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m Paper IF Citations

109
yenomeYwideLlandscapeLofLpolyadenylationLinLsrabidopsisLprovidesLevidenceLforLextensiveL
alternativeLpolyadenylationZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL2011XLcbjXLcdgeeYj

11.5 203

108 uompilationLofLmRNsLpolyadenylationLsignalsLinLsrabidopsisLrevealedLaLnewLsignalLelementLandL
potentialLsecondaryLstructuresZLPlantePhysiologyXL2005XLcejXLcfgiYhj 6.6 157

107 yenomeLlevelLanalysisLofLriceLmRNsLeSYendLprocessingLsignalsLandLalternativeLpolyadenylationZL
NucleiceAcidseResearchXL2008XLehXLecgbYhc 20.1 123

106 ualmodulinLinteractsLwithLandLregulatesLtheLRNsYbindingLactivityLofLanLsrabidopsisLpolyadenylationL
factorLsubunitZLPlantePhysiologyXL2006XLcfbXLcgbiYdc 6.6 89

105 wnhancedLdiseaseLresistanceLconferredLbyLexpressionLofLanLantimicrobialLmagaininLanalogLinL
transgenicLtobaccoZLPlantaXL2001XLdcdXLhegYk 4.7 86

104 sLpolyadenylationLfactorLsubunitLimplicatedLinLregulatingLoxidativeLsignalingLinLsrabidopsisL
thalianaZLPLoSeONEXL2008XLeXLedfcb 3.7 78

103 TheLpotyviralLsuppressorLofLRNsLsilencingLconfersLenhancedLresistanceLtoLmultipleLpathogensZL
VirologyXL2004XLedbXLcbiYdb 3.6 76

102 yenomeYwideLcontrolLofLpolyadenylationLsiteLchoiceLbyLuPSxebLinLsrabidopsisZLPlanteCellXL2012XLdfXLfeihYjj11.6 75

101 slternativeLpolyadenylationLandLgeneLexpressionLregulationLinLplantsZLWileyeInterdisciplinarye
ReviewseRNAXL2011XLdXLffgYgj 9.3 74

100 srabidopsisLmRNsLpolyadenylationLmachinerylLcomprehensiveLanalysisLofLproteinYproteinL
interactionsLandLgeneLexpressionLprofilingZLBMCeGenomicsXL2008XLkXLddb 4.5 72

99 TranscriptomeLdynamicsLthroughLalternativeLpolyadenylationLinLdevelopmentalLandLenvironmentalL
responsesLinLplantsLrevealedLbyLdeepLsequencingZLGenomeeResearchXL2011XLdcXLcfijYjh 9.7 68

98 TransgenerationalLeffectsLbenefitLoffspringLacrossLdiverseLenvironmentslLaLmetaYanalysisLinLplantsL
andLanimalsZLEcologyeLettersXL2019XLddXLckihYckjh 10 67

97 TheLPolyadenylationLofLRNsLinLPlantsZLPlantePhysiologyXL1997XLccgXLedcYedg 6.6 62

96 srabidopsisLPuxSfXLaLhomologueLofLyeastLpolyadenylationLfactorLPcfccpXLregulatesLxusLalternativeL
processingLandLpromotesLfloweringLtimeZLPlanteJournalXL2008XLgfXLjkkYkcb 6.9 61

95 MangroveLspeciesSLresponsesLtoLwinterLairLtemperatureLextremesLinLuhinaZLEcosphereXL2017XLjXLebcjhg 3.1 52

94 UniqueLfeaturesLofLnuclearLmRNsLpolyTsULsignalsLandLalternativeLpolyadenylationLinL
uhlamydomonasLreinhardtiiZLGeneticsXL2008XLcikXLchiYih 4 52

93 TheLieLkvLsubunitLofLtheLcleavageLandLpolyadenylationLspecificityLfactorLTuPSxULcomplexLaffectsL
reproductiveLdevelopmentLinLsrabidopsisZLPlanteMoleculareBiologyXL2006XLhcXLikkYjcg 4.6 52
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92 ProtocollLStreamlineLcloningLofLgenesLintoLbinaryLvectorsLinLsgrobacteriumLviaLtheLyatewayTRUL
TOPOLvectorLsystemZLPlanteMethodsXL2008XLfXLf 5.8 49

