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l Paper IF Citations

166 yNvMMethylationMinMNewbornsMandMMaternalMSmokingMinMPregnancyoMωenomebwideMxonsortiumM
MetabanalysiscMAmericandJournaldofdHumandGeneticsaM2016aMnmaMkmebnk 11 489

165 HistoneMacetylationMbyMTrrapbTipkeMmodulatesMloadingMofMrepairMproteinsMandMrepairMofMyNvM
doublebstrandMbreakscMNaturedCelldBiologyaM2006aMmaMnfbn 23.4 465

164 zpigeneticMSignaturesMofMxigaretteMSmokingcMCirculation:dCardiovasculardGeneticsaM2016aMnaMihkbiil 442

163 zpigeneticMinterplayMbetweenMhistoneMmodificationsMandMyNvMmethylationMinMgeneMsilencingcM
MutationdResearchdsdReviewsdindMutationdResearchaM2008aMkjnaMiebm 7 425

162 MiceMlackingMtheMpolyUvyPbriboseVMpolymeraseMgeneMareMresistantMtoMpancreaticMbetabcellM
destructionMandMdiabetesMdevelopmentMinducedMbyMstreptozocincMNaturedMedicineaM1999aMjaMhfibn 50.5 324

161 zpigeneticsMandMcanceroMtowardsManMevaluationMofMtheMimpactMofMenvironmentalMandMdietaryMfactorscM
MutagenesisaM2007aMggaMnfbfeh 2.8 271

160 βailureMofMpolyUvyPbriboseVMpolymeraseMcleavageMbyMcaspasesMleadsMtoMinductionMofMnecrosisMandM
enhancedMapoptosiscMMoleculardanddCellulardBiologyaM1999aMfnaMjfgibhh 4.8 197

159
QuantitativeManalysisMofMyNvMmethylationMprofilesMinMlungMcancerMidentifiesMaberrantMyNvM
methylationMofMspecificMgenesMandMitsMassociationMwithMgenderMandMcancerMriskMfactorscMCancerd
ResearchaM2009aMknaMgihbjg

10.1 193

158 ParthenolideoMfromMplantMshootsMtoMcancerMrootscMDrugdDiscoverydTodayaM2013aMfmaMmnibnej 8.8 192

157 zpigeneticMmechanismsMandMcanceroManMinterfaceMbetweenMtheMenvironmentMandMtheMgenomecM
EpigeneticsaM2011aMkaMmeibfn 5.7 174

156 HepatocellularMcarcinomaMdisplaysMdistinctMyNvMmethylationMsignaturesMwithMpotentialMasMclinicalM
predictorscMPLoSdONEaM2010aMjaMenlin 3.7 156

155
MaternalMwMIMatMtheMstartMofMpregnancyMandMoffspringMepigenomebwideMyNvMmethylationoMfindingsM
fromMtheMpregnancyMandMchildhoodMepigeneticsMUPvxzVMconsortiumcMHumandMoleculardGeneticsaM2017aM
gkaMieklbiemj

5.6 151

154 HistoneMmodificationsMandMcancercMAdvancesdindGeneticsaM2010aMleaMjlbmj 3.3 147

153 yepletionMofMtheMffebkilodaltonMisoformMofMpolyUvyPbriboseVMglycohydrolaseMincreasesMsensitivityMtoM
genotoxicMandMendotoxicMstressMinMmicecMMoleculardanddCellulardBiologyaM2004aMgiaMlfkhblm 4.8 146

152 TobaccoMsmokingbassociatedMgenomebwideMyNvMmethylationMchangesMinMtheMzPIxMstudycM
EpigenomicsaM2016aMmaMjnnbkfm 4.4 145

151 MeasuringMtheMexposomeoMaMpowerfulMbasisMforMevaluatingMenvironmentalMexposuresMandMcancerMriskcM
EnvironmentaldanddMoleculardMutagenesisaM2013aMjiaMimebnn 3.2 142

150 PRbSetlbdependentMlysineMmethylationMensuresMgenomeMreplicationMandMstabilityMthroughMSMphasecM
JournaldofdCelldBiologyaM2007aMflnaMfifhbgk 7.3 138
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149 ωeneticMandMepigeneticMalterationsMasMbiomarkersMforMcancerMdetectionaMdiagnosisMandMprognosiscM
MoleculardOncologyaM2007aMfaMgkbif 7.9 134

