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k Paper IF Citations

118 StructuralLinsightsLonLligandLrecognitionLatLtheLhumanLleukotrieneLufLreceptorLc_LNaturen
CommunicationsXL2021XLcdXLdkic 17.4 4

117 tllostericLvouplingLofLwrugLuindingLandLIntracellularLSignalingLinLtheLtdtLtdenosineLReceptorL2021
XLcjfYckh

116 StructuralLbasisLofLtheLactivationLofLaLmetabotropicLztutLreceptor_LNatureXL2020XLgjfXLdkjYebe 50.4 49

115 yullYlengthLhumanLzκPYcLreceptorLstructureLwithoutLorthostericLligands_LNaturenCommunicationsXL
2020XLccXLcdid 17.4 42

114 StructuralLbasisLofLligandLbindingLmodesLatLtheLhumanLformylLpeptideLreceptorLd_LNaturen
CommunicationsXL2020XLccXLcdbj 17.4 34

113 |arnessingLtheLpowerLofLanLXYrayLlaserLforLserialLcrystallographyLofLmembraneLproteinsLcrystallizedL
inLlipidicLcubicLphase_LIUCrJXL2020XLiXLkihYkjf 4.7 8

112 tnLorthogonalLserylYtRNtLsynthetaseatRNtLpairLforLnoncanonicalLaminoLacidLmutagenesisLinL
xscherichiaLcoli_LBioorganicnandnMedicinalnChemistryXL2020XLdjXLccghhd 3.4 3

111 weterminationLofLtheLmelanocortinYfLreceptorLstructureLidentifiesLvaLasLaLcofactorLforLligandL
binding_LScienceXL2020XLehjXLfdjYfee 33.3 46

110 tLSingleLReactiveLNoncanonicalLtminoLtcidLIsLtbleLtoLwramaticallyLStabilizeLProteinLStructure_LACSn
ChemicalnBiologyXL2019XLcfXLccgbYccge 4.9 9

109 StructuralLbasisLofLligandLrecognitionLatLtheLhumanLMTLmelatoninLreceptor_LNatureXL2019XLghkXLdjfYdjj 50.4 98

108 XyxκLstructuresLofLtheLhumanLMTLmelatoninLreceptorLrevealLtheLbasisLofLsubtypeLselectivity_LNature
XL2019XLghkXLdjkYdkd 50.4 77

107 StructureYbasedLmechanismLofLcysteinylLleukotrieneLreceptorLinhibitionLbyLantiasthmaticLdrugs_L
SciencenAdvancesXL2019XLgXLeaaxdgcj 14.3 41

106 TowardLzLproteinYcoupledLreceptorLstructureYbasedLdrugLdesignLusingLXYrayLlasers_LIUCrJXL2019XLhXLccbhYccck4.7 28

105 MolecularLMechanismLforLκigandLRecognitionLandLSubtypeLSelectivityLofL˛–LtdrenergicLReceptor_L
CellnReportsXL2019XLdkXLdkehYdkfe_ef 10.6 5

104 xlucidatingLtheLactiveL˛·YopioidLreceptorLcrystalLstructureLwithLpeptideLandLsmallYmoleculeLagonists_L
SciencenAdvancesXL2019XLgXLeaaxkccg 14.3 38

103 StructuralLbasisLofLligandLselectivityLandLdiseaseLmutationsLinLcysteinylLleukotrieneLreceptors_L
NaturenCommunicationsXL2019XLcbXLggie 17.4 31

102 StructuralLuasisLofLtheLwiversityLofLtdrenergicLReceptors_LCellnReportsXL2019XLdkXLdkdkYdkeg_ef 10.6 13
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101 vrystalLStructureLofLtheL|umanLvannabinoidLReceptorLvud_LCellXL2019XLcihXLfgkYfhi_ece 56.2 175

100 vrystalLstructureLofLmisoprostolLboundLtoLtheLlaborLinducerLprostaglandinLxLreceptor_LNaturen
ChemicalnBiologyXL2019XLcgXLccYci 11.7 23

