13

papers

13

all docs

840728

4,332 11
citations h-index
13 13
docs citations times ranked

1125717
13

g-index

11929

citing authors



10

12

ARTICLE IF CITATIONS

Mapping and analysis of chromatin state dynamics in nine human cell types. Nature, 2011, 473, 43-49.

Transcriptional and Epigenetic Dynamics during Specification of Human Embryonic Stem Cells. Cell, 98.9 419
2013,153,1149-1163. :

A Genetic Variant Associated with Five Vascular Diseases Is a Distal Regulator of Endothelin-1 Gene
Expression. Cell, 2017, 170, 522-533.e15.

Combinatorial Patterning of Chromatin Regulators Uncovered by Genome-wide Location Analysis in 28.9 303
Human Cells. Cell, 2011, 147, 1628-1639. )

Dissecting neural differentiation regulatory networks through epigenetic footprinting. Nature, 2015,
518, 355-359.

Detection of Enhancer-Associated Rearrangements Reveals Mechanisms of Oncogene Dysregulation in

B-cell Lymphoma. Cancer Discovery, 2015, 5, 1058-1071. 94 105

The SRm160/300 splicing coactivator subunits. Rna, 2000, 6, 111-120.

Genome-wide map of quantified epigenetic changes during in vitro chondrogenic differentiation of

primary human mesenchymal stem cells. BMC Genomics, 2013, 14, 105. 2.8 69

Impact of sequencing depth in ChIP-seq experiments. Nucleic Acids Research, 2014, 42, e74-e74.

Identification of nuclear hormone receptor pathways causing insulin resistance by transcriptional

and epigenomic analysis. Nature Cell Biology, 2015, 17, 44-56. 10.3 61

Prioritizing disease and trait causal variants at the TNFAIP3 locus using functional and genomic
features. Nature Communications, 2020, 11, 1237.

Epigenetic Alterations in Keratinocyte Carcinoma. Journal of Investigative Dermatology, 2021, 141, 0.7 9
1207-1218. '

Role of the SRm160/300 splicing coactivator in exon-enhancer function. Biochemistry and Cell

Biology, 1999, 77, 393.