91 sLRγNyYzdLzincYfingerLproteinLgeneLRγwcLisLessentialLforLseedLdevelopmentLinLsrabidopsisZLPlante
MoleculareBiologyXL2003XLgeXLeiYgb 4.6 47

90 sPstraplLidentificationLandLquantificationLofLalternativeLpolyadenylationLsitesLfromLRNsYseqLdataZL
BioinformaticsXL2018XLefXLcjfcYcjfk 7.2 46

89 PlantLpolyadenylationLfactorslLconservationLandLvarietyLinLtheLpolyadenylationLcomplexLinLplantsZL
BMCeGenomicsXL2012XLceXLhfc 4.5 45

88 yenomeYwideLdynamicsLofLalternativeLpolyadenylationLinLriceZLGenomeeResearchXL2016XLdhXLcigeYcihb 9.7 43

87 SilverLnanoparticlesLinduceLneurotoxicityLinLaLhumanLembryonicLstemLcellYderivedLneuronLandL
astrocyteLnetworkZLNanotoxicologyXL2018XLcdXLcbfYcch 5.3 42

86 PredictiveLmodelingLofLplantLmessengerLRNsLpolyadenylationLsitesZLBMCeBioinformaticsXL2007XLjXLfe 3.6 38

85 stuPSxieYγγLgeneLencodingLanLsrabidopsisLhomologLofLuPSxLieLkvaLsubunitLisLcriticalLforLearlyL
embryoLdevelopmentZLGeneXL2004XLedfXLegYfg 3.8 35

84 zighLthroughputLcharacterizationsLofLpolyTsULsiteLchoiceLinLplantsZLMethodsXL2014XLhiXLifYje 4.6 32

83 sLnearYupstreamLelementLinLaLplantLpolyadenylationLsignalLconsistsLofLmoreLthanLsixLnucleotidesZL
PlanteMoleculareBiologyXL1995XLdjXLkdiYef 4.6 32

82 PolynucleotideLphosphorylaseLisLaLcomponentLofLaLnovelLplantLpolyTsULpolymeraseZLJournaleofe
BiologicaleChemistryXL1998XLdieXLcigekYfe 5.4 31

81 sLclassificationYbasedLpredictionLmodelLofLmessengerLRNsLpolyadenylationLsitesZLJournaleofe
TheoreticaleBiologyXL2010XLdhgXLdjiYkh 2.3 30

80 srabidopsisLuLPcYSγMγLsRLPROTwγNeXLanLorthologLofLhumanLpolyadenylationLfactorLuLPcXLfunctionsL
inLgametophyteXLembryoXLandLpostembryonicLdevelopmentZLPlantePhysiologyXL2008XLcfjXLdbgkYhk 6.6 28

79 yeneticLadmixtureLacceleratesLinvasionLviaLprovisioningLrapidLadaptiveLevolutionZLMoleculareEcology
XL2019XLdjXLfbcdYfbdi 5.7 27

78 yenomeYwideLidentificationLandLpredictiveLmodelingLofLpolyadenylationLsitesLinLeukaryotesZL
BriefingseineBioinformaticsXL2015XLchXLebfYce 13.4 24

77 yenomeYwideLdeterminationLofLpolyTsULsitesLinLMedicagoLtruncatulalLevolutionaryLconservationLofL
alternativeLpolyTsULsiteLchoiceZLBMCeGenomicsXL2014XLcgXLhcg 4.5 23

76 γntegrationLofLdevelopmentalLandLenvironmentalLsignalsLviaLaLpolyadenylationLfactorLinL
srabidopsisZLPLoSeONEXL2014XLkXLeccgiik 3.7 23

75 γncreasedLpathogenLresistanceLandLyieldLinLtransgenicLplantsLexpressingLcombinationsLofLtheL
modifiedLantimicrobialLpeptidesLbasedLonLindolicidinLandLmagaininZLPlantaXL2006XLddeXLcbdfYed 4.7 22
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74 slternativeLpolyadenylationLisLinvolvedLinLauxinYbasedLplantLgrowthLandLdevelopmentZLPlante
JournalXL2018XLkeXLdfhYdgj 6.9 21