99 gY|TLReceptorLStructuresLRevealLtheLStructuralLuasisLofLzPvRLPolypharmacology_LCellXL2018XLcidXLickYieb_ecf56.2 123

98 StructuralLvonnectionLbetweenLtctivationLMicroswitchLandLtllostericLSodiumLSiteLinLzPvRL
Signaling_LStructureXL2018XLdhXLdgkYdhk_eg 5.2 77

97 tllostericLvouplingLofLwrugLuindingLandLIntracellularLSignalingLinLtheLtLtdenosineLReceptor_LCellXL
2018XLcidXLhjYjb_ecd 56.2 119

96 StructureLofLtheLNanobodyYStabilizedLtctiveLStateLofLtheLδappaLOpioidLReceptor_LCellXL2018XLcidXLggYhi_ecg56.2 205

95 vrystalLstructureLofLtheLyrizzledLfLreceptorLinLaLligandYfreeLstate_LNatureXL2018XLghbXLhhhYhib 50.4 51

94 tdvancesLinLStructureLweterminationLofLzLProteinYvoupledLReceptorsLbyLSyXL2018XLebcYedk 1

93 StructuralLbasisLforLsignalLrecognitionLandLtransductionLbyLplateletYactivatingYfactorLreceptor_L
NaturenStructuralnandnMolecularnBiologyXL2018XLdgXLfjjYfkg 17.6 37

92 zenerationLofLanLOrthogonalLProteinYProteinLInterfaceLwithLaLNoncanonicalLtminoLtcid_LJournalnofn
thenAmericannChemicalnSocietyXL2017XLcekXLgidjYgiec 16.4 13

91 StructureLofLtheLfullYlengthLglucagonLclassLuLzYproteinYcoupledLreceptor_LNatureXL2017XLgfhXLdgkYdhf 50.4 141

90 |umanLzκPYcLreceptorLtransmembraneLdomainLstructureLinLcomplexLwithLallostericLmodulators_L
NatureXL2017XLgfhXLecdYecg 50.4 143

89 vrystalLstructureLofLaLmultiYdomainLhumanLsmoothenedLreceptorLinLcomplexLwithLaLsuperL
stabilizingLligand_LNaturenCommunicationsXL2017XLjXLcgeje 17.4 62

88 StructuralLuasisLforLtpelinLvontrolLofLtheL|umanLtpelinLReceptor_LStructureXL2017XLdgXLjgjYjhh_ef 5.2 74

87 StructureLofLvvLvhemokineLReceptorLgLwithLaLPotentLvhemokineLtntagonistLRevealsLMechanismsL
ofLvhemokineLRecognitionLandLMolecularLMimicryLbyL|IV_LImmunityXL2017XLfhXLcbbgYcbci_eg 32.3 106

86 StructuralLbasisLforLselectivityLandLdiversityLinLangiotensinLIILreceptors_LNatureXL2017XLgffXLediYeed 50.4 128

85
StructuralLinsightsLintoLtheLextracellularLrecognitionLofLtheLhumanLserotoninLduLreceptorLbyLanL
antibody_LProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2017XL
ccfXLjddeYjddj

11.5 43

84 vrystalLstructuresLofLagonistYboundLhumanLcannabinoidLreceptorLvu_LNatureXL2017XLgfiXLfhjYfic 50.4 270

(2017-2019)
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83 StructuralLinsightsLintoLtheLmolecularLmechanismsLofLmyastheniaLgravisLandLtheirLtherapeuticL
implications_LELifeXL2017XLhXL 8.9 10

82 NativeLphasingLofLxYrayLfreeYelectronLlaserLdataLforLaLzLproteinYcoupledLreceptor_LSciencenAdvancesXL
2016XLdXLechbbdkd 14.3 85

81 XYrayLlaserLdiffractionLforLstructureLdeterminationLofLtheLrhodopsinYarrestinLcomplex_LScientificn
DataXL2016XLeXLchbbdc 8.2 40

