeuroscienceYM2020
YMdgYMdlk

5.1 6

129 MultiZOmicMtpproachMtoMIdentifyMPhenotypicMModifiersMUnderlyingMverebralMwemyelinationMinM
XZ inkedMtdrenoleukodystrophyaMFrontierseineCelleandeDevelopmentaleBiologyYM2020YMkYMhec 5.7 8

128 voMeuackmMwNtMmethylationMarrayMdataManalysisMforMcoZmethylatedMregionsaMBioinformaticsYM2020YM
fiYMeijhZeikf 7.2 13

127 TheMPeduxMclockMaccuratelyMestimatesMwNtMmethylationMageMinMpediatricMbuccalMcellsaMProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYM2020YMddjYMeffelZefffh 11.5 53

126 xpigeneticMagingMinMchildrenMfromMaMsmallZscaleMfarmingMsocietyMinMTheMvongoMuasinmMtssociationsM
withMchildMgrowthMandMfamilyMconflictaMDevelopmentalePsychobiologyYM2020YMieYMdfkZdhf 3 7

125 TWISTdMwNtMmethylationMisMaMcellMmarkerMofMairwayMandMparenchymalMlungMfibroblastsMthatMareM
differentiallyMmethylatedMinMasthmaaMClinicaleEpigeneticsYM2020YMdeYMdgh 7.7 2

124
MaternalMexposureMtoMchildhoodMtraumaticMeventsYMbutMnotMmultiZdomainMpsychosocialMstressorsYM
predictMplacentalMcorticotrophinMreleasingMhormoneMacrossMpregnancyaMSocialeScienceeandeMedicineYM
2020YMeiiYMddfgid

5.1 13

123 SystemsMuiologyMMethodsMtppliedMtoMuloodMandMTissueMforMaMvomprehensiveMtnalysisMofMImmuneM
ResponseMtoMHepatitisMuMVaccineMinMtdultsaMFrontierseineImmunologyYM2020YMddYMhkcfjf 8.4 8

122 MultiZOmicMwataMIntegrationMtllowsMuaselineMImmuneMSignaturesMtoMPredictMHepatitisMuMVaccineM
ResponseMinMaMSmallMvohortaMFrontierseineImmunologyYM2020YMddYMhjkkcd 8.4 9

121 VariabilityMinMwNtMmethylationMatMtheMserotoninMtransporterMgeneMpromotermMepigeneticMmechanismM
orMcellZtypeMartifactraMMolecularePsychiatryYM2020YMehYMdlciZdlcl 15.1 4

120 ParentingMInteractsMWithMPlasticityMzenesMinMPredictingMuehavioralMOutcomesMinMPreschoolersaM
CanadianeJournaleofeNursingeResearchYM2020YMheYMelcZfcj 1.5 4

119 uiologicalMembeddingMofMexperiencemMtMprimerMonMepigeneticsaMProceedingseofetheeNationaleAcademye
ofeScienceseofetheeUnitedeStateseofeAmericaYM2020YMddjYMefeidZefeil 11.5 52

(2020-2021)
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118 SystematicMevaluationMandMvalidationMofMreferenceMandMlibraryMselectionMmethodsMforMdeconvolutionM
ofMcordMbloodMwNtMmethylationMdataaMClinicaleEpigeneticsYM2019YMddYMdeh 7.7 44

117 SocialMxnvironmentMandMxpigeneticsaMCurrenteTopicseineBehavioraleNeurosciencesYM2019YMgeYMkfZdei 3.4 11

116
RegulationMofMSknjZdependentYMoxidativeMstressZinducedMgenesMbyMtheMRNtMpolymeraseMIIZvTwM
phosphataseYMycpdYMandMMediatorMkinaseMsubunitYMvdkkYMinMyeastaMJournaleofeBiologicaleChemistryYM
2019YMelgYMdickcZdiclg

