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j Paper IF Citations

329 vifferentiatingKbetweenKvirusesKandKvirusKspeciesKbyKwritingKtheirKnamesKcorrectlyZZKArchiveseofe
VirologyXK2022XKchiXKcdec 2.6 5

328 NovelKadenovirusKassociatedKwithKcommonKternKTSternaKhirundoUKchicksZZKArchiveseofeVirologyXK2022XK
chiXKhgk 2.6 1

327  icrovirusKyenomesKIdentifiedKinKxecalKSamplesKfromKYellowYtelliedK armotsZZKMicrobiologye
ResourceeAnnouncementsXK2022XKebcdcjdc 1.3

326 viverseKsingleYstrandedKvNsKvirusesKidentifiedKinKNewKZealandKTsotearoaUKSouthKIslandKrobinK
TéetroicaKaustralisUKfecalKsamplesZKVirologyXK2022XKghgXKejYgc 3.6 0

325 viscoveryKofKnovelKfishKpapillomaviruseslKxromKtheKsntarcticKtoKtheKcommercialKfishKmarketZK
VirologyXK2022XKghgXKhgYid 3.6 0

324 sKéuRYtasedKRetrospectiveKStudyKforKteakKandKxeatherKviseaseKVirusKTtxvVUKinKxiveKWildK
éopulationsKofKéarrotsKfromKsustraliaXKsrgentinaKandKNewKZealandZKDiversityXK2022XKcfXKcfj 2.5 2

323 yenomesKofKtacteriophagesKtelongingKtoKtheKÅrdersKandKIdentifiedKinKxecalKSamplesKfromKéacificK
xlyingKxoxKTUKfromKtheK’ingdomKofKTongaZZKMicrobiologyeResourceeAnnouncementsXK2022XKccXKebbbejdd 1.3 0

322 ViralKsggregationlKTheK’nownsKandKUnknownsZZKVirusesXK2022XKcfXK 6.2 1

321 uoevolutionaryKsnalysisKImplicatesKTollY–ikeKReceptorKkKinKéapillomavirusKRestrictionZZKMBioXK2022XKebbbgfdd7.8 0

320 IdentificationKofKaKNovelK yxomaKVirusKuiY–ikeKzostKRangeKxactorKThatKwnabledKaKSpeciesK–eapK
fromKRabbitsKtoKzaresZZKMBioXK2022XKebefhcdc 7.8 1

319 RNsKVirusKyeneKSignaturesKvetectedKinKéatientsKWithKuardiomyopathyKsfterKuhemotherapymKsKéilotK
StudyZZKFrontierseineCardiovasculareMedicineXK2022XKkXKjdcchd 5.4 0

318
vetectionKofKzumanXKéorcineKandKuanineKéicornavirusesKinK unicipalKSewageKSludgeKUsingK
éanYwnterovirusKsmpliconYbasedK–ongYreadKIlluminaKSequencingZZKEmergingeMicrobeseandeInfectionsXK
2022XKcYdg

18.9 0

317 IuTVKVirusKTaxonomyKérofilelKdbdcZZKJournaleofeGeneraleVirologyXK2021XKcbdXK 4.9 16

316 éredictingKtheKzoonoticKcapacityKofKmammalsKtoKtransmitKSsRSYuoVYdZKProceedingseofetheeRoyale
SocietyeB:eBiologicaleSciencesXK2021XKdjjXKdbdcchgc 4.4 15

315 éresenceKandKéersistenceKofKéutativeK–yticKandKTemperateKtacteriophagesKinKVaginalK
 etagenomesKfromKSouthKsfricanKsdolescentsZZKVirusesXK2021XKceXK 6.2 2

314 wstablishmentKofKfiveKnewKgeneraKinKtheKfamilyKyeminiviridaelKuitlodavirusXK aldovirusXK
 ulcrilevirusXKÅpunvirusXKandKTopilevirusZKArchiveseofeVirologyXK2021XKc 2.6 7

313 éerspectiveKonKtaxonomicKclassificationKofKuncultivatedKvirusesZKCurrenteOpinioneineVirologyXK2021XK
gcXKdbiYdcg 7.5 5
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312 snKinvestigationKofKantibacterialKactivityKofKNewKZealandKseaweedYassociatedKmarineKbacteriaZK
FutureeMicrobiologyXK2021XKchXKcchiYccik 2.9

311 sdaptationKofKtheKpolonyKtechniqueKtoKquantifyKyokushovirinaeXKaKdiverseKgroupKofKsingleYstrandedK
vNsKphageZKEnvironmentaleMicrobiologyXK2021XKdeXKhhddYhheh 5.2 1

310 RvéglKaKcomputerKprogramKforKanalyzingKrecombinationKinXKandKremovingKsignalsKofKrecombinationK
fromXKnucleotideKsequenceKdatasetsZKViruseEvolutionXK2021XKiXKveaabji 3.7 55

309 yenomeKSequencesKofK icrovirusesKIdentifiedKinKyilaK onsterKxecesZKMicrobiologyeResourcee
AnnouncementsXK2021XKcbXK 1.3 3

308 ÅccurrenceKofKlettuceKchlorosisKvirusKinKéassifloraKsppZKinKtrazilZKJournaleofePlantePathologyXK2021XK
cbeXKffeYffi 1 1

307 sKrapidKassessmentKofKwastewaterKforKgenomicKsurveillanceKofKSsRSYuoVYdKvariantsKatKsewershedK
scaleKinK–ouisvilleXK’YK2021XK 7

306 yenomeKcharacterizationKofKparsleyKsevereKstuntYassociatedKvirusKinKIranZKViruseGenesXK2021XKgiXKdkeYebc 2.3 1

305 NewKWorldKuactaceaeKélantsKzarborKviverseKyeminivirusesZKVirusesXK2021XKceXK 6.2 2

304  olecularKwpidemiologyKofKuitrusK–eprosisKVirusKulKsKNewKViralK–ineageKandKéhylodynamicKofKtheK
 ainKViralKSubpopulationsKinKtheKsmericasZKFrontierseineMicrobiologyXK2021XKcdXKhfcdgd 5.7 7

303 sKéilotKStudyKInvestigatingKtheKvynamicsKofKéigeonKuircovirusKRecombinationKinKvomesticatedK
éigeonsKzousedKinKaKSingleK–oftZKVirusesXK2021XKceXK 6.2 2

302 yenomeKSequencesKofK icrovirusesKIdentifiedKinKaKSampleKfromKaKSewageKTreatmentKÅxidationK
éondZKMicrobiologyeResourceeAnnouncementsXK2021XKcbXK 1.3 2

301 xirstKreportKofKcitrusKtristezaKvirusKinKcommercialKcitrusKorchardsKinKTunisiaZKJournaleofePlante
PathologyXK2021XKcbeXKcbgcYcbgd 1 1

300 viscoveryKofK’nownKandKNovelKVirusesKinKWildKandKuultivatedKtlueberryKinKxloridaKthroughKViralK
 etagenomicKspproachesZKVirusesXK2021XKceXK 6.2 1

299 uircularKvNsKvirusesKidentifiedKinKshortYfinnedKpilotKwhaleKandKorcaKtissueKsamplesZKVirologyXK2021XK
ggkXKcghYchf 3.6 1

298 crsssphageKgenomesKidentifiedKinKfecalKsamplesKofKanKadultKandKinfantsKwithKevidenceKofKpositiveK
genomicKselectiveKpressureKwithinKtailKproteinKgenesZKViruseResearchXK2021XKdkdXKckjdck 6.4 2

297 RiskKassessmentKofKSsRSYuoVYdKinKsntarcticKwildlifeZKScienceeofetheeTotaleEnvironmentXK2021XKiggXKcfeegd10.2 10

296 éredictingKtheKzoonoticKcapacityKofKmammalsKtoKtransmitKSsRSYuoVYdK2021XK 6

295 VirSorterdlKaKmultiYclassifierXKexpertYguidedKapproachKtoKdetectKdiverseKvNsKandKRNsKvirusesZK
MicrobiomeXK2021XKkXKei 16.6 69

(2021-2021)
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294 viverseKcressdnavirusesKandKanKanellovirusKidentifiedKinKtheKfecalKsamplesKofKyellowYbelliedK
marmotsZKVirologyXK2021XKggfXKjkYkh 3.6 5

293 uompleteKyenomeKSequenceKofKaKéhapecoctavirusKIsolatedKfromKaKéigeonKuloacalKSwabKSampleZK
MicrobiologyeResourceeAnnouncementsXK2021XKcbXK 1.3 1

292
uhangesKtoKvirusKtaxonomyKandKtoKtheKInternationalKuodeKofKVirusKulassificationKandKNomenclatureK
ratifiedKbyKtheKInternationalKuommitteeKonKTaxonomyKofKVirusesKTdbdcUZKArchiveseofeVirologyXK2021XK
chhXKdheeYdhfj

2.6 52

291 xamilyKyenomoviridaelKdbdcKtaxonomyKupdateZKArchiveseofeVirologyXK2021XKchhXKdkccYdkdh 2.6 5

290 yenomicKskimmingKandKnanoporeKsequencingKuncoverKcrypticKhybridizationKinKoneKofKworldSsKmostK
threatenedKprimatesZKScientificeReportsXK2021XKccXKcidik 4.9 3

289 dbdcKTaxonomicKupdateKofKphylumKNegarnaviricotaKTRibovirialKÅrthornaviraeUXKincludingKtheKlargeK
ordersKtunyaviralesKandK ononegaviralesZKArchiveseofeVirologyXK2021XKchhXKegceYeghh 2.6 10

288
UseKofKhemagglutininKandKneuraminidaseKampliconYbasedKhighYthroughputKsequencingKwithKvariantK
analysisKtoKdetectKcoYinfectionKandKresolveKidenticalKconsensusKsequencesKofKseasonalKinfluenzaKinKaK
universityKsettingZKBMCeInfectiouseDiseasesXK2021XKdcXKjcb