80 vrystalLStructureLofLtheL|umanLvannabinoidLReceptorLvu_LCellXL2016XLchiXLigbYihd_ecf 56.2 323

79 StructureLofLvvLchemokineLreceptorLdLwithLorthostericLandLallostericLantagonists_LNatureXL2016XL
gfbXLfgjYfhc 50.4 168

78 StructuralLbiology_LvrystalLstructureLofLtheLchemokineLreceptorLvXvRfLinLcomplexLwithLaLviralL
chemokine_LScienceXL2015XLefiXLccciYdd 33.3 262

77 vrystalLStructureLofLtntagonistLuoundL|umanLκysophosphatidicLtcidLReceptorLc_LCellXL2015XLchcXLcheeYfe56.2 129

76 vrystalLstructureLofLrhodopsinLboundLtoLarrestinLbyLfemtosecondLXYrayLlaser_LNatureXL2015XLgdeXLghcYi 50.4 572

75 StructureLofLtheLtngiotensinLreceptorLrevealedLbyLserialLfemtosecondLcrystallography_LCellXL2015XL
chcXLjeeYff 56.2 262

74 TwoLdisparateLligandYbindingLsitesLinLtheLhumanLPdYcLreceptor_LNatureXL2015XLgdbXLeciYdc 50.4 239

73 TheLImportanceLofLκigandYReceptorLvonformationalLPairsLinLStabilizationlLSpotlightLonLtheLNaOyQL
zLProteinYvoupledLReceptor_LStructureXL2015XLdeXLddkcYddkk 5.2 53

72 StructuralLuasisLforLκigandLRecognitionLandLyunctionalLSelectivityLatLtngiotensinLReceptor_LJournaln
ofnBiologicalnChemistryXL2015XLdkbXLdkcdiYek 5.4 111

71 xxploringLtheLpotentialLimpactLofLanLexpandedLgeneticLcodeLonLproteinLfunction_LProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2015XLccdXLhkhcYh 11.5 56

70 TransitionLstates_LTrappingLaLtransitionLstateLinLaLcomputationallyLdesignedLproteinLbottle_LScienceXL
2015XLefiXLjheYjhi 33.3 31

69 StructuralLbasisLforLbifunctionalLpeptideLrecognitionLatLhumanL˛·YopioidLreceptor_LNaturenStructuraln
andnMolecularnBiologyXL2015XLddXLdhgYj 17.6 133

68 StructureLofLaLclassLvLzPvRLmetabotropicLglutamateLreceptorLcLboundLtoLanLallostericLmodulator_L
ScienceXL2014XLeffXLgjYhf 33.3 406

67 κipidicLcubicLphaseLinjectorLfacilitatesLmembraneLproteinLserialLfemtosecondLcrystallography_L
NaturenCommunicationsXL2014XLgXLeebk 17.4 416

66 StructureLofLtheLhumanLPdYcdLreceptorLinLcomplexLwithLanLantithromboticLdrug_LNatureXL2014XLgbkXLccgYj50.4 272
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65 StructuralLbasisLforLSmoothenedLreceptorLmodulationLandLchemoresistanceLtoLanticancerLdrugs_L
NaturenCommunicationsXL2014XLgXLfegg 17.4 175

64 tgonistYboundLstructureLofLtheLhumanLPdYcdLreceptor_LNatureXL2014XLgbkXLcckYdd 50.4 222

63 StructureLofLtheLhumanLglucagonLclassLuLzYproteinYcoupledLreceptor_LNatureXL2013XLfkkXLfffYk 50.4 312

62 TheLroleLofLaLsodiumLionLbindingLsiteLinLtheLallostericLmodulationLofLtheLtTdtULadenosineLzL
proteinYcoupledLreceptor_LStructureXL2013XLdcXLdcigYjg 5.2 98