148 zpigeneticMmechanismsMinMhepatocellularMcarcinomaoMhowMenvironmentalMfactorsMinfluenceMtheM
epigenomecMMutationdResearchdsdReviewsdindMutationdResearchaM2011aMlglaMjjbkf 7 133

147 vnMessentialMfunctionMforMNwSfMinMtheMpreventionMofMataxiaMandMcerebellarMdefectscMNaturedMedicineaM
2005aMffaMjhmbii 50.5 133

146 vberrantMyNvMmethylationMdistinguishesMhepatocellularMcarcinomaMassociatedMwithMHwVMandMHxVM
infectionMandMalcoholMintakecMJournaldofdHepatologyaM2011aMjiaMlejbfj 13.4 127

145 IndependentMgenomewideMscreensMidentifyMtheMtumorMsuppressorMVTRNvgbfMasMaMhumanMepialleleM
responsiveMtoMpericonceptionalMenvironmentcMGenomedBiologyaM2015aMfkaMffm 18.3 119

144 zpigeneticMdriversMandMgeneticMpassengersMonMtheMroadMtoMcancercMMutationdResearchdsdFundamentald
anddMoleculardMechanismsdofdMutagenesisaM2008aMkigaMfbfh 3.3 114

143
ModulationMofMyNvMmethylationMstatesMandMinfantMimmuneMsystemMbyMdietaryMsupplementationMwithM
ˇ�bhMPUβvMduringMpregnancyMinManMinterventionMstudycMAmericandJournaldofdClinicaldNutritionaM2013aM
nmaMimebl

7 108

142 yisruptionMofMTrrapMcausesMearlyMembryonicMlethalityMandMdefectsMinMcellMcycleMprogressioncMNatured
GeneticsaM2001aMgnaMgekbff 36.3 106

141 yNvMmethylomeManalysisMidentifiesMacceleratedMepigeneticMageingMassociatedMwithMpostmenopausalM
breastMcancerMsusceptibilitycMEuropeandJournaldofdCanceraM2017aMljaMgnnbhel 7.5 104

140 xomparisonsMofMmicroRNvMpatternsMinMplasmaMbeforeMandMafterMtumorMremovalMrevealMnewM
biomarkersMofMlungMsquamousMcellMcarcinomacMPLoSdONEaM2013aMmaMelmkin 3.7 99

139 NbnMheterozygosityMrendersMmiceMsusceptibleMtoMtumorMformationMandMionizingMradiationbinducedM
tumorigenesiscMCancerdResearchaM2003aMkhaMlgkhbn 10.1 94

138 TransformingMepidemiologyMforMgfstMcenturyMmedicineMandMpublicMhealthcMCancerdEpidemiologyd
BiomarkersdanddPreventionaM2013aMggaMjembfk 4 83

137 yietaryMsupplementationMwithMpolyunsaturatedMfattyMacidMduringMpregnancyMmodulatesMyNvM
methylationMatMIωβgdHfnMimprintedMgenesMandMgrowthMofMinfantscMPhysiologicaldGenomicsaM2014aMikaMmjfbl3.6 82

136 TowardsMincorporatingMepigeneticMmechanismsMintoMcarcinogenMidentificationMandMevaluationcM
CarcinogenesisaM2013aMhiaMfnjjbkl 4.6 70

135 MammalianMInomeMmediatesMdoublebstrandMbreakMrepairMthroughMitsMroleMinMyNvMendMstrandM
resectioncMMoleculardanddCellulardBiologyaM2011aMhfaMilhjbij 4.8 70

134 xonditionalMdeletionMofMNbsfMinMmurineMcellsMrevealsMitsMroleMinMbranchingMrepairMpathwaysMofMyNvM
doublebstrandMbreakscMEMBOdJournalaM2006aMgjaMjjglbhm 13 70

133 zxposureMtoMaflatoxinMwfMinMuteroMisMassociatedMwithMyNvMmethylationMinMwhiteMbloodMcellsMofMinfantsM
inMTheMωambiacMInternationaldJournaldofdEpidemiologyaM2015aMiiaMfghmbim 7.8 69