73 UniqueLfeaturesLofLplantLcleavageLandLpolyadenylationLspecificityLfactorLrevealedLbyLproteomicL
studiesZLPlantePhysiologyXL2009XLcgcXLcgfhYgh 6.6 20

72 γmplementationLofLaLclassificationYbasedLpredictionLmodelLforLplantLmRNsLPolyTsULsitesL2008XL 20

71 RoleLofLalternativeLpolyadenylationLdynamicsLinLacuteLmyeloidLleukaemiaLatLsingleYcellLresolutionZL
RNAeBiologyXL2019XLchXLijgYiki 4.8 18

70 RoleLofLalternativeLpolyadenylationLinLepigeneticLsilencingLandLantisilencingZLProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2014XLcccXLkYcb 11.5 18

69 wxpressionLandLaffinityLpurificationLofLrecombinantLproteinsLfromLplantsZLProteineExpressioneande
PurificationXL2002XLdgXLckgYdbd 2 18

68 PlantsPslLsLPortalLforLVisualizationLandLsnalysisLofLslternativeLPolyadenylationLinLPlantsZLFrontierse
inePlanteScienceXL2016XLiXLjjk 6.2 18

67
tioinformaticsLanalysisLofLalternativeLpolyadenylationLinLgreenLalgaLuhlamydomonasLreinhardtiiL
usingLtranscriptomeLsequencesLfromLthreeLdifferentLsequencingLplatformsZLGz:eGenesseGenomesse
GeneticsXL2014XLfXLjicYje

3.2 17

66
uonversionLofLcompatibleLplantYpathogenLinteractionsLintoLincompatibleLinteractionsLbyLexpressionL
ofLtheLPseudomonasLsyringaeLpvZLsyringaeLhcLhrmsLgeneLinLtransgenicLtobaccoLplantsZLPlanteJournal
XL2000XLdeXLdbgYce

6.9 17

65 RoleLofLcleavageLandLpolyadenylationLspecificityLfactorLcbblLanchoringLpolyTsULsitesLandLmodulatingL
transcriptionLterminationZLPlanteJournalXL2017XLkcXLjdkYjek 6.9 16

64 yenomeYwideLalternativeLpolyadenylationLdynamicsLinLresponseLtoLbioticLandLabioticLstressesLinL
riceZLEcotoxicologyeandeEnvironmentaleSafetyXL2019XLcjeXLcbkfjg 7 16

63 TranscriptomeLsnalysesLofLxYLMutantsLRevealLγtsLRoleLinLmRNsLslternativeLPolyadenylationZLPlante
CellXL2019XLecXLdeedYdegd 11.6 15

62 wxpressedLsequenceLtagsLwithLcvNsLterminilLpreviouslyLoverlookedLresourcesLforLgeneLannotationL
andLtranscriptomeLexplorationLinLuhlamydomonasLreinhardtiiZLGeneticsXL2008XLcikXLjeYke 4 15

61 sLyenomeYwideLStudyLofLNNonYeUTRNLPolyadenylationLSitesLinLsrabidopsisLthalianaZLScientifice
ReportsXL2016XLhXLdjbhb 4.9 15

60 yenomeYwideLcharacterizationLofLintergenicLpolyadenylationLsitesLredefinesLgeneLspacesLinL
srabidopsisLthalianaZLBMCeGenomicsXL2015XLchXLgcc 4.5 14

59 StatisticalLandLvynamicalLwquivalenceLofLvifferentLwlementaryLuellsZLJournaleofeComputationaleande
TheoreticaleNanoscienceXL2007XLfXLhckYhdh 0.3 13

58 sLtridecapeptideLpossessesLbothLantimicrobialLandLproteaseYinhibitoryLactivitiesZLPeptidesXL2002XLdeXLcYh 3.8 13

57 uharacterizationLofLaLnovelLplantLpolyTsULpolymeraseZLPlanteScienceXL1995XLccbXLdcgYddh 5.3 13

Qingshun Quinn Li

4



56 γdentificationLofLputativeLkeyLgenesLforLcoastalLenvironmentsLandLcoldLadaptationLinLmangroveL
KandeliaLobovataLthroughLtranscriptomeLanalysisZLScienceeofetheeTotaleEnvironmentXL2019XLhjcXLckcYdbc 10.2 12