61 SerialLfemtosecondLcrystallographyLofLzLproteinYcoupledLreceptors_LScienceXL2013XLefdXLcgdcYf 33.3 367

60 StructureLofLtheLvvRgLchemokineLreceptorY|IVLentryLinhibitorLmaravirocLcomplex_LScienceXL2013XL
efcXLcejiYkb 33.3 505

59 StructuralLfeaturesLforLfunctionalLselectivityLatLserotoninLreceptors_LScienceXL2013XLefbXLhcgYk 33.3 492

58 StructuralLbasisLforLmolecularLrecognitionLatLserotoninLreceptors_LScienceXL2013XLefbXLhcbYf 33.3 370

57 StructureLofLtheLhumanLsmoothenedLreceptorLboundLtoLanLantitumourLagent_LNatureXL2013XLfkiXLeejYfe 50.4 375

56 vrystalLstructureLofLaLvoltageYgatedLδWLchannelLporeLmoduleLinLaLclosedLstateLinLlipidLmembranes__L
JournalnofnBiologicalnChemistryXL2013XLdjjXLefih 5.4 78

55 vrystalLstructureLofLaLvoltageYgatedLδWLchannelLporeLmoduleLinLaLclosedLstateLinLlipidLmembranes_L
JournalnofnBiologicalnChemistryXL2012XLdjiXLfebheYib 5.4 19

54 StructuralLbasisLforLallostericLregulationLofLzPvRsLbyLsodiumLions_LScienceXL2012XLeeiXLdedYh 33.3 714

53 vrystalLstructureLofLaLlipidLzLproteinYcoupledLreceptor_LScienceXL2012XLeegXLjgcYg 33.3 538

52 yunctionalLandLstructuralLcharacterizationLofLaLthermostableLacetylLesteraseLfromLThermotogaL
maritima_LProteins:nStructure,nFunctionnandnBioinformaticsXL2012XLjbXLcgfgYgk 4.2 36

51 StructureLofLtheLhumanL˛”YopioidLreceptorLinLcomplexLwithLαwTic_LNatureXL2012XLfjgXLediYed 50.4 695

50 StructureLofLanLagonistYboundLhumanLtdtLadenosineLreceptor_LScienceXL2011XLeedXLeddYi 33.3 706

49 StructureLofLtheLhumanLhistamineL|cLreceptorLcomplexLwithLdoxepin_LNatureXL2011XLfigXLhgYib 50.4 630

48
vrystalLstructureLofLaLmetalYdependentLphosphoesteraseLTYP_kcbbdj_cULfromLuifidobacteriumL
adolescentislLvomputationalLpredictionLandLexperimentalLvalidationLofLphosphoesteraseLactivity_L
Proteins:nStructure,nFunctionnandnBioinformaticsXL2011XLikXLdcfhYhb

4.2 11

(2011-2014)
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47 vrystalLstructureLofLsolubleLMwYcLandLitsLinteractionLwithLlipidLIVa_LProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2010XLcbiXLcbkkbYg 11.5 34

46 StructureLofLtheLhumanLdopamineLweLreceptorLinLcomplexLwithLaLwdaweLselectiveLantagonist_L
ScienceXL2010XLeebXLcbkcYg 33.3 938

45 uacterialLpleckstrinLhomologyLdomainslLaLprokaryoticLoriginLforLtheLP|Ldomain_LJournalnofnMolecularn
BiologyXL2010XLekhXLecYfh 6.5 25

44 vrystalLstructureLofLtheLfirstLeubacterialLMreccLnucleaseLrevealsLnovelLfeaturesLthatLmayL
discriminateLsubstratesLduringLwNtLrepair_LJournalnofnMolecularnBiologyXL2010XLekiXLhfiYhe 6.5 37

43 TheLcrystalLstructureLofLaLbacterialLSufuYlikeLproteinLdefinesLaLnovelLgroupLofLbacterialLproteinsLthatL
areLsimilarLtoLtheLNYterminalLdomainLofLhumanLSufu_LProteinnScienceXL2010XLckXLdcecYfb 6.3 12