5.4 4

115 MRxddZRtwhcZNuSdMpromotesMyanconiMtnemiaMRZloopMsuppressionMatMtranscriptionZreplicationM
conflictsaMNatureeCommunicationsYM2019YMdcYMgeih 17.4 32

114 PrenatalMexposureMtoMtrafficZrelatedMairMpollutionYMtheMgestationalMepigeneticMclockYMandMriskMofM
earlyZlifeMallergicMsensitizationaMJournaleofeAllergyeandeClinicaleImmunologyYM2019YMdggYMdjelZdjfdaeh 11.5 6

113 wNtMmethylationMofMHPtZaxisMgenesMandMtheMonsetMofMmajorMdepressiveMdisorderMinMadolescentMgirlsmM
aMprospectiveManalysisaMTranslationalePsychiatryYM2019YMlYMegh 8.6 25

112 IntegrationMofMwNtMmethylationMpatternsMandMgeneticMvariationMinMhumanMpediatricMtissuesMhelpM
informMxWtSMdesignMandMinterpretationaMEpigeneticseandeChromatinYM2019YMdeYMd 5.8 25

111 IntegratedManalysisMofMenvironmentalMandMgeneticMinfluencesMonMcordMbloodMwNtMmethylationMinM
newZbornsaMNatureeCommunicationsYM2019YMdcYMehgk 17.4 54

110 NeonatalMamygdalaeMandMhippocampiMareMinfluencedMbyMgenotypeMandMprenatalMenvironmentYMandM
reflectedMinMtheMneonatalMwNtMmethylomeaMGenesseBraineandeBehaviorYM2019YMdkYMedehji 3.6 11

109 tnalysisMofMtwoMbirthMtissuesMprovidesMnewMinsightsMintoMtheMepigeneticMlandscapeMofMneonatesMbornM
pretermaMClinicaleEpigeneticsYM2019YMddYMei 7.7 15

108 zenomeZwideManalysisMofMwNtMmethylationMinMrelationMtoMsocioeconomicMstatusMduringMdevelopmentM
andMearlyMadulthoodaMAmericaneJournaleofePhysicaleAnthropologyYM2019YMdilYMfZdd 2.5 43

107 ReversalMofMepigeneticMagingMandMimmunosenescentMtrendsMinMhumansaMAgingeCellYM2019YMdkYMedfcek 9.9 174

106 tirwayMepithelialMcellMisolationMtechniquesMaffectMwNtMmethylationMprofilesMwithMconsequencesMforM
analysisMofMasthmaMrelatedMperturbationsMtoMwNtMmethylationaMScientificeReportsYM2019YMlYMdggcl 4.9 3

105 vhildrenTsMbiobehavioralMreactivityMtoMchallengeMpredictsMwNtMmethylationMinMadolescenceMandM
emergingMadulthoodaMDevelopmentaleScienceYM2019YMeeYMedejfl 4.5 6

104 uuddingMyeastMRttdcjMpreventsMcheckpointMhyperactivationMafterMreplicativeMstressMbyMlimitingMwNtM
damageaMDNAeRepairYM2019YMjgYMdZdi 4.3 2

103 wynamicMwNtMmethylationMchangesMinMtheMmaternalMoxytocinMgeneMlocusMUOXTVMduringMpregnancyM
predictMpostpartumMmaternalMintrusivenessaMPsychoneuroendocrinologyYM2019YMdcfYMdhiZdie 5 16

102 tgreementMinMwNtMmethylationMlevelsMfromMtheMIlluminaMghc”MarrayMacrossMbatchesYMtissuesYMandM
timeaMEpigeneticsYM2018YMdfYMdlZfe 5.7 28

101 wNtMmethylomeMvariationMinMaMperinatalMnurseZvisitationMprogramMthatMreducesMchildMmaltreatmentmM
aMejZyearMfollowZupaMTranslationalePsychiatryYM2018YMkYMdh 8.6 25
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100 tlteredMwNtMmethylationMisMassociatedMwithMaberrantMgeneMexpressionMinMparenchymalMbutMnotM
airwayMfibroblastsMisolatedMfromMindividualsMwithMvOPwaMClinicaleEpigeneticsYM2018YMdcYMfe 7.7 20