132 yNvMmethylationMinMperipheralMbloodMmeasuredMbyMLUMvMisMassociatedMwithMbreastMcancerMinMaM
populationbbasedMstudycMFASEBdJournalaM2012aMgkaMgkjlbkk 0.9 69
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131 HumanMmitochondrialMyNvMisMextensivelyMmethylatedMinMaMnonbxpωMcontextcMNucleicdAcidsdResearchaM
2019aMilaMfeelgbfeemj 20.1 68

130 PersonalizedMearlyMdetectionMandMpreventionMofMbreastMcanceroMzNVISIONMconsensusMstatementcM
NaturedReviewsdClinicaldOncologyaM2020aMflaMkmlblej 19.4 64

129 OncogenicMmicroRNvsMUOncomiRsVMasMaMnewMclassMofMcancerMbiomarkerscMBioEssaysaM2010aMhgaMmnibnei 4.1 64

128 yependenceMreceptorMTrkxMisMaMputativeMcolonMcancerMtumorMsuppressorcMProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaaM2013aMffeaMheflbgg 11.5 63

127
TheMtranscriptionalMhistoneMacetyltransferaseMcofactorMTRRvPMassociatesMwithMtheMMRNMrepairM
complexMandMplaysMaMroleMinMyNvMdoublebstrandMbreakMrepaircMMoleculardanddCellulardBiologyaM2006aM
gkaMiegbfg

4.8 63

126 xohortMProfileoMPregnancyMvndMxhildhoodMzpigeneticsMUPvxzVMxonsortiumcMInternationaldJournaldofd
EpidemiologyaM2018aMilaMggbghu 7.8 62

125 yeletionMofMtheMnuclearMisoformMofMpolyUvyPbriboseVMglycohydrolaseMUPvRωVMrevealsMitsMfunctionMinM
yNvMrepairaMgenomicMstabilityMandMtumorigenesiscMCarcinogenesisaM2010aMhfaMgejmbkj 4.6 61

124 HistoneMacetylationMandMchromatinMsignatureMinMstemMcellMidentityMandMcancercMMutationdResearchdsd
FundamentaldanddMoleculardMechanismsdofdMutagenesisaM2008aMkhlaMfbfj 3.3 61

123
OxidativeMstressMandMinflammationMmediateMtheMeffectMofMairMpollutionMonMcardiobMandM
cerebrovascularMdiseaseoMvMprospectiveMstudyMinMnonsmokerscMEnvironmentaldanddMoleculard
MutagenesisaM2018aMjnaMghibgik

3.2 61

122 IdentificationMofMnovelMlongMnonbcodingMRNvsMderegulatedMinMhepatocellularMcarcinomaMusingM
RNvbsequencingcMOncotargetaM2016aMlaMhfmkgbll 3.3 60

121 vberrantMyNvMmethylationMlinksMcancerMsusceptibilityMlocusMfjqgjcfMtoMapoptoticMregulationMandM
lungMcancercMCancerdResearchaM2010aMleaMgllnbmm 10.1 59

120 MethylomeManalysisMrevealsMJakbSTvTMpathwayMderegulationMinMputativeMbreastMcancerMstemMcellscM
EpigeneticsaM2011aMkaMigmbhn 5.7 59

119 TheMβanconiManemiaMgroupMvMproteinMmodulatesMhomologousMrepairMofMyNvMdoublebstrandMbreaksMinM
mammalianMcellscMCarcinogenesisaM2005aMgkaMflhfbie 4.6 59

118 vberrantMyNvMmethylationMofMcancerbassociatedMgenesMinMgastricMcancerMinMtheMzuropeanM
ProspectiveMInvestigationMintoMxancerMandMNutritionMUzPIxbzURωvSTVcMCancerdLettersaM2011aMhffaMmjbnj 9.9 56

117 vnMinducibleMnullMmutantMmurineMmodelMofMNijmegenMbreakageMsyndromeMprovesMtheMessentialM
functionMofMNwSfMinMchromosomalMstabilityMandMcellMviabilitycMHumandMoleculardGeneticsaM2004aMfhaMghmjbnl5.6 56

116 yecipheringMtheMepigeneticMcodeoManMoverviewMofMyNvMmethylationManalysisMmethodscMAntioxidantsd
anddRedoxdSignalingaM2013aMfmaMfnlgbmk 8.4 54

115 zpigeneticMinformationMinMchromatinoMtheMcodeMofMentryMforMyNvMrepaircMCelldCycleaM2006aMjaMknkblef 4.7 52