42 StructuralLandLfunctionalLcharacterizationsLofLSsguXLaLconservedLactivatorLofLdevelopmentalLcellL
divisionLinLmorphologicallyLcomplexLactinomycetes_LJournalnofnBiologicalnChemistryXL2009XLdjfXLdgdhjYik 5.4 17

41 StructuralLbasisLofLmureinLpeptideLspecificityLofLaLgammaYwYglutamylYlYdiaminoLacidLendopeptidase_L
StructureXL2009XLciXLebeYce 5.2 57

40 vrystalLstructureLofLaLnovelLarchaealLtttWLtTPaseLSSOcgfgLfromLSulfolobusLsolfataricus_LProteins:n
Structure,nFunctionnandnBioinformaticsXL2009XLifXLcbfcYk 4.2 8

39
vrystalLstructureLofLtheLyicLTyilamentationLinducedLbyLctMPULfamilyLproteinLSOfdhhLTgi|dfeigigbUL
fromLShewanellaLoneidensisLMRYcLatLc_hLtLresolution_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2009XLigXLdhfYic

4.2 19

38 tLstructuralLbasisLforLtheLregulatoryLinactivationLofLwnat_LJournalnofnMolecularnBiologyXL2009XLejgXLehjYjb6.5 13

37 vrystalLstructureLofLhistidineLphosphotransferLproteinLShptXLanLessentialLregulatorLofLstalkL
biogenesisLinLvaulobacterLcrescentus_LJournalnofnMolecularnBiologyXL2009XLekbXLhjhYkj 6.5 12

36 vrystalLstructureLofLtIvtRLtransformylaseLIMPLcyclohydrolaseLTTMcdfkULfromLThermotogaL
maritimaLatLc_jjLtLresolution_LProteins:nStructure,nFunctionnandnBioinformaticsXL2008XLicXLcbfdYk 4.2 6

35
vrystalLstructureLofLanLtwPYribosylatedLproteinLwithLaLcytidineLdeaminaseYlikeLfoldXLbutLunknownL
functionLTTMcgbhUXLfromLThermotogaLmaritimaLatLd_ibLtLresolution_LProteins:nStructure,nFunctionn
andnBioinformaticsXL2008XLicXLcgfhYgd

4.2 6

34 vrystalLstructuresLofLMWceeiRLandLlindbbflLrepresentativesLofLaLnovelLproteinLfamilyLthatLadoptLaL
fourYhelicalLbundleLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL2008XLicXLcgjkYkh 4.2 3

33 vrystalLstructureLofLhomoserineLOYsuccinyltransferaseLfromLuacillusLcereusLatLd_fLtLresolution_L
Proteins:nStructure,nFunctionnandnBioinformaticsXL2007XLhjXLkkkYcbbg 4.2 11

32
vrystalLstructureLofLNMtckjdLfromLNeisseriaLmeningitidisLatLc_gLangstromsLresolutionLprovidesLaL
structuralLscaffoldLforLnonclassicalXLeukaryoticYlikeLphosphatases_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2007XLhkXLfcgYdc

4.2 7

31
vrystalLstructureLofLTMcbebLfromLThermotogaLmaritimaLatLd_eLtLresolutionLrevealsLmolecularL
detailsLofLitsLtranscriptionLrepressorLfunction_LProteins:nStructure,nFunctionnandnBioinformaticsXL2007XL
hjXLfcjYdf

4.2 5

30 vrystalLstructuresLofLtwoLnovelLdyeYdecolorizingLperoxidasesLrevealLaLbetaYbarrelLfoldLwithLaL
conservedLhemeYbindingLmotif_LProteins:nStructure,nFunctionnandnBioinformaticsXL2007XLhkXLddeYee 4.2 68
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29
vrystalLstructureLofLMtnXLphosphataseLfromLuacillusLsubtilisLatLd_bLangstromsLresolutionLprovidesLaL
structuralLbasisLforLbipartiteLphosphomonoesterLhydrolysisLofL
dYhydroxyYeYketoYgYmethylthiopentenylYcYphosphate_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2007XLhkXLfeeYk