4 0

287 TaxonomicKupdatesKforKtheKgenusKyyrovirusKTfamilyKsnelloviridaeUlKrecognitionKofKseveralKnewK
membersKandKestablishmentKofKspeciesKdemarcationKcriteriaZKArchiveseofeVirologyXK2021XKchhXKdkeiYdkfd 2.6 5

286 TaxonomicKupdateKforKmammalianKanellovirusesKTfamilyKsnelloviridaeUZKArchiveseofeVirologyXK2021XK
chhXKdkfeYdkge 2.6 6

285 zighYthroughputKsequencingKofKSsRSYuoVYdKinKwastewaterKprovidesKinsightsKintoKcirculatingK
variantsZKWatereResearchXK2021XKdbgXKcciicb 12.5 25

284 WastewaterK onitoringKRaisesKérivacyKandKwthicalKuonsiderationsZKIEEEeTransactionseoneTechnologye
andeSocietyXK2021XKdXKcchYcdc 5.2 4

283 IntegratingKViralK etagenomicsKintoKanKwcologicalKxrameworkZKAnnualeRevieweofeVirologyXK2021XKjXKceeYcgj14.6 10

282 NovelKvirusesKbelongingKtoKtheKfamilyKuircoviridaeKidentifiedKinKwildKsmericanKwigeonKsamplesZK
ArchiveseofeVirologyXK2021XKchhXKefeiYeffc 2.6

281
WastewaterYtasedKwpidemiologyKandK–ongYReadKSequencingKtoKIdentifyKwnterovirusKuirculationKinK
ThreeK unicipalitiesKinK aricopaKuountyXKsrizonaXKSouthwestKUnitedKStatesKbetweenK‘uneKandK
ÅctoberKdbdbZKVirusesXK2021XKceXK

6.2 3

280 sKdbdcKtaxonomyKupdateKforKtheKfamilyKSmacoviridaeZKArchiveseofeVirologyXK2021XKchhXKedfgYedge 2.6 2

279 TaxonomyKupdateKforKtheKfamilyKslphasatellitidaelKnewKsubfamilyXKgeneraXKandKspeciesZKArchiveseofe
VirologyXK2021XKchhXKegbeYegcc 2.6 4

278 IdentificationKofKnovelKcircovirusKandKanellovirusesKfromKwolverinesKusingKaKnonYinvasiveKfaecalK
samplingKapproachZKInfectionseGeneticseandeEvolutionXK2021XKkeXKcbfkcf 4.5 1

277 uomplexKevolutionaryKhistoryKofKfelidKanellovirusesZKVirologyXK2021XKghdXKcihYcjk 3.6 0
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276 uircovirusesKandKcyclovirusesKidentifiedKinKWeddellKsealKfecalKsamplesKfromK c urdoKSoundXK
sntarcticaZKInfectionseGeneticseandeEvolutionXK2021XKkgXKcbgbib 4.5 0

275 sKnovelKlineageKofKpolyomavirusesKidentifiedKinKbarkKscorpionsZKVirologyXK2021XKgheXKgjYhe 3.6 2

274 sgriculturalKpracticesKdriveKbiologicalKloadsXKseasonalKpatternsKandKpotentialKpathogensKinKtheK
aerobiomeKofKaKmixedYlandYuseKdrylandZKScienceeofetheeTotaleEnvironmentXK2021XKikjXKcfkdek 10.2 3

273 zowKvirulentKareKemergingKmaizeYinfectingKmastrevirusesqZKArchiveseofeVirologyXK2021XKchhXKkggYkgk 2.6 1

272 éanYwnterovirusKsmpliconYtasedKzighYThroughputKSequencingKvetectsKtheKuompleteKuapsidKofKaK
wVsicKyenotypeKucKVariantKviaKWastewaterYtasedKwpidemiologyKinKsrizonaZKVirusesXK2021XKceXK 6.2 3

271 zighYthroughputKsequencingKofKSsRSYuoVYdKinKwastewaterKprovidesKinsightsKintoKcirculatingK
variantsK2021XK 22

270 snKjcYNucleotideKveletionKinKSsRSYuoVYdKÅRxiaKIdentifiedKfromKSentinelKSurveillanceKinKsrizonaK
T‘anuaryKtoK archKdbdbUZKJournaleofeVirologyXK2020XKkfXK 6.6 91

269
SorghumKmastrevirusYassociatedKalphasatelliteslKnewKgeminialphasatellitesKassociatedKwithKanK
sfricanKstreakKmastrevirusKinfectingKwildKéoaceaeKplantsKonKReunionKIslandZKArchiveseofeVirologyXK
2020XKchgXKckdgYckdj

2.6 2

268 VirusesKrepresentingKtwoKnewKgenomovirusKspeciesKidentifiedKinKcitrusKfromKTunisiaZKArchiveseofe
VirologyXK2020XKchgXKcddgYcddk 2.6 3

267 ylobalKÅrganizationKandKéroposedK egataxonomyKofKtheKVirusKWorldZKMicrobiologyeandeMoleculare
BiologyeReviewsXK2020XKjfXK 13.2 178

266 IsolationKandKcharacterizationKofKaKnovelKgeminivirusKfromKparsleyZKViruseResearchXK2020XKdjhXKckjbgh 6.4 3

265 xrequentKcrossYspeciesKtransmissionsKofKfoamyKvirusKbetweenKdomesticKandKwildKfelidsZKViruse
EvolutionXK2020XKhXKvezbgj 3.7 7

264 ImmuneKprotectionKisKdependentKonKtheKgutKmicrobiomeKinKaKlethalKmouseKgammaherpesviralK
infectionZKScientificeReportsXK2020XKcbXKdeic 4.9 10

263 VirusKviscoveryKinKvesertKTortoiseKxecalKSampleslKNovelKuircularKSingleYStrandedKvNsKVirusesZK
VirusesXK2020XKcdXK 6.2 9

262 uoinfectionsKofKNovelKéolyomavirusXKsnellovirusesKandKaKRecombinantKStrainKofK yxomaK
VirusY YXVYTolKIdentifiedKinKIberianKzaresZKVirusesXK2020XKcdXK 6.2 4

261 lKaKVirusKéhylumKUnifyingKSevenKxamiliesKofKRepYwncodingKVirusesKwithKSingleYStrandedXKuircularK
vNsKyenomesZKJournaleofeVirologyXK2020XKkfXK 6.6 47

260 vietKsegregationKinKsdˆ'lieKpenguinslKsomeKindividualsKattemptKtoKovercomeKcolonyYinducedKandK
annualKforagingKchallengesZKMarineeEcologyeteProgresseSeriesXK2020XKhfgXKdbgYdcj 2.6 1

259 viscoveryKofKseveralKthousandKhighlyKdiverseKcircularKvNsKvirusesZKELifeXK2020XKkXK 8.9 65

(2020-2021)
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258 suthorKresponselKviscoveryKofKseveralKthousandKhighlyKdiverseKcircularKvNsKvirusesK2020XK 5

257 SymptomKevolutionKfollowingKtheKemergenceKofKmaizeKstreakKvirusZKELifeXK2020XKkXK 8.9 9

256 yenomeKcharacterizationKofKcetaceanpoxKvirusKfromKaKmanagedKIndoYéacificKbottlenoseKdolphinK
TTursiopsKaduncusUZKViruseResearchXK2020XKdijXKckijhc 6.4 3

255 NovelKnanovirusKandKassociatedKalphasatellitesKidentifiedKinKmilkKvetchKplantsKwithKchloroticKdwarfK
diseaseKinKIranZKViruseResearchXK2020XKdihXKckijeb 6.4 4

254 tinomialKnomenclatureKforKvirusKspecieslKaKconsultationZKArchiveseofeVirologyXK2020XKchgXKgckYgdg 2.6 27

253 TransmissionKofKtheKteanYsssociatedKuytorhabdovirusKbyKtheKWhiteflyK ws cZKVirusesXK2020XKcdXK 6.2 8

252 IdentificationKandKvistributionKofKNovelKuressdnavirusesKandKuircularKmoleculesKinKxourKéenguinK
SpeciesKinKSouthKyeorgiaKandKtheKsntarcticKéeninsulaZKVirusesXK2020XKcdXK 6.2 3

251 yenomeKSequencesKofKNovelKTorqueKTenoKVirusesKIdentifiedKinKzumanKtrainKTissueZKMicrobiologye
ResourceeAnnouncementsXK2020XKkXK 1.3 1

250 tlueberryKredKringspotKvirusKgenomesKfromKxloridaKinferredKthroughKanalysisKofKblueberryKrootK
transcriptomesZKScientificeReportsXK2020XKcbXKcdbfe 4.9 2

249 VIRIvIuYsKNovelKToolKtoKualculateKtheKIntergenomicKSimilaritiesKofKérokaryoteYInfectingKVirusesZK
VirusesXK2020XKcdXK 6.2 57

248 TheKVaginalKViromeYtalancingKxemaleKyenitalKTractKtacteriomeXK ucosalKImmunityXKandKSexualKandK
ReproductiveKzealthKÅutcomesqZKVirusesXK2020XKcdXK 6.2 3

247 UnveilingKurucivirusKviversityKbyK iningK etagenomicKvataZKMBioXK2020XKccXK 7.8 7

246 NovelKuircovirusesKvetectedKinKxecesKofKSonoranKxelidsZKVirusesXK2020XKcdXK 6.2 3

245 viverseKgenomovirusesKrepresentingKtwentyYnineKspeciesKidentifiedKassociatedKwithKplantsZK
ArchiveseofeVirologyXK2020XKchgXKdjkcYdkbc 2.6 5