114 yNvMmethylationMchangesMassociatedMwithMcancerMriskMfactorsMandMbloodMlevelsMofMvitaminM
metabolitesMinMaMprospectiveMstudycMEpigeneticsaM2011aMkaMfnjbgef 5.7 51
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113 PerturbationMofMmetabolicMpathwaysMmediatesMtheMassociationMofMairMpollutantsMwithMasthmaMandM
cardiovascularMdiseasescMEnvironmentdInternationalaM2018aMffnaMhhibhij 12.9 49

112 QuantitativeManalysisMofMyNvMmethylationMafterMwholeMbisulfitomeMamplificationMofMaMminuteM
amountMofMyNvMfromMbodyMfluidscMEpigeneticsaM2009aMiaMggfbhe 5.7 48

111 RoadmapMforMinvestigatingMepigenomeMderegulationMandMenvironmentalMoriginsMofMcancercM
InternationaldJournaldofdCanceraM2018aMfigaMmlibmmg 7.5 46

110 yNvMmethylationMandMcanceroMghostsMandMangelsMaboveMtheMgenescMCurrentdOpiniondindOncologyaM2011
aMghaMknblk 4.2 46

109 yNvMmethylationMofMhepatitisMwMvirusMUHwVVMgenomeMassociatedMwithMtheMdevelopmentMofM
hepatocellularMcarcinomaMandMoccultMHwVMinfectioncMJournaldofdInfectiousdDiseasesaM2010aMgegaMleebi 7 46

108 MaternalMωestationalMyiabetesMMellitusMandMNewbornMyNvMMethylationoMβindingsMβromMtheM
PregnancyMandMxhildhoodMzpigeneticsMxonsortiumcMDiabetesdCareaM2020aMihaMnmbfej 14.6 45

107 HvTMcofactorMTrrapMregulatesMtheMmitoticMcheckpointMbyMmodulationMofMMadfMandMMadgMexpressioncM
EMBOdJournalaM2004aMghaMimgibhi 13 44

106 xhromatinMstructureMinMdoubleMstrandMbreakMrepaircMDNAdRepairaM2013aMfgaMmeebfe 4.3 43

105 UniqueMyNvMmethylationMsignatureMinMHPVbpositiveMheadMandMneckMsquamousMcellMcarcinomascM
GenomedMedicineaM2017aMnaMhh 14.4 43

104 IdentificationMofMaMyNvMmethylomeMsignatureMofMesophagealMsquamousMcellMcarcinomaMandMpotentialM
epigeneticMbiomarkerscMEpigeneticsaM2011aMkaMfgflbgl 5.7 43

103 MolecularMlandscapeMofMesophagealMcanceroMimplicationsMforMearlyMdetectionMandMpersonalizedM
therapycMAnnalsdofdthedNewdYorkdAcademydofdSciencesaM2018aMfihiaMhigbhjn 6.5 40

102 zpigeneticMsilencingMofMsβRPfMactivatesMtheMcanonicalMWntMpathwayMandMcontributesMtoMincreasedM
cellMgrowthMandMproliferationMinMhepatocellularMcarcinomacMTumordBiologyaM2012aMhhaMhgjbhk 2.9 39

101 NoncleavableMpolyUvyPbriboseVMpolymerasebfMregulatesMtheMinflammationMresponseMinMmicecMJournald
ofdClinicaldInvestigationaM2004aMffiaMfelgbmf 15.9 38

100 yNvMdemethylatingMagentsMandMepigeneticMtherapyMofMcancercMAdvancesdindGeneticsaM2010aMleaMhglbie 3.3 37

99 TargetedMdeepMsequencingMofMplasmaMcirculatingMcellbfreeMyNvMrevealsMVimentinMandMβibulinMfMasM
potentialMepigeneticMbiomarkersMforMhepatocellularMcarcinomacMPLoSdONEaM2017aMfgaMeefligkj 3.7 37

98 TargetedMdeepMyNvMmethylationManalysisMofMcirculatingMcellbfreeMyNvMinMplasmaMusingMmassivelyM
parallelMsemiconductorMsequencingcMEpigenomicsaM2015aMlaMhjhbkg 4.4 36