4.2 6

28 IdentificationLandLstructuralLcharacterizationLofLhemeLbindingLinLaLnovelLdyeYdecolorizingL
peroxidaseXLTyrt_LProteins:nStructure,nFunctionnandnBioinformaticsXL2007XLhkXLdefYfe 4.2 61

27 StructuralLandLbiophysicalLcharacterizationLofLtheLxphufVephrinudLproteinYproteinLinteractionLandL
receptorLspecificity_LJournalnofnBiologicalnChemistryXL2006XLdjcXLdjcjgYkd 5.4 71

26 vrystalLstructureLofLphosphoribosylformylglycinamidineLsynthaseLIILTsmPurκULfromLThermotogaL
maritimaLatLd_cgLtLresolution_LProteins:nStructure,nFunctionnandnBioinformaticsXL2006XLheXLccbhYcc 4.2 7

25
vrystalLstructureLofLTMcehiLfromLThermotogaLmaritimaLatLc_kbLtLresolutionLrevealsLanLatypicalL
memberLofLtheLcyclophilinLTpeptidylprolylLisomeraseULfold_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2006XLheXLcccdYj

4.2 6

24 vrystalLstructureLofLacireductoneLdioxygenaseLTtRwULfromLMusLmusculusLatLd_bhLangstromL
resolution_LProteins:nStructure,nFunctionnandnBioinformaticsXL2006XLhfXLjbjYce 4.2 25

23 vrystalLstructureLofLtheLtpbxLproteinLTTMcggeULfromLThermotogaLmaritimaLatLc_gjLtLresolution_L
Proteins:nStructure,nFunctionnandnBioinformaticsXL2006XLhfXLcbjeYkb 4.2 10

22
vrystalLstructureLofLanLORyanLproteinLTTMchddULfromLThermotogaLmaritimaLatLc_igLtLresolutionL
revealsLaLfoldLsimilarLtoLtheLRanYbindingLproteinLMogcp_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2006XLhgXLiiiYjd

4.2 7

21
vomparativeLstructuralLanalysisLofLaLnovelLglutathioneSYtransferaseLTtTUggbjULfromL
tgrobacteriumLtumefaciensLatLd_bLtLresolution_LProteins:nStructure,nFunctionnandnBioinformaticsXL
2006XLhgXLgdiYei

4.2 8

20 vrystalLstructureLofLvirulenceLfactorLvαbdfjLfromLvampylobacterLjejuniLatLd_dgLtLresolutionLrevealsL
aLnewLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL2006XLhdXLdkdYh 4.2 6

19 StructureYbasedLchemicalLmodificationLstrategyLforLenzymeLreplacementLtreatmentLofL
phenylketonuria_LMolecularnGeneticsnandnMetabolismXL2005XLjhXLcefYfb 3.7 54

18 vrystalLstructureLofLanLalphaabetaLserineLhydrolaseLTYwRfdjvULfromLSaccharomycesLcerevisiaeLatL
c_jgLtLresolution_LProteins:nStructure,nFunctionnandnBioinformaticsXL2005XLgjXLiggYj 4.2 10

17 TheLstructureLofLaLeukaryoticLnicotinicLacidLphosphoribosyltransferaseLrevealsLstructuralL
heterogeneityLamongLtypeLIILPRTases_LStructureXL2005XLceXLcejgYkh 5.2 30

16
vrystalLstructureLofLanLalanineYglyoxylateLaminotransferaseLfromLtnabaenaLsp_LatLc_ibLtLresolutionL
revealsLaLnoncovalentlyLlinkedLPκPLcofactor_LProteins:nStructure,nFunctionnandnBioinformaticsXL2005XL
gjXLkicYg

4.2 11

15
vrystalLstructureLofLSYadenosylmethionineltRNtLribosyltransferaseYisomeraseLTQuetULfromL
ThermotogaLmaritimaLatLd_bLtLresolutionLrevealsLaLnewLfold_LProteins:nStructure,nFunctionnandn
BioinformaticsXL2005XLgkXLjhkYif