244 IdentificationKofKuircovirusKyenomeKinKaKuhinstrapKéenguinKTUKandKsdˆ'lieKéenguinKTUKonKtheKsntarcticK
éeninsulaZKVirusesXK2020XKcdXK 6.2 5

243 xirstKreportKofKbarleyKyellowKdwarfKvirusKinKmaizeKinKTunisiaZKJournaleofePlantePathologyXK2020XKcbdXKddiYddi1 0

242 sKNovelKvivergentKyeminivirusKIdentifiedKinKssymptomaticKNewKWorldKuactaceaeKélantsZKVirusesXK
2020XKcdXK 6.2 5

241 wxploringKtheKdiversityKofKéoaceaeYinfectingKmastrevirusesKonKReunionKIslandKusingKaKviralK
metagenomicsYbasedKapproachZKScientificeReportsXK2019XKkXKcdich 4.9 5
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240 SingleKStrandedKvNsKVirusesKsssociatedKwithKuapybaraKxaecesKSampledKinKtrazilZKVirusesXK2019XKccXK 6.2 19

239 ’ombuchalKaKnovelKmodelKsystemKforKcooperationKandKconflictKinKaKcomplexKmultiYspeciesKmicrobialK
ecosystemZKPeerJXK2019XKiXKeighg 3.1 38

238 sdditionalKchangesKtoKtaxonomyKratifiedKinKaKspecialKvoteKbyKtheKInternationalKuommitteeKonK
TaxonomyKofKVirusesKTÅctoberKdbcjUZKArchiveseofeVirologyXK2019XKchfXKkfeYkfh 2.6 66

237 yeneticKuharacterizationKofKaKRecombinantK yxomaKVirusKinKtheKIberianKzareKTUZKVirusesXK2019XKccXK 6.2 20

236 UnravellingKtheKSingleYStrandedKvNsKViromeKofKtheKNewKZealandKtlackflyZKVirusesXK2019XKccXK 6.2 11

235
uhangesKtoKvirusKtaxonomyKandKtheKInternationalKuodeKofKVirusKulassificationKandKNomenclatureK
ratifiedKbyKtheKInternationalKuommitteeKonKTaxonomyKofKVirusesKTdbckUZKArchiveseofeVirologyXK2019XK
chfXKdfciYdfdk

2.6 171

234 yenomeKSequencesKofK icrovirusesKsssociatedKwithZKMicrobiologyeResourceeAnnouncementsXK2019XK
jXK 1.3 5

233 wvidenceKofKageYrelatedKimprovementKinKtheKforagingKefficiencyKofKsdˆ'lieKpenguinsZKScientifice
ReportsXK2019XKkXKeeig 4.9 11

232 viverseKsingleYstrandedKvNsKvirusesKassociatedKwithKhoneyKbeesKTspisKmelliferaUZKInfectionseGeneticse
andeEvolutionXK2019XKicXKcikYcjj 4.5 16

231  olecularKandKpartialKbiologicalKcharacterizationKofKtheKcoatKproteinKsequencesKofKIranianKalfalfaK
mosaicKvirusKisolatesZKJournaleofePlantePathologyXK2019XKcbcXKiegYifd 1 6

230 viverseKgenomovirusesKrepresentingKeightKnewKandKoneKknownKspeciesKidentifiedKinKfecesKandK
nestsKofKhouseKfinchesKTzaemorhousKmexicanusUZKArchiveseofeVirologyXK2019XKchfXKdefgYdegb 2.6 7

229  ultipleKoriginsKofKprokaryoticKandKeukaryoticKsingleYstrandedKvNsKvirusesKfromKbacterial´ andK
archaealKplasmidsZKNatureeCommunicationsXK2019XKcbXKefdg 17.4 55

228 wvolutionKandKecologyKofKplantKvirusesZKNatureeReviewseMicrobiologyXK2019XKciXKhedYhff 22.2 72

227 NovelKsmacovirusesKidentifiedKinKtheKfaecesKofKtwoKwildKfelidslKNorthKsmericanKbobcatKandKsfricanK
lionZKArchiveseofeVirologyXK2019XKchfXKdekgYdekk 2.6 3

226 TrackingKharmfulKchemicalsKandKpathogensKusingKtheKzumanKzealthKÅbservatoryKatKsSUZKOnlinee
JournaleofePubliceHealtheInformaticsXK2019XKccXK 0.3 5

225 SingleYStrandedKvNsKVirusesKinKsntarcticKuryoconiteKzolesZKVirusesXK2019XKccXK 6.2 17

224 IdentificationKofKtheKwildKandKcultivatedKhostsKofKwheatKdwarfKvirusKandKoatKdwarfKvirusKinKIranZK
VirusDiseaseXK2019XKebXKgfgYggb 3.4 0

223 IdentificationKofKaKNovelKsdˆ'lieKéenguinKuircovirusKatKuapeKurozierKTRossKIslandXKsntarcticaUZKVirusesXK
2019XKccXK 6.2 10

(2019-2019)
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222 NovelKcircularKvNsKvirusesKassociatedKwithKspiaceaeKandKéoaceaeKfromKSouthKsfricaKandKNewK
ZealandZKArchiveseofeVirologyXK2019XKchfXKdeiYdfd 2.6 5

221  inimumKInformationKaboutKanKUncultivatedKVirusKyenomeKT IUViyUZKNatureeBiotechnologyXK2019XK
eiXKdkYei 44.5 180

220
StrengtheningKtheKInteractionKofKtheKVirologyKuommunityKwithKtheKInternationalKuommitteeKonK
TaxonomyKofKVirusesKTIuTVUKbyK–inkingKVirusKNamesKandKTheirKsbbreviationsKtoKVirusKSpeciesZK
SystematiceBiologyXK2019XKhjXKjdjYjek

8.4 5

219 yeometagenomicsKilluminatesKtheKimpactKofKagricultureKonKtheKdistributionKandKprevalenceKofKplantK
virusesKatKtheKecosystemKscaleZKISMEeJournalXK2018XKcdXKcieYcjf 11.9 72

218 SmacoviridaelKaKnewKfamilyKofKanimalYassociatedKsingleYstrandedKvNsKvirusesZKArchiveseofeVirologyXK
2018XKcheXKdbbgYdbcg 2.6 39

217 yenomeKSequencesKofKTwoKSingleYStrandedKvNsKVirusesKIdentifiedKinZKGenomeeAnnouncementsXK
2018XKhXK 4

216 VirusesKassociatedKwithKsntarcticKwildlifelKxromKserologyKbasedKdetectionKtoKidentificationKofK
genomesKusingKhighKthroughputKsequencingZKViruseResearchXK2018XKdfeXKkcYcbg 6.4 41

215 viscoveryKofKtheKfirstKmaizeYinfectingKmastrevirusKinKtheKsmericasKusingKaKvectorYenabledK
metagenomicsKapproachZKArchiveseofeVirologyXK2018XKcheXKdheYdhi 2.6 6

214 yenomovirusesKassociatedKwithKmountainKandKwesternKpineKbeetlesZKViruseResearchXK2018XKdghXKciYdb 6.4 8

213 NovelKanellovirusesKidentifiedKinKbuccalKswabsKofKsntarcticKfurKsealsZKViruseGenesXK2018XKgfXKickYide 2.3 9

212 RecombinantKyooseKuircovirusesKuirculatingKinKvomesticatedKandKWildKyeeseKinKéolandZKVirusesXK
2018XKcbXK 6.2 6

211 éervasiveKuhimerismKinKtheKReplicationYsssociatedKéroteinsKofKUnculturedKSingleYStrandedKvNsK
VirusesZKVirusesXK2018XKcbXK 6.2 36

210 slphasatellitidaelKaKnewKfamilyKwithKtwoKsubfamiliesKforKtheKclassificationKofKgeminivirusYKandK
nanovirusYassociatedKalphasatellitesZKArchiveseofeVirologyXK2018XKcheXKdgjiYdhbb 2.6 78

209
IdentificationKofKcircularKsingleYstrandedKvNsKvirusesKinKfaecalKsamplesKofKuanadaKlynxKT–ynxK
canadensisUXKmooseKTslcesKalcesUKandKsnowshoeKhareKT–epusKamericanusUKinhabitingKtheKuoloradoK
SanK‘uanK ountainsZKInfectionseGeneticseandeEvolutionXK2018XKhfXKcYj

4.5 17

208 xromKSpatialK etagenomicsKtoK olecularKuharacterizationKofKélantKViruseslKsKyeminivirusKuaseK
StudyZKAdvanceseineViruseResearchXK2018XKcbcXKggYje 10.7 20

207 VirusKdiscoveryKinKallKthreeKmajorKlineagesKofKterrestrialKarthropodsKhighlightsKtheKdiversityKofK
singleYstrandedKvNsKvirusesKassociatedKwithKinvertebratesZKPeerJXK2018XKhXKegihc 3.1 30

206 viverseKpapillomavirusesKidentifiedKinKWeddellKsealsZKJournaleofeGeneraleVirologyXK2018XKkkXKgfkYggi 4.9 8

205 xishKpolyomavirusesKbelongKtoKtwoKdistinctKevolutionaryKlineagesZKJournaleofeGeneraleVirologyXK2018XK
kkXKghiYgie 4.9 12
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204 NanovirusYalphasatelliteKcomplexKidentifiedKinKViciaKcraccaKinKtheKRhˆ·neKdeltaKregionKofKxranceZK
ArchiveseofeVirologyXK2018XKcheXKhkgYibb 2.6 14

203  olecularKcharacterizationKofKfabaKbeanKnecroticKyellowsKvirusesKinKTunisiaZKArchiveseofeVirologyXK
2018XKcheXKhjiYhkf 2.6 11

202 IdentificationKofKanKanellovirusKandKgenomovirusesKinKixodidKticksZKViruseGenesXK2018XKgfXKcggYcgk 2.3 14

201 TurnipKleafKcurlKdiseaseKassociatedKwithKtwoKbegomovirusesKinKsouthYeasternKIranZKTropicalePlante
PathologyXK2018XKfeXKchgYchk 2.5 5