97
RoleMofMaMpolyphenolbenrichedMpreparationMonMchemopreventionMofMmammaryMcarcinomaMthroughM
cancerMstemMcellsMandMinflammatoryMpathwaysMmodulationcMJournaldofdTranslationaldMedicineaM2016aM
fiaMfh

8.5 36

96 MethylationMpatternsMinMsentinelMgenesMinMperipheralMbloodMcellsMofMheavyMsmokersoMInfluenceMofM
cruciferousMvegetablesMinManMinterventionMstudycMEpigeneticsaM2011aMkaMfffibn 5.7 36

(2011-2018)
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95 vcuteMchangesMinMyNvMmethylationMinMrelationMtoMgiMhMpersonalMairMpollutionMexposureM
measurementsoMvMpanelMstudyMinMfourMzuropeanMcountriescMEnvironmentdInternationalaM2018aMfgeaMffbgf 12.9 35

94 TrrapbdependentMhistoneMacetylationMspecificallyMregulatesMcellbcycleMgeneMtranscriptionMtoMcontrolM
neuralMprogenitorMfateMdecisionscMCelldStemdCellaM2014aMfiaMkhgbih 18 35

93 βromMhepatitisMtoMhepatocellularMcarcinomaoMaMproposedMmodelMforMcrossbtalkMbetweenMinflammationM
andMepigeneticMmechanismscMGenomedMedicineaM2012aMiaMm 14.4 35

92 PrognosticMxlassifierMwasedMonMωenomebWideMyNvMMethylationMProfilingMinMWellbyifferentiatedM
ThyroidMTumorscMJournaldofdClinicaldEndocrinologydanddMetabolismaM2017aMfegaMiemnbienn 5.6 33

91 ωenomebwideMmethylationMandMtranscriptomeManalysisMinMpenileMcarcinomaoMuncoveringMnewM
molecularMmarkerscMClinicaldEpigeneticsaM2015aMlaMik 7.7 32

90 vsbestosbassociatedMgenomebwideMyNvMmethylationMchangesMinMlungMcancercMInternationaldJournald
ofdCanceraM2017aMfifaMgefibgegn 7.5 32

89 zpigeneticMsilencingMofMHNβfvMassociatesMwithMchangesMinMtheMcompositionMofMtheMhumanMplasmaM
NbglycomecMEpigeneticsaM2012aMlaMfkiblg 5.7 31

88 TheMImpactMofMvirMPollutionMonMOurMzpigenomeoMHowMβarMIsMtheMzvidencetMUvMSystematicMReviewVcM
CurrentdEnvironmentaldHealthdReportsaM2018aMjaMjiibjlm 6.5 31

87 xHRNvjMasMnegativeMregulatorMofMnicotineMsignalingMinMnormalMandMcancerMbronchialMcellsoMeffectsMonM
motilityaMmigrationMandMpkhMexpressioncMCarcinogenesisaM2011aMhgaMfhmmbnj 4.6 29

86
ωenomebWideMyNvMMethylationMinMPeripheralMwloodMandMLongbTermMzxposureMtoMSourcebSpecificM
TransportationMNoiseMandMvirMPollutionoMTheMSvPvLyIvMStudycMEnvironmentaldHealthdPerspectivesaM
2020aMfgmaMkleeh

8.4 28

85 QuantitativeMdetectionMofMyNvMmethylationMstatesMinMminuteMamountsMofMyNvMfromMbodyMfluidscM
MethodsaM2010aMjgaMgigbl 4.6 28

84 xhallengesMandMopportunitiesMinMresearchMonMearlyblifeMeventsdexposuresMandMcancerMdevelopmentM
laterMinMlifecMCancerdCausesdanddControlaM2012aMghaMnmhbne 2.8 27

83 TheMPromisesMandMxhallengesMofMToxicobzpigenomicsoMznvironmentalMxhemicalsMandMTheirMImpactsM
onMtheMzpigenomecMEnvironmentaldHealthdPerspectivesaM2020aMfgmaMfjeef 8.4 26

82 ShapingMchromatinMforMrepaircMMutationdResearchdsdReviewsdindMutationdResearchaM2013aMljgaMijbke 7 26

81 TranslationalMcancerMresearchoMbalancingMpreventionMandMtreatmentMtoMcombatMcancerMgloballycM
JournaldofdthedNationaldCancerdInstituteaM2015aMfelaMhjh 9.7 26

