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The long road to engineering durable disease resistance in wheat. Current Opinion in Biotechnology,
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Long-read genome sequencing of bread wheat facilitates disease resistance gene cloning. Nature 914 63
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Oat genome 4€” sequence of a superfood. Nature Plants, 2022, 8, 602-603.

A membrane-bound ankyrin repeat protein confers race-specific leaf rust disease resistance in wheat.
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Alleles of a walld€associated kinase gene account for three of the major northern corn leaf blight

resistance loci in maize. Plant Journal, 2021, 106, 526-535. 5.7 23

Genome-wide association study for septoria tritici blotch resistance reveals the occurrence and
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Comparative Transcriptome Analysis of Wheat Lines in the Field Reveals Multiple Essential Biochemical

Pathways Suppressed by Obligate Pathogens. Frontiers in Plant Science, 2021, 12, 720462. 3.6 14

Expression of the wheat disease resistance gene Lr34 in transgenic barley leads to accumulation of
abscisic acid at the leaf tip. Plant Physiology and Biochemistry, 2021, 166, 950-957.

Multiple wheat genomes reveal global variation in modern breeding. Nature, 2020, 588, 277-283. 27.8 513

Fonio millet genome unlocks African orphan crop diversity for agriculture in a changing climate.
Nature Communications, 2020, 11, 4488.

The NLR-Annotator Tool Enables Annotation of the Intracellular Inmune Receptor Repertoire. Plant 48 147
Physiology, 2020, 183, 468-482. :

Impedimetric Plant Biosensor Based on Minimally Invasive and Flexible Microneedle Electrodes. , 2020, ,

A new player contributing to durable Fusarium resistance. Nature Genetics, 2019, 51, 1070-1071. 21.4 36

Orthologous receptor Rinases quantitatively affect the host status of barley to leaf rust fungi.
Nature Plants, 2019, 5, 1129-1135.

Updated inventory, evolutionary and expression analyses of G (PDR) type ABC transporter genes of 5.8 17
rice. Plant Physiology and Biochemistry, 2019, 142, 429-439. )

Abscisic acid is a substrate of the <scp>ABC«</scp> transporter encoded by the durable wheat disease

resistance gene <i>Lr34<[i>. New Phytologist, 2019, 223, 853-866.

Fungal resistance mediated by maize walla€associated kinase Zm<scp>WAK<[scp>a€«scp>RLK<[scp>1

correlates with reduced benzoxazinoid content. New Phytologist, 2019, 221, 976-987. 73 &
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Precision Phenotyping Reveals Novel Loci for Quantitative Resistance to Septoria Tritici Blotch. Plant 5.9 37
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Transcriptional profiling reveals no response of fungal pathogens to the durable, quantitative
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Unlocking the diversity of genebanks: whole-genome marker analysis of Swiss bread wheat and spelt. N a7
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Advances in Wheat and Pathogen Genomics: Implications for Disease Control. Annual Review of
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Chromosome-scale comparative sequence analysis unravels molecular mechanisms of genome
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Resistance: Double gain with one gene. Nature Plants, 2017, 3, 17019.

Rapid cloning of genes in hexaploid wheat using cultivar-specific long-range chromosome assembly.
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Genomic compartments in barley. Nature, 2017, 544, 424-425.

The wheat Lr34 multipathogen resistance gene confers resistance to anthracnose and rust in 8.3 59
sorghum. Plant Biotechnology Journal, 2017, 15, 1387-1396. :

The <i>Lr34<[i> adult plant rust resistance gene provides seedling resistance in durum wheat without
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Rapid Identification of Rust Resistance Genes Through Cultivar-Specific De Novo Chromosome
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Combined GC- and UHPLC-HR-MS Based Metabolomics to Analyze Durable Anti-fungal Resistance

Processes in Cereals. Chimia, 2017, 71, 156-159.

The durable wheat disease resistance gene <i>Lr34</i> confers common rust and northern corn leaf
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The wheat durable, multipathogen resistance gene <i>Lr34<[i> confers partial blast resistance in rice.
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Molecular genetics and evolution of disease resistance in cereals. New Phytologist, 2016, 212, 320-332.

Rapid gene isolation in barley and wheat by mutant chromosome sequencing. Genome Biology, 2016, 17,
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Recent emergence of the wheat Lr34 multi-pathogen resistance: insights from haplotype analysis in
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