99
wNtMmethylationMsignaturesMinMperipheralMbloodMmononuclearMcellsMfromMaMlifestyleMinterventionMforM
womenMatMmidlifemMaMpilotMrandomizedMcontrolledMtrialaMAppliedePhysiologyseNutritioneandeMetabolismYM
2018YMgfYMeffZefl

3 10

98 PrinciplesMandMvhallengesMofMtpplyingMxpigeneticMxpidemiologyMtoMPsychologyaMAnnualeRevieweofe
PsychologyYM2018YMilYMghlZgkh 26.1 42

97 xpigeneticManalysisMofMhumanMpostmortemMbrainMtissueaMHandbookeofeClinicaleNeurologyeveEditedeByePe
JeVinkeneandeGeWeBruynYM2018YMdhcYMefjZeid 3 2

96 ReproductionMpredictsMshorterMtelomeresMandMepigeneticMageMaccelerationMamongMyoungMadultM
womenaMScientificeReportsYM2018YMkYMdddcc 4.9 31

95 vomparisonMofMwNtMmethylationMmeasuredMbyMIlluminaMghc”MandMxPIvMueadvhipsMinMbloodMofM
newbornsMandMdgZyearZoldMchildrenaMEpigeneticsYM2018YMdfYMihhZiig 5.7 35

94 TheMearlyMcareMenvironmentMandMwNtMmethylomeMvariationMinMchildhoodaMDevelopmenteande
PsychopathologyYM2018YMfcYMkldZlcf 4.3 56

93 xarlyZlifeMsocioeconomicMdisadvantageYMnotMcurrentYMpredictsMacceleratedMepigeneticMagingMofM
monocytesaMPsychoneuroendocrinologyYM2018YMljYMdfdZdfg 5 51

92 wNtMmethylationMasMaMpredictorMofMfetalMalcoholMspectrumMdisorderaMClinicaleEpigeneticsYM2018YMdcYMh 7.7 57

91 PerinatallyMacquiredMHIVMinfectionMacceleratesMepigeneticMagingMinMSouthMtfricanMadolescentsaMAidsYM
2018YMfeYMdgihZdgjg 3.5 64

90 HealthyMyoundationsMStudymMaMrandomisedMcontrolledMtrialMtoMevaluateMbiologicalMembeddingMofM
earlyZlifeMexperiencesaMBMJeOpenYM2018YMkYMecdkldh 3 9

89 xxploringMtheMgeneticMbasisMofMhumanMpopulationMdifferencesMinMwNtMmethylationMandMtheirMcausalM
impactMonMimmuneMgeneMregulationaMGenomeeBiologyYM2018YMdlYMeee 18.3 44

88 xxposureMtoMchildhoodMabuseMisMassociatedMwithMhumanMspermMwNtMmethylationaMTranslationale
PsychiatryYM2018YMkYMdlg 8.6 44

87 vellMtypeZspecificMwNtMmethylationMinMneonatalMcordMtissueMandMcordMbloodmMaMkhc”ZreferenceMpanelM
andMcomparisonMofMcellMtypesaMEpigeneticsYM2018YMdfYMlgdZlhk 5.7 22

86 TheMbiologicalMembeddingMofMearlyZlifeMsocioeconomicMstatusMandMfamilyMadversityMinMchildrenTsM
genomeZwideMwNtMmethylationaMEpigenomicsYM2018YMdcYMdgghZdgid 4.4 60

85 SystematicMevaluationMofMwNtMmethylationMageMestimationMwithMcommonMpreprocessingMmethodsM
andMtheMInfiniumMMethylationxPIvMueadvhipMarrayaMClinicaleEpigeneticsYM2018YMdcYMdef 7.7 58

