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45 ARSurveyRandRComparativeRStudyRofRStatisticalRTestsRforRIdentifyingRDifferentialRExpressionRfromR
MicroarrayRDatahRIEEExACMfTransactionsfonfComputationalfBiologyfandfBioinformaticsfR2014fRkkfRsogkko 3 78

44 TheRHIVRNefRproteinRmodulatesRcellularRandRexosomalRmiRNARprofilesRinRhumanRmonocyticRcellshR
JournalfoffExtracellularfVesiclesfR2014fRmfR 16.4 59

43 RANWARtRrankgbasedRweightedRassociationRruleRminingRfromRgeneRexpressionRandRmethylationR
datahRIEEEfTransactionsfonfNanobiosciencefR2015fRknfRosgpp 3.4 37

42 IdentifyingREpigeneticRBiomarkersRusingRMaximalRRelevanceRandRMinimalRRedundancyRBasedR
FeatureRSelectionRforRMultigOmicsRDatahRIEEEfTransactionsfonfNanobiosciencefR2017fRkpfRmgkj 3.4 35

41 AnRevaluationRofRsupervisedRmethodsRforRidentifyingRdifferentiallyRmethylatedRregionsRinRIlluminaR
methylationRarrayshRBriefingsfinfBioinformaticsfR2019fRljfRlllngllmo 13.4 30

40 TranscriptomicRAnalysisRofRmRNAsRinRHumanRMonocyticRCellsRExpressingRtheRHIVgkRNefRProteinRandR
TheirRExosomeshRBioMedfResearchfInternationalfR2015fRljkofRnslmso 3 27

39 AnalyzingRlargeRgeneRexpressionRandRmethylationRdataRprofilesRusingRStatBicRMtRstatisticalR
biclusteringgbasedRruleRmininghRPLoSfONEfR2015fRkjfRejkksnnr 3.7 26

38 MiRNAgTFggeneRnetworkRanalysisRthroughRrankingRofRbiomoleculesRforRmultiginformativeRuterineR
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37 GraphgRandRrulegbasedRlearningRalgorithmstRaRcomprehensiveRreviewRofRtheirRapplicationsRforRcancerR
typeRclassificationRandRprognosisRusingRgenomicRdatahRBriefingsfinfBioinformaticsfR2020fRlkfRmprgmsn 13.4 19

36 DetectingRTFgmiRNAggeneRnetworkRbasedRmodulesRforRohmCRandRomCRbrainRsamplestRaRintragRandR
intergspeciesRcasegstudyRbetweenRhumanRandRrhesushRBMCfGeneticsfR2018fRksfRs 2.6 17

35 IntegratingRMultipleRDataRSourcesRforRCombinatorialRMarkerRDiscoverytRARStudyRinRTumorigenesishR
IEEExACMfTransactionsfonfComputationalfBiologyfandfBioinformaticsfR2018fRkofRpqmgprq 3 17

34 IDPTtRInsightsRintoRpotentialRintrinsicallyRdisorderedRproteinsRthroughRtranscriptomicRanalysisRofR
genesRforRprostateRcarcinomaRepigeneticRdatahRGenefR2016fRorpfRrqgsp 3.8 17

33 IdentificationRofRMultiviewRGeneRModulesRUsingRMutualRInformationgBasedRHypographRMininghRIEEEf
TransactionsfonfSystemsufManufandfCybernetics:fSystemsfR2019fRnsfRkkksgkkmj 7.3 17

32 MicroRNARandRtranscriptionRfactorRcogregulatoryRnetworksRandRsubtypeRclassificationRofRseminomaR
andRnongseminomaRinRtesticularRgermRcellRtumorshRScientificfReportsfR2020fRkjfRrol 4.9 16

31 CriticalRmicroRNAsRandRregulatoryRmotifsRinRcleftRpalateRidentifiedRbyRaRconservedRmiRNAgTFggeneR
networkRapproachRinRhumansRandRmicehRBriefingsfinfBioinformaticsfR2020fRlkfRknpogknqr 13.4 16

30 IntegratedRanalysisRofRgeneRexpressionRandRgenomegwideRDNARmethylationRforRtumorRpredictiontR
AnRassociationRruleRmininggbasedRapproachR2013fR 14
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TowardsRintegratedRoncogenicRmarkerRrecognitionRthroughRmutualRinformationgbasedRstatisticallyR
significantRfeatureRextractiontRanRassociationRruleRminingRbasedRstudyRonRcancerRexpressionRandR
methylationRprofileshRQuantitativefBiologyfR2017fRofRmjlgmlq
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28 AssemblyRconstraintsRdriveRcogevolutionRamongRribosomalRconstituentshRNucleicfAcidsfResearchfR
2015fRnmfRomolgpm 20.1 12

27 HksfRaRLongRNongcodingRRNAfRMediatesRTranscriptionRFactorsRandRTargetRGenesRthroughR
InterferenceRofRMicroRNAsRinRPangCancerhRMolecularfTherapyfvfNucleicfAcidsfR2020fRlkfRkrjgksk 10.7 11

26 ConGEMstRCondensedRGeneRCogExpressionRModuleRDiscoveryRThroughRRulegBasedRClusteringRandR
ItsRApplicationRtoRCarcinogenesishRGenesfR2017fRsfR 4.2 11

25 IntegratedRStatisticalRandRRulegMiningRTechniquesRforRDnaRMethylationRandRGeneRExpressionRDataR
AnalysishRJournalfoffArtificialfIntelligencefandfSoftfComputingfResearchfR2013fRmfRkjkgkko 5.1 11