4.2 13

14
vrystalLstructureLofLanLindigoidineLsynthaseLtLTIndtUYlikeLproteinLTTMcfhfULfromLThermotogaL
maritimaLatLc_kbLtLresolutionLrevealsLaLnewLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL
2005XLgkXLjhfYj

4.2 12

13 vrystalLstructureLofLanLtpoLmRNtLdecappingLenzymeLTwcpSULfromLMouseLatLc_jeLtLresolution_L
Proteins:nStructure,nFunctionnandnBioinformaticsXL2005XLhbXLikiYjbd 4.2 10

12 vrystalLstructureLofLaLputativeLmodulatorLofLwNtLgyraseLTpmbtULfromLThermotogaLmaritimaLatLc_kgL
tLresolutionLrevealsLaLnewLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL2005XLhcXLfffYj 4.2 8

(2005-2007)
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11 vrystalLstructureLofLtheLglobalLregulatoryLproteinLvsrtLfromLPseudomonasLputidaLatLd_bgLtL
resolutionLrevealsLaLnewLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL2005XLhcXLffkYge 4.2 45

10 vrystalLstructureLofL|speeLchaperoneLTTMcekfULfromLThermotogaLmaritimaLatLd_dbLtLresolution_L
Proteins:nStructure,nFunctionnandnBioinformaticsXL2005XLhcXLhhkYie 4.2 13

9 vrystalLstructureLofLaLconservedLhypotheticalLproteinLTgilLcejikehkULfromLMouseLatLc_kbLtL
resolutionLrevealsLaLnewLfold_LProteins:nStructure,nFunctionnandnBioinformaticsXL2005XLhcXLccedYh 4.2 9

8 tnLunusualLsugarLconformationLinLtheLstructureLofLanLRNtawNtLdecamerLofLtheLpolypurineLtractL
mayLaffectLrecognitionLbyLRNaseL|_LJournalnofnMolecularnBiologyXL2003XLeefXLhgeYhg 6.5 40

7
vrystalLstructureLofLanLRNt_wNtLhybridLrevealsLintermolecularLintercalationlLdimerLformationLbyL
baseYpairLswapping_LProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL
2003XLcbbXLkdcfYk

11.5 16

6
MetalLionsLandLphosphateLbindingLinLtheL|YNY|LmotiflLcrystalLstructuresLofLtheLnucleaseLdomainLofL
volxiaImiLinLcomplexLwithLaLphosphateLionLandLdifferentLdivalentLmetalLions_LProteinnScienceXL2002XL
ccXLdkfiYgi

6.3 45

5 wirectYmethodsLdeterminationLofLanLRNtawNtLhybridLdecamerLatLc_cgLtLresolution_LActan
CrystallographicanSectionnD:nBiologicalnCrystallographyXL2001XLgiXLdceYj 6

4 StructuralLbasisLofLnonYspecificLlipidLbindingLinLmaizeLlipidYtransferLproteinLcomplexesLrevealedLbyL
highYresolutionLXYrayLcrystallography_LJournalnofnMolecularnBiologyXL2001XLebjXLdheYij 6.5 145

3
κactateLdehydrogenaseLfromLtheLhyperthermophilicLarchaeonLMethanococcusLjannaschiilL
overexpressionXLcrystallizationLandLpreliminaryLXYrayLanalysis_LActanCrystallographicanSectionnD:n
BiologicalnCrystallographyXL2000XLghXLjcYe

2

2 StructureLofLaLwNtLanalogLofLtheLprimerLforL|IVYcLRTLsecondLstrandLsynthesis_LJournalnofnMolecularn
BiologyXL1997XLdhkXLjccYdh 6.5 48

1 wefiningLzvYspecificityLinLtheLminorLgroovelLsideYbyYsideLbindingLofLtheLdiYimidazoleLlexitropsinLtoL
vYtYTYzYzYvYvYtYTYz_LStructureXL1997XLgXLcbeeYfh 5.2 98
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