84 InhalationMofMdieselMexhaustMandMallergenMaltersMhumanMbronchialMepitheliumMwNtMmethylationaM
JournaleofeAllergyeandeClinicaleImmunologyYM2017YMdflYMddeZded 11.5 90

83 tnMempiricallyMdrivenMdataMreductionMmethodMonMtheMhumanMghc”MmethylationMarrayMtoMremoveM
tissueMspecificMnonZvariableMvpzsaMClinicaleEpigeneticsYM2017YMlYMdd 7.7 22

(2017-2018)
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82 TrendsMinMwNtMMethylationMwithMtgeMReplicateMtcrossMwiverseMHumanMPopulationsaMGeneticsYM2017YM
eciYMdihlZdijg 4 44

81 wevelopmentalMpathwaysMtoMadiposityMbeginMbeforeMbirthMandMareMinfluencedMbyMgenotypeYMprenatalM
environmentMandMepigenomeaMBMCeMedicineYM2017YMdhYMhc 11.4 67

80 zenomeZWideMInteractionMtnalysisMofMtirMPollutionMxxposureMandMvhildhoodMtsthmaMwithMyunctionalM
yollowZupaMAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineYM2017YMdlhYMdfjfZdfkf 10.2 71

79 RxvQZlikeMhelicasesMSgsdMandMu MMregulateMRZloopZassociatedMgenomeMinstabilityaMJournaleofeCelle
BiologyYM2017YMediYMflldZgcch 7.3 58

78 tdjustingMforMvellMTypeMvompositionMinMwNtMMethylationMwataMUsingMaMRegressionZuasedMtpproachaM
MethodseineMoleculareBiologyYM2017YMdhklYMllZdci 1.4 38

77 vhoiceMofMsurrogateMtissueMinfluencesMneonatalMxWtSMfindingsaMBMCeMedicineYM2017YMdhYMedd 11.4 18

76 MaternalMbloodMcontaminationMofMcollectedMcordMbloodMcanMbeMidentifiedMusingMwNtMmethylationMatM
threeMvpzsaMClinicaleEpigeneticsYM2017YMlYMjh 7.7 31

75 WorldwideMpatternsMofMhumanMepigeneticMvariationaMNatureeEcologyeandeEvolutionYM2017YMdYMdhjjZdhkf 12.3 20

74 wNtMmethylationMsignaturesMofMchronicMalcoholMdependenceMinMpurifiedMvwfMTZcellsMofMpatientsM
undergoingMalcoholMtreatmentaMScientificeReportsYM2017YMjYMiich 4.9 9

73 xpigeneticMcorrelatesMofMneonatalMcontactMinMhumansaMDevelopmenteandePsychopathologyYM2017YMelYMdhdjZdhfk4.3 60

72
SocialMandMphysicalMenvironmentsMearlyMinMdevelopmentMpredictMwNtMmethylationMofMinflammatoryM
genesMinMyoungMadulthoodaMProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaYM2017YMddgYMjiddZjidi

11.5 79

71 TheMrelationMbetweenMwNtMmethylationMpatternsMandMserumMcytokineMlevelsMinMcommunityZdwellingM
adultsmMaMpreliminaryMstudyaMBMCeGeneticsYM2017YMdkYMhj 2.6 14

70 wifferentialMwNtMmethylationMandMlymphocyteMproportionsMinMaMvostaMRicanMhighMlongevityMregionaM
EpigeneticseandeChromatinYM2017YMdcYMed 5.8 18

69  ongitudinalMstudyMofMsurrogateMagingMmeasuresMduringMhumanMimmunodeficiencyMvirusM
seroconversionaMAgingYM2017YMlYMikjZjch 5.6 22

68 tnMepigeneticMclockManalysisMofMracebethnicityYMsexYMandMcoronaryMheartMdiseaseaMGenomeeBiologyYM
2016YMdjYMdjd 18.3 357