200 yenomeKSequenceKofKaKyyrovirusKsssociatedKwithKsshyKStormYéetrelZKMicrobiologyeResourcee
AnnouncementsXK2018XKiXK 1.3 5

199 TheKWestwardK‘ourneyKofKslfalfaK–eafKuurlKVirusZKVirusesXK2018XKcbXK 6.2 6

198 IdentificationKofKaKnewKturncurtovirusKinKtheKleafhopperKuirculiferKhaematocepsKandKtheKhostKplantK
speciesKSesamumKindicumZKViruseGenesXK2018XKgfXKjfbYjfg 2.3 6

197 NotesKonKrecombinationKandKreassortmentKinKmultipartiteasegmentedKvirusesZKCurrenteOpinioneine
VirologyXK2018XKeeXKcghYchh 7.5 26

196 xirstKWorldKReportKofKuucurbitKsphidYtorneKYellowsKVirusKInfectingKéassionfruitZKPlanteDiseaseXK
2018XKcbdXKdhhgYdhhg 1.5 11

195 yenomeKSequenceKofKaKSingleYStrandedKvNsKVirusKIdentifiedKinKyilaK onsterKxecesZKMicrobiologye
ResourceeAnnouncementsXK2018XKiXK 1.3 3

194 éassionKxruitKuhloroticK ottleKViruslK olecularKuharacterizationKofKaKNewKvivergentKyeminivirusKinK
trazilZKVirusesXK2018XKcbXK 6.2 26

193 uhangesKtoKtaxonomyKandKtheKInternationalKuodeKofKVirusKulassificationKandKNomenclatureKratifiedK
byKtheKInternationalKuommitteeKonKTaxonomyKofKVirusesKTdbcjUZKArchiveseofeVirologyXK2018XKcheXKdhbcYdhec2.6 187

192 IdentificationKofKaKpolyomavirusKinKWeddellKsealKT–eptonychotesKweddelliiUKfromKtheKRossKSeaK
TsntarcticaUZKArchiveseofeVirologyXK2017XKchdXKcfbeYcfbi 2.6 29

191 NewKstrainsKofKchickpeaKchloroticKdwarfKvirusKdiscoveredKonKdiseasedKpapayaKandKtomatoKplantsKinK
turkinaKxasoZKArchiveseofeVirologyXK2017XKchdXKcikcYcikf 2.6 12

190 uapulavirusKandKyrabloviruslKtwoKnewKgeneraKinKtheKfamilyKyeminiviridaeZKArchiveseofeVirologyXK2017XK
chdXKcjckYcjec 2.6 166

189 wvolutionaryKhistoryKofKssvNsKbacilladnavirusesKfeaturesKhorizontalKacquisitionKofKtheKcapsidKgeneK
fromKssRNsKnodavirusesZKVirologyXK2017XKgbfXKccfYcdc 3.6 35

188 TheKroleKofK’enyaKinKtheKtransYsfricanKspreadKofKmaizeKstreakKvirusKstrainKsZKViruseResearchXK2017XK
dedXKhkYih 6.4 9

187 IdentificationKofKaKNanovirusYslphasatelliteKuomplexKinKSophoraKalopecuroidesZKViruseResearchXK
2017XKdegXKdfYed 6.4 19

(2017-2018)
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186 gbKyearsKofKtheKInternationalKuommitteeKonKTaxonomyKofKViruseslKprogressKandKprospectsZKArchivese
ofeVirologyXK2017XKchdXKcffcYcffh 2.6 53

185 yenomeKsequencesKofKaKcapulavirusKinfectingKélantagoKlanceolataKinKtheKˆ�landKarchipelagoKofK
xinlandZKArchiveseofeVirologyXK2017XKchdXKdbfcYdbfg 2.6 29

184 yenomeKSequencesKofKXKXKXKandKIdentifiedKinK–eafhoppersZKGenomeeAnnouncementsXK2017XKgXK 11

183 uhangesKtoKtaxonomyKandKtheKInternationalKuodeKofKVirusKulassificationKandKNomenclatureKratifiedK
byKtheKInternationalKuommitteeKonKTaxonomyKofKVirusesKTdbciUZKArchiveseofeVirologyXK2017XKchdXKdgbgYdgej2.6 398

182 uomparativeKanalysisKofKcommonKregionsKfoundKinKbabuvirusesKandKalphasatelliteKmoleculesZK
ArchiveseofeVirologyXK2017XKchdXKjfkYjgg 2.6 3

181 yenomovirusKyenomesKRecoveredKfromKSampledKinKxloridaXKUSsZKGenomeeAnnouncementsXK2017XKgXK 11

180 TrackingKeffluentKdischargesKinKundisturbedKstonyKsoilKandKalluvialKgravelKaquiferKusingKsyntheticK
vNsKtracersZKScienceeofetheeTotaleEnvironmentXK2017XKgkdXKcffYcgd 10.2 18

179 yenomeKSequenceKofKuauliflowerK osaicKVirusKIdentifiedKinKwarwigsKTUKthroughKaK etagenomicK
spproachZKGenomeeAnnouncementsXK2017XKgXK 3

178 NovelKSingleYStrandedKvNsKVirusKyenomesKRecoveredKfromKuhimpanzeeKxecesKSampledKfromKtheK
 ambillaKélateauKinKNigeriaZKGenomeeAnnouncementsXK2017XKgXK 5

177 RevisitingKtheKtaxonomyKofKtheKfamilyKuircoviridaelKestablishmentKofKtheKgenusKuyclovirusKandK
removalKofKtheKgenusKyyrovirusZKArchiveseofeVirologyXK2017XKchdXKcffiYcfhe 2.6 182

176 uonsensusKstatementlKVirusKtaxonomyKinKtheKageKofKmetagenomicsZKNatureeReviewseMicrobiologyXK
2017XKcgXKchcYchj 22.2 375

175 UniqueKgenomeKorganizationKofKnonYmammalianKpapillomavirusesKprovidesKinsightsKintoKtheK
evolutionKofKviralKearlyKproteinsZKViruseEvolutionXK2017XKeXKvexbdi 3.7 27

174 ÅccurrenceKofKaKnovelKmastrevirusKinKsugarcaneKgermplasmKcollectionsKinKxloridaXKyuadeloupeKandK
Rˆ'unionZKVirologyeJournalXK2017XKcfXKcfh 6.1 13

173 SequenceYbasedKtaxonomicKframeworkKforKtheKclassificationKofKunculturedKsingleYstrandedKvNsK
virusesKofKtheKfamilyZKViruseEvolutionXK2017XKeXKvewbei 3.7 67

172 viverseKandKhighlyKrecombinantKanellovirusesKassociatedKwithKWeddellKsealsKinKsntarcticaZKViruse
EvolutionXK2017XKeXKvexbci 3.7 39

171 IuTVKVirusKTaxonomyKérofilelKyeminiviridaeZKJournaleofeGeneraleVirologyXK2017XKkjXKcecYcee 4.9 400

170 éossibilityKandKuhallengesKofKuonversionKofKuurrentKVirusKSpeciesKNamesKtoK–innaeanKtinomialsZK
SystematiceBiologyXK2017XKhhXKfheYfie 8.4 12

169 sKnovelKgeminivirusKidentifiedKinKtomatoKandKcleomeKplantsKsampledKinKtrazilZKViruseResearchXK2017XK
dfbXKcigYcik 6.4 16

Arvind Varsani
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168 uharacterizationKofKIranianKTomatoKaspermyKvirusKisolatesKwithKaKvariantKdbKgeneKsequenceZKTropicale
PlantePathologyXK2017XKfdXKfigYfjf 2.5 7

167 xirstKReportKofK aizeKyellowKmosaicKvirusKInfectingK aizeKinKtrazilZKPlanteDiseaseXK2017XKcbcXKdcgh 1.5 19

166  olecularKdiversityXKgeographicKdistributionKandKhostKrangeKofKmonocotYinfectingKmastrevirusesKinK
sfricaKandKsurroundingKislandsZKViruseResearchXK2017XKdejXKcicYcij 6.4 9

165 NovelKmastrevirusesKidentifiedKinKsustralianKwildKriceZKViruseResearchXK2017XKdejXKckeYcki 6.4 10

164 IuTVKVirusKTaxonomyKérofilelKuircoviridaeZKJournaleofeGeneraleVirologyXK2017XKkjXKckkiYckkj 4.9 84

163 ÅngoingKgeographicalKspreadKofKTomatoKyellowKleafKcurlKvirusZKVirologyXK2016XKfkjXKdgiYdhf 3.6 43

162 RatificationKvoteKonKtaxonomicKproposalsKtoKtheKInternationalKuommitteeKonKTaxonomyKofKVirusesK
TdbchUZKArchiveseofeVirologyXK2016XKchcXKdkdcYfk 2.6 195

161 spparentKcompetitionKdrivesKcommunityYwideKparasitismKratesKandKchangesKinKhostKabundanceK
acrossKecosystemKboundariesZKNatureeCommunicationsXK2016XKiXKcdhff 17.4 36

160 yenomoviridaelKaKnewKfamilyKofKwidespreadKsingleYstrandedKvNsKvirusesZKArchiveseofeVirologyXK2016XK
chcXKdheeYfe 2.6 104

159 IdentificationKandKinKsilicoKcharacterisationKofKdefectiveKmoleculesKassociatedKwithKisolatesKofK
bananaKbunchyKtopKvirusZKArchiveseofeVirologyXK2016XKchcXKcbckYdh 2.6 3

158 sKtemperatureYsensitiveKalleleKofKaKputativeKmRNsKsplicingKhelicaseKdownYregulatesKmanyKcellKwallK
genesKandKcausesKradialKswellingKinKsrabidopsisKthalianaZKPlanteMoleculareBiologyXK2016XKkcXKcYce 4.6 12