55 RootLzairLSingleLuellLTypeLSpecificLProfilesLofLyeneLwxpressionLandLslternativeLPolyadenylationL
UnderLuadmiumLStressZLFrontierseinePlanteScienceXL2019XLcbXLgjk 6.2 12

54 γnterplayLbetweenLslternativeLSplicingLandLslternativeLPolyadenylationLvefinesLtheLwxpressionL
OutcomeLofLtheLPlantLUniqueLOXγvsTγVwLTOLwRsNTYhLyeneZLScientificeReportsXL2017XLiXLdbgd 4.9 12

53 sLplantLpolyTsULpolymeraseLrequiresLaLnovelLRNsYbindingLproteinLforLactivityZLJournaleofeBiologicale
ChemistryXL1996XLdicXLckjecYg 5.4 12

52 vifferentialLalternativeLpolyadenylationLcontributesLtoLtheLdevelopmentalLdivergenceLbetweenL
twoLriceLsubspeciesXLjaponicaLandLindicaZLPlanteJournalXL2019XLkjXLdhbYdih 6.9 12

51 zvshYdependentLhistoneLdeacetylationLregulatesLmRNsLpolyadenylationLinZLGenomeeResearchXL
2020XLebXLcfbiYcfci 9.7 11

50 yenomeYWideLuomparativeLsnalysisLofLMiniatureLγnvertedLRepeatLTransposableLwlementsLinLckL
srabidopsisLthalianaLwcotypeLsccessionsZLScientificeReportsXL2017XLiXLdhef 4.9 10

49 sLnovelLplantLinLvitroLassayLsystemLforLpreYmRNsLcleavageLduringLeSYendLformationZLPlante
PhysiologyXL2011XLcgiXLcgfhYgf 6.6 10

48 TheLyeastLpolyadenylateYbindingLproteinLTPstcULgeneLactsLasLaLdiseaseLlesionLmimicLgeneLwhenL
expressedLinLplantsZLPlanteMoleculareBiologyXL2000XLfdXLeegYff 4.6 9

47 scvsPslLdetectionLandLvisualizationLofLdynamicLalternativeLpolyadenylationLfromLsingleLcellL
RNsYseqLdataZLBioinformaticsXL2020XLehXLcdhdYcdhf 7.2 9

46 TheLregulatoryLroleLofLPcfccYsimilarYfLTPuxSfULinLsrabidopsisLdevelopmentLbyLgenomeYwideL
physicalLinteractionsLwithLtargetLlociZLBMCeGenomicsXL2013XLcfXLgkj 4.5 8

45 yenomeYWideLuomparativeLsnalysesLofLPolyadenylationLSignalsLinLwukaryotesLSuggestLaLPossibleL
OriginLofLtheLssUsssLSignalZLInternationaleJournaleofeMoleculareSciencesXL2019XLdbXL 6.3 7

44 TranscriptomeLprofilingLduringLmangroveLviviparityLinLresponseLtoLabscisicLacidZLScientificeReportsXL
2018XLjXLiib 4.9 7

43 slternativeLpolyadenylationlLaLmechanismLmaximizingLtranscriptomeLdiversityLinLhigherLeukaryotesZL
PlanteSignalingeandeBehaviorXL2009XLfXLffbYd 2.5 7

42 veletionLofLtheLyeneLResultsLinLslterationsLinLSignalingLPathwaysLRelatedLtoLslzheimerSsLviseaseXL
ProteinLQualityLuontrolLandLSynapticLPlasticityLinLMouseLtrainZLFrontierseineGeneticsXL2020XLccXLeef 4.5 7

41 PsSPslLaLwebLserverLforLmRNsLpolyTsULsiteLpredictionsLinLplantsLandLalgaeZLBioinformaticsXL2015XLecXLchicYe7.2 5

40 γdentificationLofLaLplantYspecificLZndWYsensitiveLribonucleaseLactivityZLPlantaXL2009XLdebXLjckYdg 4.7 5

39 uharacterizationLofLaLcvNsLencodingLaLnovelLplantLpolyTsULpolymeraseZLPlanteMoleculareBiologyXL
1998XLeiXLidkYef 4.6 5