67 ImprovingMcellMmixtureMdeconvolutionMbyMidentifyingMoptimalMwNtMmethylationMlibrariesMUIwO VaMBMCe
BioinformaticsYM2016YMdjYMdec 3.6 74

66 vomparisonMofMMethylZcaptureMSequencingMvsaMInfiniumMghc”MmethylationMarrayMforMmethylomeM
analysisMinMclinicalMsamplesaMEpigeneticsYM2016YMddYMfiZgk 5.7 35

65 wNtMmethylationMprofilingMinMhumanMHuntingtonTsMdiseaseMbrainaMHumaneMoleculareGeneticsYM2016YM
ehYMecdfZecfc 5.6 37
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64 wifferentialMwNtMmethylationMinMperipheralMbloodMmononuclearMcellsMinMadolescentsMexposedMtoM
significantMearlyMbutMnotMlaterMchildhoodMadversityaMDevelopmenteandePsychopathologyYM2016YMekYMdfkhZdfll4.3 47

63 tMsingleMflexibleMRNtPIIZvTwMintegratesMmanyMdifferentMtranscriptionalMprogramsaMTranscriptionYM
2016YMjYMhcZi 4.8 3

62 RttdcjMuRvTMdomainsMactMasMaMtargetingMmoduleMinMtheMwNtMdamageMresponseaMDNAeRepairYM2016YM
fjYMeeZfe 4.3 10

61 wNtMmethylationMsignatureMofMhumanMfetalMalcoholMspectrumMdisorderaMEpigeneticseandeChromatinYM
2016YMlYMeh 5.8 93

60
urainZderivedMneurotrophicMfactorMUuwNyVMValiiMetMpolymorphismMinfluencesMtheMassociationMofM
theMmethylomeMwithMmaternalManxietyMandMneonatalMbrainMvolumesaMDevelopmenteande
PsychopathologyYM2015YMejYMdfjZhc

4.3 57

59 TheMvanadianMHealthyMInfantM ongitudinalMwevelopmentMUvHI wVMStudymMexaminingMdevelopmentalM
originsMofMallergyMandMasthmaaMThoraxYM2015YMjcYMllkZdccc 7.3 105

58 voncordantMandMdiscordantMwNtMmethylationMsignaturesMofMagingMinMhumanMbloodMandMbrainaM
EpigeneticseandeChromatinYM2015YMkYMdl 5.8 99

57 uacterialMinfectionMremodelsMtheMwNtMmethylationMlandscapeMofMhumanMdendriticMcellsaMGenomee
ResearchYM2015YMehYMdkcdZdd 9.7 138

56 TheMepigenomicMlandscapeMofMtfricanMrainforestMhunterZgatherersMandMfarmersaMNaturee
CommunicationsYM2015YMiYMdccgj 17.4 55

55 wiscordanceMofMwNtMmethylationMvarianceMbetweenMtwoMaccessibleMhumanMtissuesaMScientificeReportsYM
2015YMhYMkehj 4.9 46

54 NucleatedMredMbloodMcellsMimpactMwNtMmethylationMandMexpressionManalysesMofMcordMbloodM
hematopoieticMcellsaMClinicaleEpigeneticsYM2015YMjYMlh 7.7 41

53 TheMRNtPIIZvTwMMaintainsMzenomeMIntegrityMthroughMInhibitionMofMRetrotransposonMzeneM
xxpressionMandMTranspositionaMPLoSeGeneticsYM2015YMddYMedcchick 6 2

52  andscapeMofMwNtMmethylationMonMtheMXMchromosomeMreflectsMvpzMdensityYMfunctionalMchromatinM
stateMandMXZchromosomeMinactivationaMHumaneMoleculareGeneticsYM2015YMegYMdhekZfl 5.6 151