80 MethylomeManalysisMandMepigeneticMchangesMassociatedMwithMmenarchealMagecMPLoSdONEaM2013aMmaMelnhnf3.7 26

79 InactivationMofMtheMputativeMsuppressorMgeneMyOKfMbyMpromoterMhypermethylationMinMprimaryM
humanMcancerscMInternationaldJournaldofdCanceraM2012aMfheaMgimibni 7.5 25

78 xomparisonMofMsmokingbrelatedMyNvMmethylationMbetweenMnewbornsMfromMprenatalMexposureMandM
adultsMfromMpersonalMsmokingcMEpigenomicsaM2019aMffaMfimlbfjee 4.4 24
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77 IntegrativeMgenomicsMidentifiesMgeneMsignatureMassociatedMwithMmelanomaMulcerationcMPLoSdONEaM
2013aMmaMejinjm 3.7 24

76 IntroductionoMepigeneticsMandMcancercMAdvancesdindGeneticsaM2010aMleaMfbgh 3.3 24

75 HistoneMacetyltransferaseMcofactorMTrrapMisMessentialMforMmaintainingMtheMhematopoieticM
stemdprogenitorMcellMpoolcMJournaldofdImmunologyaM2009aMfmhaMkiggbhf 5.3 24

74 HistoneMdeacetylaseMinhibitorsMpotentiateMphotodynamicMtherapyMinMcolonMcancerMcellsMmarkedMbyM
chromatinbmediatedMepigeneticMregulationMofcMClinicaldEpigeneticsaM2017aMnaMkg 7.7 23

73 TzTbxatalyzedMjbHydroxymethylationMPrecedesMHNβivMPromoterMxhoiceMduringMyifferentiationMofM
wipotentMLiverMProgenitorscMStemdCelldReportsaM2017aMnaMgkibglm 8 23

72 RendezbvousMatMmitosisoMTRRvPedMinMtheMchromatincMCelldCycleaM2005aMiaMhmhbl 4.7 22

71 yynamicMimbalanceMbetweenMcancerMcellMsubpopulationsMinducedMbyMtransformingMgrowthMfactorM
betaMUTωβb˛†VMisMassociatedMwithMaMyNvMmethylomeMswitchcMBMCdGenomicsaM2014aMfjaMihj 4.5 21

70 ωermlineMcopyMnumberMvariationMofMgenesMinvolvedMinMchromatinMremodellingMinMfamiliesMsuggestiveM
ofMLibβraumeniMsyndromeMwithMbrainMtumourscMEuropeandJournaldofdHumandGeneticsaM2013aMgfaMfhknblk 5.3 21

69 HistoneMacetyltransferaseMcofactorMTrrapMmaintainsMselfbrenewalMandMrestrictsMdifferentiationMofM
embryonicMstemMcellscMStemdCellsaM2013aMhfaMnlnbnf 5.8 21

68 ωenomebwideManalysisMofMgeneMexpressionMregulatedMbyMtheMHvTMcofactorMTrrapMinMconditionalM
knockoutMcellscMNucleicdAcidsdResearchaM2003aMhfaMleffbgh 20.1 21

67
SocioeconomicMpositionMduringMpregnancyMandMyNvMmethylationMsignaturesMatMthreeMstagesMacrossM
earlyMlifeoMepigenomebwideMassociationMstudiesMinMtheMvLSPvxMbirthMcohortcMInternationaldJournaldofd
EpidemiologyaM2019aMimaMhebii

7.8 21

66 wloodMyNvMmethylationMandMbreastMcancerMriskoMaMmetabanalysisMofMfourMprospectiveMcohortMstudiescM
BreastdCancerdResearchaM2019aMgfaMkg 8.3 20

65 vntagonisticMandMsynergisticMepigeneticMmodulationMusingMorthologousMxRISPRddxasnbbasedM
modularMsystemcMNucleicdAcidsdResearchaM2019aMilaMnkhlbnkjl 20.1 20

64 yNvMmethylationMcharacteristicsMofMprimaryMmelanomasMwithMdistinctMbiologicalMbehaviourcMPLoSd
ONEaM2014aMnaMenkkfg 3.7 20

63 xharacterisingMtheMepigenomeMasMaMkeyMcomponentMofMtheMfetalMexposomeMinMevaluatingMinMuteroM
exposuresMandMchildhoodMcancerMriskcMMutagenesisaM2015aMheaMlhhbig 2.8 19