157 viverseKcircularKreplicationYassociatedKproteinKencodingKvirusesKcirculatingKinKinvertebratesKwithinKaK
lakeKecosystemZKInfectionseGeneticseandeEvolutionXK2016XKekXKebfYech 4.5 51

156 uyclovirusesXKgemycircularvirusesKandKotherKnovelKreplicationYassociatedKproteinKencodingKcircularK
virusesKinKéacificKflyingKfoxKTéteropusKtonganusUKfaecesZKInfectionseGeneticseandeEvolutionXK2016XKekXKdikYdkd4.5 39

155
uomparisonKofKbeakKandKfeatherKdiseaseKvirusKprevalenceKandKimmunityYassociatedKgeneticK
diversityKoverKtimeKinKanKislandKpopulationKofKredYcrownedKparakeetsZKArchiveseofeVirologyXK2016XK
chcXKjccYdb

2.6 7

154
uomparisonKofKIlluminaKdeKnovoKassembledKandKSangerKsequencedKviralKgenomeslKsKcaseKstudyKforK
RNsKvirusesKrecoveredKfromKtheKplantKpathogenicKfungusKSclerotiniaKsclerotiorumZKViruseResearchXK
2016XKdckXKgcYgi

6.4 16

153  olecularKdiversityKofKturncurtovirusesKinKIranZKArchiveseofeVirologyXK2016XKchcXKggcYhc 2.6 13

152 SexYtasedKvifferencesKinKsdˆ'lieKéenguinKTéygoscelisKadeliaeUKuhickKyrowthKRatesKandKvietZKPLoSe
ONEXK2016XKccXKebcfkbkb 3.7 19

151 uompleteKyenomeKSequenceKofKaKyenomovirusKsssociatedKwithKuommonKteanKélantK–eavesKinK
trazilZKGenomeeAnnouncementsXK2016XKfXK 6

(2016-2017)
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150 tegomovirusYsssociatedKSatelliteKvNsKviversityKuapturedKThroughKVectorYwnabledK etagenomicK
TVw UKSurveysKUsingKWhitefliesKTsleyrodidaeUZKVirusesXK2016XKjXK 6.2 30

149 TheKsncientKwvolutionaryKzistoryKofKéolyomavirusesZKPLoSePathogensXK2016XKcdXKecbbggif 7.6 131

148 uircularKreplicationYassociatedKproteinKencodingKvNsKvirusesKidentifiedKinKtheKfaecalKmatterKofK
variousKanimalsKinKNewKZealandZKInfectionseGeneticseandeEvolutionXK2016XKfeXKcgcYhf 4.5 56

147  olecularKcharacterizationKandKprevalenceKofKtwoKcapulaviruseslKslfalfaKleafKcurlKvirusKfromKxranceK
andKwuphorbiaKcaputYmedusaeKlatentKvirusKfromKSouthKsfricaZKVirologyXK2016XKfkeXKcfdYge 3.6 33

146 vivergentKevolutionaryKandKepidemiologicalKdynamicsKofKcassavaKmosaicKgeminivirusesKinK
 adagascarZKBMCeEvolutionaryeBiologyXK2016XKchXKcjd 3 15

145 yeometricKmorphometricsKandKmolecularKsystematicsKofKXanthocnemisKsobrinaKT c–achlanXKcjieUK
TÅdonatalKuoenagrionidaeUKandKcomparisonKtoKitsKcongenersZKZootaxaXK2016XKfbijXKjfYcdb 0.5 1

144 IdentificationKofKnovelKtromusYKandKTrifoliumYassociatedKcircularKvNsKvirusesZKArchiveseofeVirologyXK
2015XKchbXKcebeYcc 2.6 24

143 SizeKexclusionYbasedKpurificationKandKéuRYbasedKquantitationKofK SdKbacteriophageKparticlesKforK
environmentalKapplicationsZKJournaleofeVirologicaleMethodsXK2015XKdceXKcegYj 2.6 7

142 viverseKsmallKcircularKvNsKvirusesKcirculatingKamongstKestuarineKmolluscsZKInfectionseGeneticseande
EvolutionXK2015XKecXKdjfYkg 4.5 44

141 slfalfaK–eafKuurlKViruslKanKsphidYTransmittedKyeminivirusZKJournaleofeVirologyXK2015XKjkXKkhjeYj 6.6 47

140 viscoveryKofKaKnovelKcircularKvNsKvirusKinKtheKxorbesKseaKstarXKssteriasKforbesiZKArchiveseofeVirologyXK
2015XKchbXKdefkYgc 2.6 23

139 IdentificationKofKdiverseKcircularKsingleYstrandedKvNsKvirusesKinKadultKdragonfliesKandKdamselfliesK
TInsectalKÅdonataUKofKsrizonaKandKÅklahomaXKUSsZKInfectionseGeneticseandeEvolutionXK2015XKebXKdijYdji 4.5 54

138 sdsorptionKofKRotavirusXK SdKtacteriophageKandKSurfaceY odifiedKSilicaKNanoparticlesKtoK
zydrophobicK atterZKFoodeandeEnvironmentaleVirologyXK2015XKiXKdhcYj 4 20

137 RevisionKofKtegomovirusKtaxonomyKbasedKonKpairwiseKsequenceKcomparisonsZKArchiveseofeVirologyXK
2015XKchbXKcgkeYhck 2.6 430

136 IdentificationKofKanKavianKpolyomavirusKassociatedKwithKsdˆ'lieKpenguinsKTéygoscelisKadeliaeUZK
JournaleofeGeneraleVirologyXK2015XKkhXKjgcYjgi 4.9 34

135 snalysisKofKwatermelonKchloroticKstuntKvirusKandKtomatoKleafKcurlKéalampurKvirusKmixedKandK
pseudoYrecombinationKinfectionsZKViruseGenesXK2015XKgcXKfbjYch 2.3 8

134 yenomeKSequenceKofKaKviverseKyooseKuircovirusKRecoveredKfromKyreylagKyooseZKGenomee
AnnouncementsXK2015XKeXK 7

133
’Nw IvÅ’ÅéTINIvKTwéIvwR ÅéTIvswlK’Nw IvÅ’ÅéTINswUK ITwKINxwSTsTIÅNKINKWI–vK
RwvYuRÅWNwvKésRs’wwTSKTuYsNÅRs ézUSKNÅVswZw–sNvIswUlKuÅRRw–sTIÅNSKtwTWwwNK
 suRÅSuÅéIuKsNvK IuRÅSuÅéIuKxINvINySZKJournaleofeWildlifeeDiseasesXK2015XKgcXKhgcYhe

1.3 4
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132
wmergingKinfectiousKdiseaseKorKevidenceKofKendemicityqKsKmultiYseasonKstudyKofKbeakKandKfeatherK
diseaseKvirusKinKwildKredYcrownedKparakeetsKTuyanoramphusKnovaezelandiaeUZKArchiveseofeVirologyXK
2015XKchbXKddjeYkd

2.6 13

131
 olecularKdiversityKofKuhickpeaKchloroticKdwarfKvirusKinKSudanlKhighKratesKofKintraYspeciesK
recombinationKYKaKdrivingKforceKinKtheKemergenceKofKnewKstrainsZKInfectionseGeneticseandeEvolutionXK
2015XKdkXKdbeYcg

4.5 15

130 éhylogeneticKdiversityKandKcoYevolutionaryKsignalsKamongKtrophicKlevelsKchangeKacrossKaKhabitatK
edgeZKJournaleofeAnimaleEcologyXK2015XKjfXKehfYid 4.7 19

129 svianKéolyomavirusKyenomeKSequencesKRecoveredKfromKéarrotsKinKuaptiveKtreedingKxacilitiesKinK
éolandZKGenomeeAnnouncementsXK2015XKeXK 5

128 yenomeKSequencesKofKéoaceaeYsssociatedKyemycircularvirusesKfromKtheKéacificKÅceanKIslandKofK
TongaZKGenomeeAnnouncementsXK2015XKeXK 13

127 VectorYwnabledK etagenomicKTVw UKSurveysKUsingKWhitefliesKTsleyrodidaeUKRevealKNovelK
tegomovirusKSpeciesKinKtheKNewKandKÅldKWorldsZKVirusesXK2015XKiXKgggeYib 6.2 25

126 TheKglobalKdistributionKofKrevealsKlittleKevidenceKforKfrequentKrecentXKhumanYmediatedKlongK
distanceKdispersalKeventsZKViruseEvolutionXK2015XKcXKvevbbk 3.7 38

125 yenomeKSequencesKofKteakKandKxeatherKviseaseKVirusKinKUrbanKRainbowK–orikeetsKTTrichoglossusK
haematodusUZKGenomeeAnnouncementsXK2015XKeXK 2

124 yenomeKSequenceKofKtananaKStreakK YKVirusKfromKtheKéacificKÅceanKIslandKofKTongaZKGenomee
AnnouncementsXK2015XKeXK 2

123  appingKtheKdistributionKofKmaizeKstreakKvirusKgenotypesKacrossKtheKforestKandKtransitionKzonesKofK
yhanaZKArchiveseofeVirologyXK2015XKchbXKfjeYkd 2.6 6

122 IdentificationKofKanKsustralianYlikeKdicotYinfectingKmastrevirusKinKéakistanZKArchiveseofeVirologyXK2015
XKchbXKjdgYeb 2.6 13

121 uharacterisationKofKaKdiverseKrangeKofKcircularKreplicationYassociatedKproteinKencodingKvNsKvirusesK
recoveredKfromKaKsewageKtreatmentKoxidationKpondZKInfectionseGeneticseandeEvolutionXK2015XKecXKieYjh 4.5 62