51 wNtMmethylationMandMhealthyMhumanMagingaMAgingeCellYM2015YMdgYMlegZfe 9.9 454

50 wevelopmentMandMtheMepigenomemMtheMTsynapseTMofMgeneZenvironmentMinterplayaMDevelopmentale
ScienceYM2015YMdkYMdZef 4.5 89

49
ShortZtermMdieselMexhaustMinhalationMinMaMcontrolledMhumanMcrossoverMstudyMisMassociatedMwithM
changesMinMwNtMmethylationMofMcirculatingMmononuclearMcellsMinMasthmaticsaMParticleeandeFibree
ToxicologyYM2014YMddYMjd

8.4 67

48 zenomeZwideMprofilingMofMyeastMwNtmRNtMhybridMproneMsitesMwithMwRIPZchipaMPLoSeGeneticsYM2014YM
dcYMedccgekk 6 153

47
MaintenanceMofMheterochromatinMboundaryMandMnucleosomeMcompositionMatMpromotersMbyMtheMtsfdM
histoneMchaperoneMandMSWRdZvMchromatinMremodelerMinMSaccharomycesMcerevisiaeaMGeneticsYM2014YM
dljYMdffZgh

4 5

(2014-2016)
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46 waVIxmMwatabaseMforMtheMVisualizationMandMIntegrationMofMxpigeneticMdataaMFrontierseineGeneticsYM2014
YMhYMfeh 4.5 6

45  eishmaniaMdonovaniMinfectionMcausesMdistinctMepigeneticMwNtMmethylationMchangesMinMhostM
macrophagesaMPLoSePathogensYM2014YMdcYMedccggdl 7.6 83

44 MolecularMpathwaysMunderpinningMethanolZinducedMneurodegenerationaMFrontierseineGeneticsYM2014YM
hYMecf 4.5 17

43 TheMeffectMofMgenotypeMandMinMuteroMenvironmentMonMinterindividualMvariationMinMneonateMwNtM
methylomesaMGenomeeResearchYM2014YMegYMdcigZjg 9.7 253

42 SpreadMofMXZchromosomeMinactivationMintoMautosomalMsequencesmMroleMforMwNtMelementsYMchromatinM
featuresMandMchromosomalMdomainsaMHumaneMoleculareGeneticsYM2014YMefYMdeddZef 5.6 49

41 InfiniumMmonkeysmMInfiniumMghc”MarrayMforMtheMvynomolgusMmacaqueMUMacacaMfascicularisVaMG3:e
GenesseGenomesseGeneticsYM2014YMgYMdeejZfg 3.2 11

40 vonditionalMgeneticMinteractionsMofMRTTdcjYMS XgYMandMHRQdMrevealMdynamicMnetworksMuponMwNtM
damageMinMSaMcerevisiaeaMG3:eGenesseGenomesseGeneticsYM2014YMgYMdchlZil 3.2 9

39 tdditionalMannotationMenhancesMpotentialMforMbiologicallyZrelevantManalysisMofMtheMIlluminaMInfiniumM
HumanMethylationghcMueadvhipMarrayaMEpigeneticseandeChromatinYM2013YMiYMg 5.8 349

38 wistinctMwNtMmethylationMpatternsMofMcognitiveMimpairmentMandMtrisomyMedMinMwownMsyndromeaMBMCe
MedicaleGenomicsYM2013YMiYMhk 3.7 64

37 wNtMmethylationYMgenotypeMandMgeneMexpressionmMwhoMisMdrivingMandMwhoMisMalongMforMtheMrideraM
GenomeeBiologyYM2013YMdgYMdei 18.3 44

36 xpigeneticMvestigesMofMearlyMdevelopmentalMadversitymMchildhoodMstressMexposureMandMwNtM
methylationMinMadolescenceaMChildeDevelopmentYM2013YMkgYMhkZjh 4.9 319

35 HighZthroughputMgeneticMandMgeneMexpressionManalysisMofMtheMRNtPIIZvTwMrevealsMunexpectedM
connectionsMtoMSRudcbvw”kaMPLoSeGeneticsYM2013YMlYMedccfjhk 6 16