(1998-2019)
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38 RatioYbasedLanalysisLofLdifferentialLmRNsLprocessingLandLexpressionLofLaLpolyadenylationLfactorL
mutantLpcfsfLusingLarabidopsisLtilingLmicroarrayZLPLoSeONEXL2011XLhXLecfick 3.7 5

37 zeatLShockLResponsiveLyeneLwxpressionLModulatedLbyLmRNsLPolyTsULTailLLengthZLFrontierseinePlante
ScienceXL2020XLccXLcdgg 6.2 5

36 vistinctLgenomeYwideLalternativeLpolyadenylationLduringLtheLresponseLtoLsiliconLavailabilityLinLtheL
marineLdiatomLThalassiosiraLpseudonanaZLPlanteJournalXL2019XLkkXLhiYjb 6.9 4

35 uomputationalLanalysisLofLplantLpolyadenylationLsignalsZLMethodseineMoleculareBiologyXL2015XLcdggXLeYcc 1.4 4

34 wxtractionLofLpolyTsULsitesLfromLlargeYscaleLRNsYSeqLdataZLMethodseineMoleculareBiologyXL2015XLcdggXLdgYei1.4 4

33 viseaseLresistanceLinLplantsLthatLcarryLaLfeedbackYregulatedLyeastLpolyTsULbindingLproteinLgeneZL
PlanteMoleculareBiologyXL2006XLhcXLejeYki 4.6 3

32 ProgressLinLtheLstudiesLofLviviparyLinLmangroveLplantsZLChineseeJournaleofePlanteEcologyXL2016XLfbXLcedjYcefe1.2 3

31 vNsaRNsLhybridLprimerLmediatedLpolyTsULtagLlibraryLconstructionLforLγlluminaLsequencingZLMethodse
ineMoleculareBiologyXL2015XLcdggXLcigYjf 1.4 3

30 PolyTsUYtagLdeepLsequencingLdataLprocessingLtoLextractLpolyTsULsitesZLMethodseineMoleculareBiologyXL
2015XLcdggXLekYfj 1.4 3

29 sdaptiveLtransgenerationalLeffectsLremainLsignificantZLEcologyeLettersXL2020XLdeXLcickYcidb 10 3

28 yenomeYwideLdistributionLandLfunctionsLofLtheLsswLcomplexLinLepigeneticLregulationLinL
srabidopsisZLJournaleofeIntegrativeePlanteBiologyXL2021XLheXLibiYidd 8.3 3

27 sddressingLtheLunmetLneedLforLvisualizingLconditionalLrandomLfieldsLinLbiologicalLdataZLBMCe
BioinformaticsXL2014XLcgXLdbd 3.6 2

26 γmplementationLofLaLulassificationYtasedLPredictionLModelLforLPlantLmRNsLPolyTsUSitesZLJournaleofe
ComputationaleandeTheoreticaleNanoscienceXL2010XLiXLkdiYked 0.3 2

25 ModelingLPlantLmRNsLPolyTsULSiteslLSoftwareLvesignLandLγmplementationZLJournaleofe
ComputationaleandeTheoreticaleNanoscienceXL2007XLfXLcehgYcehj 0.3 2

24 sLTopicalLSprayLtoLwnhanceLPlantLResistanceLtoLuoldLγnjuryLandLMortalityZLHortTechnologyXL2011XLdcXLcbkYccj1.3 2

23
tioinformaticsLsnalysisLofLuhickenLmiRNssLsssociatedLwithLMonocyteLtoLMacrophageL
vifferentiationLandLSubsequentLγxN˛‡LStimulatedLsctivationZLMicroRNAeoShariqahseUnitedeArabe
EmiratespXL2017XLhXLgeYib

2.9 2

22 PredictionLofLplantLmRNsLpolyadenylationLsitesZLMethodseineMoleculareBiologyXL2015XLcdggXLceYde 1.4 2

21 MessengerLRNsLPolyadenylationLSiteLRecognitionLinLyreenLslgaLuhlamydomonasLReinhardtiiZL
LectureeNoteseineComputereScienceXL2010XLciYdh 0.9 2
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20 TheLgenomicLandLtranscriptomicLfoundationsLofLviviparousLseedLdevelopmentLinLmangroves 2