120 xirstKreportKofKuhickpeaKchloroticKdwarfKvirusKnaturallyKinfectingKchickpeaKinKTunisiaZKNeweDiseasee
ReportsXK2015XKedXKchYch 1.3 2

119 yenomeKdiversityKandKevidenceKofKrecombinationKandKreassortmentKinKnanovirusesKfromKwuropeZK
JournaleofeGeneraleVirologyXK2014XKkgXKccijYcckc 4.9 31

118 RevisitingKtheKclassificationKofKcurtovirusesKbasedKonKgenomeYwideKpairwiseKidentityZKArchiveseofe
VirologyXK2014XKcgkXKcjieYjd 2.6 55

117
wxtensiveKrecombinationYinducedKdisruptionKofKgeneticKinteractionsKisKhighlyKdeleteriousKbutKcanKbeK
partiallyKreversedKbyKsmallKnumbersKofKsecondaryKrecombinationKeventsZKJournaleofeVirologyXK2014XK
jjXKijfeYgc

6.6 15

116 wvidenceKofKpervasiveKbiologicallyKfunctionalKsecondaryKstructuresKwithinKtheKgenomesKofK
eukaryoticKsingleYstrandedKvNsKvirusesZKJournaleofeVirologyXK2014XKjjXKckidYjk 6.6 25

115 éigeonKcircovirusesKdisplayKpatternsKofKrecombinationXKgenomicKsecondaryKstructureKandKselectionK
similarKtoKthoseKofKbeakKandKfeatherKdiseaseKvirusesZKJournaleofeGeneraleVirologyXK2014XKkgXKceejYcegc 4.9 28

(2014-2015)
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114 IncidenceKandKcharacterizationKofKéotatoKvirusKVKinfectionsKinKIranZKVirusDiseaseXK2014XKdgXKijYjf 3.4 6

113 sKnovelKpapillomavirusKinKsdˆ'lieKpenguinKTéygoscelisKadeliaeUKfaecesKsampledKatKtheKuapeKurozierK
colonyXKsntarcticaZKJournaleofeGeneraleVirologyXK2014XKkgXKcegdYcehg 4.9 42

112
viseaseKscreeningKofKthreeKbreedingKpopulationsKofKadultKexhibitionKbudgerigarsKT elopsittacusK
undulatusUKinKNewKZealandKrevealsKaKhighKprevalenceKofKaKnovelKpolyomavirusKandKavianKmalariaK
infectionZKAvianeDiseasesXK2014XKgjXKcccYi

1.6 12

111 éreservationKofKviralKgenomesKinKibbYyYoldKcaribouKfecesKfromKaKsubarcticKiceKpatchZKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXK2014XKcccXKchjfdYi 11.5 87

110  imickingKfiltrationKandKtransportKofKrotavirusKandKadenovirusKinKsandKmediaKusingKvNsYlabeledXK
proteinYcoatedKsilicaKnanoparticlesZKWatereResearchXK2014XKhdXKchiYik 12.5 31

109 wstablishmentKofKthreeKnewKgeneraKinKtheKfamilyKyeminiviridaelKtecurtovirusXKwragrovirusKandK
TurncurtovirusZKArchiveseofeVirologyXK2014XKcgkXKdckeYdbe 2.6 177

108 sKhighKdegreeKofKsfricanKstreakKvirusKdiversityKwithinKNigerianKmaizeKfieldsKincludesKaKnewK
mastrevirusKfromKsxonopusKcompressusZKArchiveseofeVirologyXK2014XKcgkXKdihgYib 2.6 15

107 NovelKcircularKvNsKvirusesKidentifiedKinKérocorduliaKgrayiKandKXanthocnemisKzealandicaKlarvaeKusingK
metagenomicKapproachesZKInfectionseGeneticseandeEvolutionXK2014XKddXKcefYfc 4.5 34

106 TowardsKinferringKtheKglobalKmovementKofKbeakKandKfeatherKdiseaseKvirusZKVirologyXK2014XKfgbYfgcXKdfYee3.6 43

105  olecularKcharacterizationKandKfieldKsurveyKofKIranianKpotatoKvirusKXKisolatesZKVirusDiseaseXK2014XKdgXKeejYff3.4 7

104 viverseKsmallKcircularKsingleYstrandedKvNsKvirusesKidentifiedKinKaKfreshwaterKpondKonKtheK c urdoK
IceKShelfKTsntarcticaUZKInfectionseGeneticseandeEvolutionXK2014XKdhXKcedYj 4.5 45

103 éreliminaryKsurveillanceKforKbeakKandKfeatherKdiseaseKvirusKinKwildKparrotsKofKNewKualedonialK
implicationsKofKaKreservoirKspeciesKforKÅuveaKéarakeetsZKEmuXK2014XKccfXKdjeYdjk 1.1 10

102 InducibleKresistanceKtoKmaizeKstreakKvirusZKPLoSeONEXK2014XKkXKecbgked 3.7 11

101 SvTlKaKvirusKclassificationKtoolKbasedKonKpairwiseKsequenceKalignmentKandKidentityKcalculationZKPLoSe
ONEXK2014XKkXKecbjdii 3.7 770

100 ulinicalKbeakKandKfeatherKdiseaseKvirusKinfectionKinKwildKjuvenileKeasternKrosellasKofKNewKZealandmK
biosecurityKimplicationsKforKwildlifeKcareKfacilitiesZKNeweZealandeVeterinaryeJournalXK2014XKhdXKdkiYebc 1.7 16

99
IdentificationKandKmolecularKcharacterizationKofKaKsingleYstrandedKcircularKvNsKvirusKwithK
similaritiesKtoKSclerotiniaKsclerotiorumKhypovirulenceYassociatedKvNsKvirusKcZKArchiveseofeVirologyXK
2014XKcgkXKcgdiYec

2.6 39

98 sppearancesKcanKbeKdeceptivelKrevealingKaKhiddenKviralKinfectionKwithKdeepKsequencingKinKaKplantK
quarantineKcontextZKPLoSeONEXK2014XKkXKecbdkfg 3.7 65

97 IncidenceKandKnaturalKhostsKofKTomatoKleafKcurlKéalampurKvirusKinKIranZKAustralasianePlantePathologyXK
2013XKfdXKckgYdbe 1.4 13
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96 IntergenericKrecombinationKbetweenKaKnewXKspinachYinfectingKcurtovirusKandKaKnewKgeminivirusK
belongingKtoKtheKgenusKtecurtoviruslKfirstKNewKWorldKexemplarZKArchiveseofeVirologyXK2013XKcgjXKddfgYgf2.6 14

95 svihepadnavirusKdiversityKinKparrotsKisKcomparableKtoKthatKfoundKamongstKallKotherKavianKspeciesZK
VirologyXK2013XKfejXKkjYcbg 3.6 11

94 zighYresolutionKvNsKmeltYcurveKanalysisKforKcostYeffectiveKmassKscreeningKofKpairwiseKspeciesK
interactionsZKMoleculareEcologyeResourcesXK2013XKceXKkbjYci 8.4 3

93 NovelKssvNsKvirusesKdiscoveredKinKyellowYcrownedKparakeetKTuyanoramphusKauricepsUKnestingK
materialZKArchiveseofeVirologyXK2013XKcgjXKchbeYi 2.6 12

92 yeneticKdiversityKandKhostKrangeKstudiesKofKturnipKcurlyKtopKvirusZKViruseGenesXK2013XKfhXKefgYge 2.3 22

91 sKyelKxiltrationYtasedK ethodKforKtheKéurificationKofKInfectiousKRotavirusKéarticlesKforK
wnvironmentalKResearchKspplicationsZKFoodeandeEnvironmentaleVirologyXK2013XKgXKdec 4 13

90 wxtensiveKrecombinationKdetectedKamongKbeakKandKfeatherKdiseaseKvirusKisolatesKfromKbreedingK
facilitiesKinKéolandZKJournaleofeGeneraleVirologyXK2013XKkfXKcbjhYcbkg 4.9 44

89 viscoveryKofKaKnovelKcircularKsingleYstrandedKvNsKvirusKfromKporcineKfaecesZKArchiveseofeVirologyXK
2013XKcgjXKdjeYk 2.6 30

88 xulfillingK’ochSsKpostulatesKforKbeetKcurlyKtopKIranKvirusKandKproposalKforKconsiderationKofKnewK
genusKinKtheKfamilyKyeminiviridaeZKArchiveseofeVirologyXK2013XKcgjXKfegYfe 2.6 33

87 viscoveryKofKaKnovelKmastrevirusKandKalphasatelliteYlikeKcircularKvNsKinKdragonfliesKTwpiproctaUKfromK
éuertoKRicoZKViruseResearchXK2013XKcicXKdecYi 6.4 43

86 NovelKmycoYlikeKvNsKvirusesKdiscoveredKinKtheKfaecalKmatterKofKvariousKanimalsZKViruseResearchXK
2013XKciiXKdbkYch 6.4 63

85
wvidenceKthatKdicotYinfectingKmastrevirusesKareKparticularlyKproneKtoKinterYspeciesKrecombinationK
andKhaveKlikelyKbeenKcirculatingKinKsustraliaKforKlongerKthanKinKsfricaKandKtheK iddleKwastZKVirologyXK
2013XKfffXKdjdYkc

3.6 31

84 viversityKofKbeetKcurlyKtopKIranKvirusKisolatedKfromKdifferentKhostsKinKIranZKViruseGenesXK2013XKfhXKgicYg 2.3 19

83 IdentificationKofKStarlingKuircovirusKinKanKwstuarineK olluscKTsmphibolaKcrenataUKinKNewKZealandK
UsingK etagenomicKspproachesZKGenomeeAnnouncementsXK2013XKcXK 14

82 IdentificationKofKaKNovelKuircularKvNsKVirusKinKNewKZealandKxurKSealKTsrctocephalusKforsteriUKxecalK
 atterZKGenomeeAnnouncementsXK2013XKcXK 17