34 yactorsMunderlyingMvariableMwNtMmethylationMinMaMhumanMcommunityMcohortaMProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYM2012YMdclMSupplMeYMdjehfZic 11.5 346

33 PopulationZspecificityMofMhumanMwNtMmethylationaMGenomeeBiologyYM2012YMdfYMRk 18.3 203

32 RZloopZmediatedMgenomeMinstabilityMinMmRNtMcleavageMandMpolyadenylationMmutantsaMGeneseande
DevelopmentYM2012YMeiYMdifZjh 12.6 159

31 vHROMtTRtmMaMzalaxyMtoolMforMvisualizingMgenomeZwideMchromatinMsignaturesaMBioinformaticsYM2012
YMekYMjdjZk 7.2 11

30 wotdMandMhistoneMHf”jlMmethylationMinMnaturalMtelomericMandMHMMsilencingaMMoleculareCellYM2011YM
geYMddkZei 17.6 83

29 TheMspecificityMandMtopologyMofMchromatinMinteractionMpathwaysMinMyeastaMMoleculareCellYM2011YMgeYMhfiZgl17.6 175
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28 vhromosomeZwideMwNtMmethylationManalysisMpredictsMhumanMtissueZspecificMXMinactivationaMHumane
GeneticsYM2011YMdfcYMdkjZecd 6.3 95

27 SplittingMtheMtaskmMUbpkMandMUbpdcMdeubiquitinateMdifferentMcellularMpoolsMofMHeu”defaMGeneseande
DevelopmentYM2011YMehYMeegeZj 12.6 80

26 ”eyMfunctionalMregionsMinMtheMhistoneMvariantMHetaZMvZterminalMdockingMdomainaMMoleculareande
CellulareBiologyYM2011YMfdYMfkjdZkg 4.8 23

25 RttdcjMisMrequiredMforMrecruitmentMofMtheMSMvhbiMcomplexMtoMwNtMdoubleMstrandMbreaksaMJournaleofe
BiologicaleChemistryYM2011YMekiYMeiehcZj 5.4 31

24  ossMofMHfM”jlMtrimethylationMleadsMtoMsuppressionMofMRttdcjZdependentMwNtMdamageMsensitivityM
throughMtheMtranslesionMsynthesisMpathwayaMJournaleofeBiologicaleChemistryYM2010YMekhYMfhddfZee 5.4 27

23 RolesMforMHetaZMandMitsMacetylationMinMzt dMtranscriptionMandMgeneMinductionYMbutMnotM
zt dZtranscriptionalMmemoryaMPLoSeBiologyYM2010YMkYMedcccgcd 9.7 65

22 ReadingMchromatinmMinsightsMfromMyeastMintoMYxtTSMdomainMstructureMandMfunctionaMEpigeneticsYM
2010YMhYMhjfZj 5.7 30

21 HowMtheMepigenomeMcontributesMtoMtheMdevelopmentMofMpsychiatricMdisordersaMDevelopmentale
PsychobiologyYM2010YMheYMffdZge 3 34

20
tsfdZlikeMstructureMofMtheMconservedMYaflMYxtTSMdomainMandMroleMinMHetaZMdepositionMandM
acetylationaMProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYM2009YM
dciYMedhjfZk

11.5 49

19  inkingMcellMcycleMtoMhistoneMmodificationsmMSuyMandMHeuMmonoubiquitinationMmachineryMandM
cellZcycleMregulationMofMHf”jlMdimethylationaMMoleculareCellYM2009YMfhYMieiZgd 17.6 144

18
 owMearlyZlifeMsocialMclassMleavesMaMbiologicalMresidueMmanifestedMbyMdecreasedMglucocorticoidMandM
increasedMproinflammatoryMsignalingaMProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaYM2009YMdciYMdgjdiZed