19 γdentificationLandLfineLmappingLofLlemmaYdistortioncXLaLsingleLrecessiveLgeneLplayingLanLessentialL
roleLinLtheLdevelopmentLofLlemmaLinLriceZLJournaleofeAgriculturaleScienceXL2016XLcgfXLkjkYcbbc 1 2

18 viscoveryLofLalternativeLpolyadenylationLdynamicsLfromLsingleLcellLtypesZLComputationaleande
StructuraleBiotechnologyeJournalXL2020XLcjXLcbcdYcbck 6.8 1

17 PolyTsULtagLlibraryLconstructionLfromLcbLngLtotalLRNsZLMethodseineMoleculareBiologyXL2015XLcdggXLcjgYkf 1.4 1

16 RsvPRwlLaLcomputationalLprogramLforLidentificationLofLdifferentialLmRNsLprocessingLincludingL
alternativeLpolyadenylationZLMethodseineMoleculareBiologyXL2015XLcdggXLgiYhh 1.4 1

15 slternativeLpolyadenylatedLmRNssLbehaveLasLasynchronousLrhythmicLtranscriptionLinZLRNAeBiologyXL
2021XLcjXLdgkfYdhbf 4.8 1

14 sdaptiveLrootsLofLmangroveLsvicenniaLmarinalLStructureLandLgeneLexpressionsLanalysesLofL
pneumatophoresZLScienceeofetheeTotaleEnvironmentXL2021XLigiXLcfekkf 10.2 1

13 sLhighLresolutionLsingleLmoleculeLsequencingYbasedLsrabidopsisLtranscriptomeLusingLnovelL
methodsLofLγsoYseqLanalysis 1

12 ylobalLgeneLexpressionLsignaturesLinLresponseLtoLcitrateYcoatedLsilverLnanoparticlesLexposureZL
ToxicologyXL2021XLfhcXLcgdjkj 4.4 1

11 vivergenceLinLtheLRegulationLofLtheLSaltLTolerantLResponseLtetweenLandLγtsLzalophyticLRelativeLbyL
mRNsLslternativeLPolyadenylationZZLFrontierseinePlanteScienceXL2022XLceXLjhhbgf 6.2 1

10 SignaturesLofLmRNsLslternativeLPolyadenylationLinLLeafLvevelopmentZZLFrontierseineGeneticsXL2022XL
ceXLjhedge 4.5 1

9 γntragenicLheterochromatinYmediatedLalternativeLpolyadenylationLmodulatesLmiRNsLandLpollenL
developmentLinLriceZLNewePhytologistXL2021XLdedXLjegYjgd 9.8 0

8 PhenotypicLandLMethylomeLResponsesLtoLSaltLStressLinLNaturalLsccessionsZZLFrontierseinePlante
ScienceXL2022XLceXLjfccgf 6.2 0

7 VssPslLaLwebLplatformLforLvisualizationLandLanalysisLofLalternativeLpolyadenylationZLComputerseine
BiologyeandeMedicineXL2015XLgiXLdbYg 7

6 RecentLsdvancesLinLMathematicalLModelingLandLSimulationLofLvNsLReplicationLProcessZZLCurrente
BioinformaticsXL2013XLjXLgkcYhbd 4.7

5 uharacterizationLofLplantLpolyadenylationLcomplexesLbyLusingLtandemLaffinityLpurificationZLMethodse
ineMoleculareBiologyXL2015XLcdggXLhkYij 1.4

4 γnLvitroLanalysisLofLcleavageLandLpolyadenylationLinLsrabidopsisZLMethodseineMoleculareBiologyXL2015XL
cdggXLikYjk 1.4

3 yenomeYwideLdeterminationLofLpolyTsULsitesLinLMedicagoLtruncatulalLevolutionaryLconservationLofL
alternativeLpolyTsULsiteLchoiceL2020XLkccYkdb

(2020-)
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2 zeavyLmetalLrichLstoneYprocessingLwastewaterLinhibitsLtheLgrowthLandLdevelopmentLofLplantsZL
InternationaleJournaleofePhytoremediationXL2019XLdcXLfikYfjh 3.9

1 QPsTYseqXLaLrapidLandLdeduplicatableLmethodLforLquantificationLofLpolyTsULsiteLusagesZLMethodseine
EnzymologyXL2021XLhggXLieYje 1.7
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