81 viscoveryKofKSclerotiniaKsclerotiorumKzypovirulenceYsssociatedKVirusYcKinKUrbanKRiverKSedimentsKofK
zeathcoteKandKStyxKRiversKinKuhristchurchKuityXKNewKZealandZKGenomeeAnnouncementsXK2013XKcXK 29

80 trazilianKbegomovirusKpopulationsKareKhighlyKrecombinantXKrapidlyKevolvingXKandKsegregatedKbasedK
onKgeographicalKlocationZKJournaleofeVirologyXK2013XKjiXKgijfYkk 6.6 83

79 zighKglobalKdiversityKofKcyclovirusesKamongstKdragonfliesZKJournaleofeGeneraleVirologyXK2013XKkfXKcjdiYcjfb4.9 48

(2013-2013)

15



78 TheKmechanismKofKtheKamidaseslKmutatingKtheKglutamateKadjacentKtoKtheKcatalyticKtriadKinactivatesK
theKenzymeKdueKtoKsubstrateKmispositioningZKJournaleofeBiologicaleChemistryXK2013XKdjjXKdjgcfYde 5.4 22

77
NovelKssvNsKvirusKrecoveredKfromKestuarineK olluscKTsmphibolaKcrenataUKwhoseKreplicationK
associatedKproteinKTRepUKsharesKsimilaritiesKwithKRepYlikeKsequencesKofKbacterialKoriginZKJournaleofe
GeneraleVirologyXK2013XKkfXKccbfYcccb

4.9 18

76
 etagenomicKidentificationKofKaKnodavirusKandKaKcircularKssvNsKvirusKinKsemiYpurifiedKviralKnucleicK
acidsKfromKtheKhepatopancreasKofKhealthyKxarfantepenaeusKduorarumKshrimpZKDiseaseseofeAquatice
OrganismsXK2013XKcbgXKdeiYfd

1.7 24

75 éaspalumKstriateKmosaicKviruslKanKsustralianKmastrevirusKfromKéaspalumKdilatatumZKArchiveseofe
VirologyXK2012XKcgiXKckeYi 2.6 4

74  olecularKcharacterisationKofKanKavihepadnavirusKisolatedKfromKésittaculaKkrameriKTringYneckedK
parrotUZKArchiveseofeVirologyXK2012XKcgiXKgjgYkb 2.6 21

73 viverseKcircularKssvNsKvirusesKdiscoveredKinKdragonfliesKTÅdonatalKwpiproctaUZKJournaleofeGenerale
VirologyXK2012XKkeXKdhhjYdhjc 4.9 140

72 sKnovelKmaizeYinfectingKmastrevirusKfromK–aKRˆ'unionKIslandZKArchiveseofeVirologyXK2012XKcgiXKchciYdc 2.6 8

71  olecularKcharacterisationKofKbeakKandKfeatherKdiseaseKvirusKTtxvVUKinKNewKZealandKandKitsK
implicationsKforKmanagingKanKinfectiousKdiseaseZKArchiveseofeVirologyXK2012XKcgiXKchgcYhe 2.6 46

70 sustralianKmonocotYinfectingKmastrevirusKdiversityKrivalsKthatKinKsfricaZKViruseResearchXK2012XKchkXKcdiYeh6.4 16

69  olecularKcharacterisationKofKdicotYinfectingKmastrevirusesKfromKsustraliaZKViruseResearchXK2012XK
chhXKceYdd 6.4 33

68  olecularKcharacterisationKofKaKnovelKcassavaKassociatedKcircularKssvNsKvirusZKViruseResearchXK2012XK
chhXKcebYg 6.4 49

67 sdaptiveKevolutionKbyKrecombinationKisKnotKassociatedKwithKincreasedKmutationKratesKinK aizeK
streakKvirusZKBMCeEvolutionaryeBiologyXK2012XKcdXKdgd 3 5

66
wastKsfricanKcassavaKmosaicYlikeKvirusesKfromKsfricaKtoKIndianKoceanKislandslKmolecularKdiversityXK
evolutionaryKhistoryKandKgeographicalKdisseminationKofKaKbipartiteKbegomovirusZKBMCeEvolutionarye
BiologyXK2012XKcdXKddj

3 34

65 xurtherKcharacterizationKofKtomatoYinfectingKbegomovirusesKinKtrazilZKArchiveseofeVirologyXK2012XK
cgiXKifiYgd 2.6 30

64 wvidenceKofKinterYcomponentKrecombinationXKintraYcomponentKrecombinationKandKreassortmentKinK
bananaKbunchyKtopKvirusZKJournaleofeGeneraleVirologyXK2012XKkeXKccbeYccck 4.9 33

63 wvidenceKofKmultipleKintroductionsKofKbeakKandKfeatherKdiseaseKvirusKintoKtheKéacificKislandsKofK
NouvelleYualedonieKTNewKualedoniaUZKJournaleofeGeneraleVirologyXK2012XKkeXKdfhhYdfid 4.9 21

62 ÅccurrenceKofKtheKIsraelKstrainKofKTomatoKyellowKleafKcurlKvirusKinKNewKualedoniaKandK–oyaltyK
IslandsZKNeweDiseaseeReportsXK2012XKdgXKhYh 1.3 3

61 ReconstructingKtheKhistoryKofKmaizeKstreakKvirusKstrainKaKdispersalKtoKrevealKdiversificationKhotKspotsK
andKitsKoriginKinKsouthernKsfricaZKJournaleofeVirologyXK2011XKjgXKkhdeYeh 6.6 52
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60 RecombinationKinKeukaryoticKsingleKstrandedKvNsKvirusesZKVirusesXK2011XKeXKchkkYiej 6.2 141

59 RecombinationKhotspotsKandKhostKsusceptibilityKmodulateKtheKadaptiveKvalueKofKrecombinationK
duringKmaizeKstreakKvirusKevolutionZKBMCeEvolutionaryeBiologyXK2011XKccXKegb 3 13

58 uharacterisationKofKpotatoKvirusKYKisolatesKfromKIranZKViruseGenesXK2011XKfdXKcdjYfb 2.3 12

57 snalysisKofKIranianKéotatoKvirusKSKisolatesZKViruseGenesXK2011XKfeXKdjcYj 2.3 16

56 tromusKcatharticusKstriateKmosaicKviruslKaKnewKmastrevirusKinfectingKtromusKcatharticusKfromK
sustraliaZKArchiveseofeVirologyXK2011XKcghXKeegYfc 2.6 6

55 RecombinationKpatternsKinKdicotYinfectingKmastrevirusesKmirrorKthoseKfoundKinKmonocotYinfectingK
mastrevirusesZKArchiveseofeVirologyXK2011XKcghXKcfheYk 2.6 11

54 wragrostisKminorKstreakKviruslKanKssianKstreakKvirusKinKsfricaZKArchiveseofeVirologyXK2011XKcghXKcdkkYebe 2.6 8

53 uompleteKgenomeKsequenceKofKaKdahliaKcommonKmosaicKvirusKisolateKfromKNewKZealandZKArchiveseofe
VirologyXK2011XKcghXKddkiYebc 2.6 3

52 ThreeYdimensionalKreconstructionKofKzeterocapsaKcircularisquamaKRNsKvirusKbyKelectronK
cryoYmicroscopyZKJournaleofeGeneraleVirologyXK2011XKkdXKckhbYckib 4.9 10

51 vevelopmentKofKphozKasKaKnovelKsignatureKgeneKforKassessingKmarineKphageKdiversityZKAppliedeande
EnvironmentaleMicrobiologyXK2011XKiiXKiiebYk 4.8 76

50 ylobalKgeneticKdiversityKandKgeographicalKandKhostYspeciesKdistributionKofKbeakKandKfeatherKdiseaseK
virusKisolatesZKJournaleofeGeneraleVirologyXK2011XKkdXKigdYhi 4.9 63

49 uomplexKrecombinationKpatternsKarisingKduringKgeminivirusKcoinfectionsKpreserveKandKdemarcateK
biologicallyKimportantKintraYgenomeKinteractionKnetworksZKPLoSePathogensXK2011XKiXKecbbddbe 7.6 65

48 vragonflyKcyclovirusXKaKnovelKsingleYstrandedKvNsKvirusKdiscoveredKinKdragonfliesKTÅdonatalK
snisopteraUZKJournaleofeGeneraleVirologyXK2011XKkdXKcebdYcebj 4.9 88

47  aizeKstreakKviruslKanKoldKandKcomplexKSemergingSKpathogenZKMolecularePlantePathologyXK2010XKccXKcYcd 5.7 89

46 IdentificationKofKéhytoplasmasKsssociatedKwithKuultivatedKandKÅrnamentalKélantsKinK’ermanK
érovinceXKIranZKJournaleofePhytopathologyXK2010XKcgjXKiceYidb 1.8 21

45 ReplicativeKintermediatesKofKmaizeKstreakKvirusKfoundKduringKleafKdevelopmentZKJournaleofeGenerale
VirologyXK2010XKkcXKcbiiYjc 4.9 23

44 TheKspreadKofKtomatoKyellowKleafKcurlKvirusKfromKtheK iddleKwastKtoKtheKworldZKPLoSePathogensXK
2010XKhXKecbbcchf 7.6 197

43 TurnipKcurlyKtopKvirusXKaKhighlyKdivergentKgeminivirusKinfectingKturnipKinKIranZKViruseResearchXK2010XK
cgdXKchkYig 6.4 43

(2010-2011)
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42 StructuralKandKbiochemicalKcharacterizationKofKaKnitrilaseKfromKtheKthermophilicKbacteriumXK
yeobacillusKpallidusKRsécjZKAppliedeMicrobiologyeandeBiotechnologyXK2010XKjjXKcfeYge 5.7 19