11.5 623

17 YxtTSMdomainMproteinsmMaMdiverseMfamilyMwithMmanyMlinksMtoMchromatinMmodificationMandM
transcriptionaMBiochemistryeandeCelleBiologyYM2009YMkjYMihZjh 3.6 93

16 NutgMandMSWRdZvmMtwoMchromatinZmodifyingMcomplexesMwithMoverlappingMfunctionsMandM
componentsaMBiochemistryeandeCelleBiologyYM2009YMkjYMjllZkdh 3.6 77

15 SlxgMregulatesMwNtMdamageMcheckpointZdependentMphosphorylationMofMtheMuRvTMdomainMproteinM
RttdcjbxscgaMMoleculareBiologyeofetheeCellYM2006YMdjYMhflZgk 3.5 75

14 wephosphorylationMofMRNtMpolymeraseMIMbyMycpdpMisMrequiredMforMefficientMrRNtMsynthesisaMJournale
ofeBiologicaleChemistryYM2004YMejlYMehehdZl 5.4 27

13 tMproteinMcomplexMcontainingMtheMconservedMSwiebSnfeZrelatedMtTPaseMSwrdpMdepositsMhistoneM
variantMHetaZMintoMeuchromatinaMPLoSeBiologyYM2004YMeYMxdfd 9.7 453

12 RegulationMofMtranscriptionMelongationMbyMphosphorylationaMBiochimicaeEteBiophysicaeActaeGenee
RegulatoryeMechanismsYM2002YMdhjjYMeidZejh 152

11 OpposingMeffectsMofMvtkdMkinaseMandMycpdMphosphataseMatMSerMeMofMtheMRNtMpolymeraseMIIMvZterminalM
domainaMGeneseandeDevelopmentYM2001YMdhYMffdlZel 12.6 339

(2001-2011)
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10
tMmotifMsharedMbyMTyIIyMandMTyIIuMmediatesMtheirMinteractionMwithMtheMRNtMpolymeraseMIIM
carboxyZterminalMdomainMphosphataseMycpdpMinMSaccharomycesMcerevisiaeaMMoleculareandeCellulare
BiologyYM2000YMecYMjgfkZgl

4.8 65

9 tnMunusualMeukaryoticMproteinMphosphataseMrequiredMforMtranscriptionMbyMRNtMpolymeraseMIIMandM
vTwMdephosphorylationMinMSaMcerevisiaeaMMoleculareCellYM1999YMgYMhhZie 17.6 176

8 zt gMisMregulatedMbyMtheMRNtMpolymeraseMIIMholoenzymeZassociatedMcyclinZdependentMproteinM
kinaseMSRudcbvw”kaMMoleculareCellYM1999YMfYMijfZk 17.6 120

7 uxvonmMtMtoolMforMinterpretingMwNtMmethylationMfindingsMfromMbloodMinMtheMcontextMofMbrain 4

6 xxploringMtheMzeneticMuasisMofMHumanMPopulationMwifferencesMinMwNtMMethylationMandMtheirMvausalM
ImpactMonMImmuneMzeneMRegulation 1

5 wifferencesMinMwNtMmethylationMofMwhiteMbloodMcellMtypesMatMbirthMandMinMadulthoodMreflectM
postnatalMimmuneMmaturationMandMinfluenceMaccuracyMofMcellMtypeMprediction 3

4 VariablyMmethylatedMregionsMinMtheMnewbornMepigenomemMenvironmentalYMgeneticMandMcombinedMinfluences 1

3 yactorsMwrivingMwNtMMethylationMVariationMinMHumanMulood 2

2 MachineMlearningZbasedMsingleMcellMandMintegrativeManalysisMrevealsMthatMbaselineMmwvM
predispositionMpredictsMprotectiveMHepatitisMuMvaccineMresponse 1

1 OptimizedMvRISPRZmediatedMgeneMknockZinMrevealsMyOXPfZindependentMcontrolMofMhumanMTregMidentity 1
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