24 ARLinearRRegressionRandRDeepRLearningRApproachRforRDetectingRReliableRGeneticRAlterationsRinR
CancerRUsingRDNARMethylationRandRGeneRExpressionRDatahRGenesfR2020fRkkfR 4.2 11

23 CogevolutionaryRconstraintsRofRglobularRproteinsRcorrelateRwithRtheirRfoldingRrateshRFEBSfLettersfR
2015fRorsfRlkqsgro 3.8 10

22 IdentificationRofRSerumRmiRNARSignatureRandREstablishmentRofRaRNomogramRforRRiskRStratificationR
inRPatientsRWithRPancreaticRDuctalRAdenocarcinomahRAnnalsfoffSurgeryfR2020fRlqofR 7.8 9

21 MolecularRsignaturesRidentifiedRbyRintegratingRgeneRexpressionRandRmethylationRinRnongseminomaR
andRseminomaRofRtesticularRgermRcellRtumourshREpigeneticsfR2021fRkpfRkplgkqp 5.7 9

20 IdentificationRofRgeneRsignaturesRfromRRNAgseqRdataRusingRParetogoptimalRclusterRalgorithmhRBMCf
SystemsfBiologyfR2018fRklfRklp 3.5 8

19 HybridRGroupRRecommendationRUsingRModifiedRTermiteRColonyRAlgorithmtRARContextRTowardsRBigR
DatahRJournalfoffInformationfandfKnowledgefManagementfR2018fRkqfRkrojjks 0.9 7

18 MultigObjectiveROptimizedRFuzzyRClusteringRforRDetectingRCellRClustersRfromRSinglegCellRExpressionR
ProfileshRGenesfR2019fRkjfR 4.2 7

17
WeCoMXPtRWeightedRConnectivityRMeasureRIntegratingRCogMethylationfRCogExpressionRandR
ProteingProteinRInteractionsRforRGenegModuleRDetectionhRIEEExACMfTransactionsfonfComputationalf
BiologyfandfBioinformaticsfR2020fRkqfRpsjgqjm
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16 CombinatorialRAuctiongBasedRFogRServiceRAllocationRMechanismRforRIoTRApplicationsR2020fR 6

15
DTFPgGrowthtRDynamicRThresholdgBasedRFPgGrowthRRuleRMiningRAlgorithmRThroughRIntegratingR
GeneRExpressionfRMethylationfRandRProteingProteinRInteractionRProfileshRIEEEfTransactionsfonf
NanobiosciencefR2018fRkqfRkkqgklo
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14 AnREnsemblegBasedRDeepRConvolutionalRNeuralRNetworkRforRComputergAidedRPolypsRIdentificationR
FromRColonoscopyhhRFrontiersfinfGeneticsfR2022fRkmfRrnnmsk 4.5 5

13 InRsilicoRrankingRofRphenolicsRforRtherapeuticReffectivenessRonRcancerRstemRcellshRBMCfBioinformaticsfR
2020fRlkfRnss 3.6 4

12
ARNovelRGraphRTopologyRbasedRGOgSimilarityRMeasureRforRSignatureRDetectionRfromRMultigOmicsR
DataRandRitsRApplicationRtoROtherRProblemshRIEEExACMfTransactionsfonfComputationalfBiologyfandf
BioinformaticsfR2020fRPPfR
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11 ComputationalRlearningRofRfeaturesRforRautomatedRcolonicRpolypRclassificationhRScientificfReportsfR
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10 MachineRLearningRandRRuleRMiningRTechniquesRinRtheRStudyRofRGeneRInactivationRandRRNAR
InterferenceR2019fR 2

9 TrapRMtRTranscriptomicRandRproteomicRruleRminingRusingRweightedRshortestRdistanceRbasedR
multipleRminimumRsupportsRforRmultigomicsRdatasetR2017fR 2

8 DetectingRmethylationRsignaturesRinRneurodegenerativeRdiseaseRbyRdensitygbasedRclusteringRofR
applicationsRwithRreducingRnoisehRScientificfReportsfR2020fRkjfRllkpn 4.9 2

7 ModulegBasedRKnowledgeRDiscoveryRforRMultiplegCytosinegVariantRMethylationRProfileR2018fRkpsgkrp 1

6 ProposedRConceptualRModelRforRSemanticallyREnabledRWebRServicesRBasedROnRQoShRProcediaf
TechnologyfR2012fRnfRoqsgorm 1

5 MultigObjectiveROptimizationRApproachesRinRBiologicalRLearningRSystemRonRMicroarrayRDataR2018fRkosgkrj 1

4 DistanceRbasedRknowledgeRretrievalRthroughRruleRminingRforRcomplexRbiomarkerRrecognitionRfromR
trigomicsRprofileshRInternationalfJournalfoffComputationalfBiologyfandfDrugfDesignfR2019fRklfRkjo 0.4 1

3 ARDeepRLearninggBasedRFrameworkRforRSupportingRClinicalRDiagnosisRofRGlioblastomaRSubtypeshhR
FrontiersfinfGeneticsfR2022fRkmfRroonlj 4.5 1

2 ComparisonRofRfiveRsupervisedRfeatureRselectionRalgorithmsRleadingRtoRtopRfeaturesRandRgeneR
signaturesRfromRmultigomicsRdataRinRcancerhhRBMCfBioinformaticsfR2022fRlmfRkom 3.6 0

1 ARReviewRofRComputationalRLearningRandRIoTRApplicationsRtoRHighgThroughputRArraygBasedR
SequencingRandRMedicalRImagingRDataRinRDrugRDiscoveryRandROtherRHealthRCareRSystemsR2022fRrmgkjs
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