41 sKuniqueKisolateKofKbeakKandKfeatherKdiseaseKvirusKisolatedKfromKbudgerigarsKT elopsittacusK
undulatusUKinKSouthKsfricaZKArchiveseofeVirologyXK2010XKcggXKfegYk 2.6 18

40 sKnewKisolateKofKbeakKandKfeatherKdiseaseKvirusKfromKendemicKwildKredYfrontedKparakeetsK
TuyanoramphusKnovaezelandiaeUKinKNewKZealandZKArchiveseofeVirologyXK2010XKcggXKhceYdb 2.6 24

39 sKnovelKspeciesKofKmastrevirusKTfamilyKyeminiviridaeUKisolatedKfromKvigitariaKdidactylaKgrassKfromK
sustraliaZKArchiveseofeVirologyXK2010XKcggXKcgdkYef 2.6 6

38 sKunicellularKalgalKvirusXKwmilianiaKhuxleyiKvirusKjhXKexploitsKanKanimalYlikeKinfectionKstrategyZKJournale
ofeGeneraleVirologyXK2009XKkbXKdebhYch 4.9 90

37 RapidKhostKadaptationKbyKextensiveKrecombinationZKJournaleofeGeneraleVirologyXK2009XKkbXKiefYifh 4.9 78

36 vatingKtheKoriginsKofKtheKmaizeYadaptedKstrainKofKmaizeKstreakKvirusXK SVYsZKJournaleofeGenerale
VirologyXK2009XKkbXKebhhYebif 4.9 46

35 uompleteKgenomicKsequencesKofKTomatoKyellowKleafKcurlK aliKvirusKisolatesKinfectingKtomatoKandK
pepperKfromKtheKNorthKérovinceKofKuameroonZKArchiveseofeVirologyXK2009XKcgfXKgegYfb 2.6 11

34 uompleteKsequencesKofKtomatoKleafKcurlKéalampurKvirusKisolatesKinfectingKcucurbitsKinKIranZKArchivese
ofeVirologyXK2009XKcgfXKcbcgYj 2.6 24

33 sKnovelKsugarcaneYinfectingKmastrevirusKfromKSouthKsfricaZKArchiveseofeVirologyXK2009XKcgfXKchkkYibe 2.6 12

32 yeneticKdiversityKandKdistributionKofKtomatoYinfectingKbegomovirusesKinKIranZKViruseGenesXK2009XKejXKeccYk2.3 26

31 wxperimentalKevidenceKindicatingKthatKmastrevirusesKprobablyKdidKnotKcoYdivergeKwithKtheirKhostsZK
VirologyeJournalXK2009XKhXKcbf 6.1 47

30 uomparativeKanalysisKofKéanicumKstreakKvirusKandK aizeKstreakKvirusKdiversityXKrecombinationK
patternsKandKphylogeographyZKVirologyeJournalXK2009XKhXKckf 6.1 24

29 sKhighlyKdivergentKSouthKsfricanKgeminivirusKspeciesKilluminatesKtheKancientKevolutionaryKhistoryKofK
thisKfamilyZKVirologyeJournalXK2009XKhXKeh 6.1 62

28 WidelyKconservedKrecombinationKpatternsKamongKsingleYstrandedKvNsKvirusesZKJournaleofeVirologyXK
2009XKjeXKdhkiYibi 6.6 186

27 sKprotocolKforKtheKrapidKisolationKofKfullKgeminivirusKgenomesKfromKdriedKplantKtissueZKJournaleofe
VirologicaleMethodsXK2008XKcfkXKkiYcbd 2.6 98

26 wxperimentalKobservationsKofKrapidK aizeKstreakKvirusKevolutionKrevealKaKstrandYspecificKnucleotideK
substitutionKbiasZKVirologyeJournalXK2008XKgXKcbf 6.1 48

25 NovelKsugarcaneKstreakKandKSugarcaneKstreakKRˆ'unionKmastrevirusesKfromKsouthernKsfricaKandK–aK
Rˆ'unionZKArchiveseofeVirologyXK2008XKcgeXKhbgYk 2.6 18
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24 éanicumKstreakKvirusKdiversityKisKsimilarKtoKthatKobservedKforKmaizeKstreakKvirusZKArchiveseofeVirologyXK
2008XKcgeXKhbcYf 2.6 22

23
snKinvestigationKintoKtheKuseKofKhumanKpapillomavirusKtypeKchKvirusYlikeKparticlesKasKaKdeliveryK
vectorKsystemKforKforeignKproteinslKNYKandKuYterminalKfusionKofKyxéKtoKtheK–cKandK–dKcapsidK
proteinsZKArchiveseofeVirologyXK2008XKcgeXKgjgYk

2.6 12

22 sKnewKsfricanKstreakKvirusKspeciesKfromKNigeriaZKArchiveseofeVirologyXK2008XKcgeXKcfbiYcb 2.6 12

21 SixKnovelKbegomovirusesKinfectingKtomatoKandKassociatedKweedsKinKSoutheasternKtrazilZKArchiveseofe
VirologyXK2008XKcgeXKckjgYk 2.6 73

20 xirstKReportKofK aizeKstreakKvirusKxieldKInfectionKofKSugarcaneKinKSouthKsfricaZKPlanteDiseaseXK2008XK
kdXKkjd 1.5 9

19 RecombinationXKdecreasedKhostKspecificityKandKincreasedKmobilityKmayKhaveKdrivenKtheKemergenceK
ofKmaizeKstreakKvirusKasKanKagriculturalKpathogenZKJournaleofeGeneraleVirologyXK2008XKjkXKdbheYdbif 4.9 107

18 éostYtranslationalKcleavageKofKrecombinantlyKexpressedKnitrilaseKfromKRhodococcusKrhodochrousK‘cK
yieldsKaKstableXKactiveKhelicalKformZKFEBSeJournalXK2007XKdifXKdbkkYcbj 5.7 58

17
SuccessfulKapplicationKofKxTsKulassicKuardKtechnologyKandKuseKofKbacteriophageKphidkKvNsK
polymeraseKforKlargeYscaleKfieldKsamplingKandKcloningKofKcompleteKmaizeKstreakKvirusKgenomesZK
JournaleofeVirologicaleMethodsXK2007XKcfbXKcbbYg

2.6 60

16 yeneticKanalysisKofKmaizeKstreakKvirusKisolatesKfromKUgandaKrevealsKwidespreadKdistributionKofKaK
recombinantKvariantZKJournaleofeGeneraleVirologyXK2007XKjjXKecgfYechg 4.9 50

15 tegomovirusKSmeltingKpotSKinKtheKsouthYwestKIndianKÅceanKislandslKmolecularKdiversityKandK
evolutionKthroughKrecombinationZKJournaleofeGeneraleVirologyXK2007XKjjXKefgjYefhj 4.9 140

14 zIVKtypeKcKsubtypeKuKgagKandKnefKdiversityKinKSouthernKsfricaZKAIDSeResearcheandeHumane
RetrovirusesXK2007XKdeXKfiiYjc 1.6 18

13 wvidenceKofKancientKpapillomavirusKrecombinationZKJournaleofeGeneraleVirologyXK2006XKjiXKdgdiYdgec 4.9 56

12 élantYproducedKcottontailKrabbitKpapillomavirusK–cKproteinKprotectsKagainstKtumorKchallengelKaK
proofYofYconceptKstudyZKVaccineeJournalXK2006XKceXKjfgYge 46

11 RecombinationKpatternsKinKaphthovirusesKmirrorKthoseKfoundKinKotherKpicornavirusesZKJournaleofe
VirologyXK2006XKjbXKccjdiYed 6.6 234

10 RestorationKofKnativeKfoldingKofKsingleYstrandedKvNsKsequencesKthroughKreverseKmutationslKanK
indicationKofKaKnewKepigeneticKmechanismZKArchiveseofeBiochemistryeandeBiophysicsXK2006XKfgeXKcbjYdd 4.1 20

9 TransientKexpressionKofKzumanKpapillomavirusKtypeKchK–cKproteinKinKNicotianaKbenthamianaKusingK
anKinfectiousKtobamovirusKvectorZKViruseResearchXK2006XKcdbXKkcYh 6.4 52

8 sKdeletionKandKpointKmutationKstudyKofKtheKhumanKpapillomavirusKtypeKchKmajorKcapsidKgeneZKViruse
ResearchXK2006XKcddXKcgfYhe 6.4 25

7 wxpressionKofKzumanKpapillomavirusKtypeKchKmajorKcapsidKproteinKinKtransgenicKNicotianaKtabacumK
cvZKXanthiZKArchiveseofeVirologyXK2003XKcfjXKciicYjh 2.6 71

(2003-2008)

19



6 uhimericKhumanKpapillomavirusKtypeKchKTzéVYchUK–cKparticlesKpresentingKtheKcommonKneutralizingK
epitopeKforKtheK–dKminorKcapsidKproteinKofKzéVYhKandKzéVYchZKJournaleofeVirologyXK2003XKiiXKjejhYke 6.6 68

5 xirstKreportKofKappleKhammerheadKviroidKinfectingKâ��RicharedKveliciousâ��KappleKT alusKdomesticaUKinK
TunisiaZKJournaleofePlantePathologyXc 1 0

4 UnveilingKurucivirusKviversityKbyK iningK etagenomicKvata 1

3 VIRIvIuKâ��KaKnovelKtoolKtoKcalculateKtheKintergenomicKsimilaritiesKofKprokaryoteYinfectingKviruses 16

2 viscoveryKofKseveralKthousandKhighlyKdiverseKcircularKvNsKviruses 5

1 crsssphageKabundanceKandKgenomicKselectiveKpressureKcorrelateKwithKalteredKbacterialKabundanceK
inKtheKfecalKmicrobiotaKofKSouthKsfricanKmotherYinfantKdyads 2
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