62 TheMepigenomeMandMcancerMpreventionoMvMcomplexMstoryMofMdietaryMsupplementationcMCancerdLettersaM
2014aMhigaMgljbmi 9.9 18

61 IntensitybdependentMconstitutionalMMLHfMpromoterMmethylationMleadsMtoMearlyMonsetMofMcolorectalM
cancerMbyMaffectingMbothMallelescMGenesdChromosomesdanddCanceraM2011aMjeaMflmbmj 5 18

60 ωenomebwideMprofilingMofMnormalMgastricMmucosaMidentifiesMHelicobacterMpyloribMandM
cancerbassociatedMyNvMmethylomeMchangescMInternationaldJournaldofdCanceraM2018aMfihaMjnlbken 7.5 17

(2018-2013)
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59 yNvMMethylomeMMarksMofMzxposureMtoMParticulateMMatterMatMThreeMTimeMPointsMinMzarlyMLifecM
EnvironmentaldSciencedkamp;dTechnologyaM2018aMjgaMjiglbjihl 10.3 17

58 zpigeneticMMechanismsMasManMInterfaceMwetweenMtheMznvironmentMandMωenomecMAdvancesdind
ExperimentaldMedicinedanddBiologyaM2016aMnehaMhbfj 3.6 17

57 yetectionMofMcancerbspecificMepigenomicMchangesMinMbiofluidsoMpowerfulMtoolsMinMbiomarkerMdiscoveryM
andMapplicationcMMoleculardOncologyaM2012aMkaMleibfj 7.9 17

56 TranscriptionalMregulationMofMtheMhumanMtumorMsuppressorMyOKfMbyMzgβfcMMoleculardanddCellulard
BiologyaM2012aMhgaMimllbne 4.8 17

55 zpsteinbwarrMvirusMdownbregulatesMtumorMsuppressorMyOKfMexpressioncMPLoSdPathogensaM2014aMfeaMefeeifgj7.6 16

54 yNvMmethylationMchangesMassociatedMwithMriskMfactorsMinMtumorsMofMtheMupperMaerodigestiveMtractcM
EpigeneticsaM2012aMlaMglebl 5.7 16

53 zpigeneticMsignaturesMinMcanceroMImplicationsMforMtheMcontrolMofMcancerMinMtheMcliniccMCurrentdOpiniond
indMoleculardTherapeuticsaM2010aMfgaMhfkbgi 16

52 ViralMdrivenMepigeneticMeventsMalterMtheMexpressionMofMcancerbrelatedMgenesMinMzpsteinbwarrbvirusM
naturallyMinfectedMwurkittMlymphomaMcellMlinescMScientificdReportsaM2017aMlaMjmjg 4.9 15

51 zpigeneticMsignaturesMinMstemMcellsMandMcancerMstemMcellscMEpigenomicsaM2009aMfaMgkfbme 4.4 15

50 HvTMcofactorMTRRvPMmediatesMbetabcateninMubiquitinationMonMtheMchromatinMandMtheMregulationMofM
theMcanonicalMWntMpathwaycMCelldCycleaM2008aMlaMhnembfi 4.7 15

49 InhibitionMofMyNvMmethylationMpromotesMbreastMtumorMsensitivityMtoMnetrinbfMinterferencecMEMBOd
MoleculardMedicineaM2016aMmaMmkhbll 12 15

48 vberrantMyNvMmethylationMofMimprintedMlociMinMhepatocellularMcarcinomaMandMafterMinMvitroMexposureM
toMcommonMriskMfactorscMClinicaldEpigeneticsaM2015aMlaMfj 7.7 14

47 LossMofMhistoneMacetyltransferaseMcofactorMtransformationdtranscriptionMdomainbassociatedMproteinM
impairsMliverMregenerationMafterMtoxicMinjurycMHepatologyaM2011aMjhaMnjibkh 11.2 14

46 IdentifyingMandMcorrectingMepigeneticsMmeasurementsMforMsystematicMsourcesMofMvariationcMClinicald
EpigeneticsaM2018aMfeaMhm 7.7 13

45
ωenomebWideMyNvMMethylationMProfilingMofMzsophagealMSquamousMxellMxarcinomaMfromMωlobalM
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