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710-720.

Structures of pseudorabies virus capsids. Nature Communications, 2022, 13, 1533. 12.8 11

Cross-species tropism and antigenic landscapes of circulating SARS-CoV-2 variants. Cell Reports, 2022,
38, 110558.

Three SARS-CoV-2 antibodies provide broad and synergistic neutralization against variants of concern, 6.4 9
including Omicron. Cell Reports, 2022, 39, 110862. )

A Bacterially Expressed SARS-CoV-2 Receptor Binding Domain Fused With Cross-Reacting Material 197
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854630.

Cryo-EM structures reveal the molecular basis of receptor-initiated coxsackievirus uncoating. Cell 110 19
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Structural Basis for the Shared Neutralization Mechanism of Three Classes of Human Papillomavirus
Type 58 Antibodies with Disparate Modes of Binding. Journal of Virology, 2021, 95, .

Novel monkey mAbs induced by a therapeutic vaccine targeting the hepatitis B surface antigen

effectively suppress hepatitis B virus in mice. Antibody Therapeutics, 2021, 4, 197-207. 1.9 1

Cross-neutralizing antibodies bind a SARS-CoV-2 cryptic site and resist circulating variants. Nature
Communications, 2021, 12, 5652.
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Near-atomic cryo-electron microscopy structures of varicella-zoster virus capsids. Nature
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SARS-CoV-2 spike produced in insect cells elicits high neutralization titres in non-human primates. 6.5 53
Emerging Microbes and Infections, 2020, 9, 2076-2090. :

Rational design of a multi-valent human papillomavirus vaccine by capsomere-hybrid co-assembly of
virus-like particles. Nature Communications, 2020, 11, 2841.

Genome re-sequencing and reannotation of the Escherichia coli ER2566 strain and transcriptome

sequencing under overexpression conditions. BMC Genomics, 2020, 21, 407. 2.8 4

Identification of Antibodies with Non-overlapping Neutralization Sites that Target Coxsackievirus A16.

Cell Host and Microbe, 2020, 27, 249-261.e5.

Recent Progress on the Versatility of Virus-Like Particles. Vaccines, 2020, 8, 139. 4.4 110



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

Neutralizing antibodies against SARS-CoV-2: current understanding, challenge and perspective.
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HIV-1 Membrane-Proximal External Region Fused to Diphtheria Toxin Domain-A Elicits 4E10-Like

Antibodies in Mice. Immunology Letters, 2019, 213, 30-38. 2:5 3

Disrupting LILRB4/APOE Interaction by an Efficacious Humanized Antibody Reverses T-cell Suppression
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An IgM antibody targeting the receptor binding site of influenza B blocks viral infection with great
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Characterization of CaIDSld protein (p495) of hepatitis E virus expressed in Escherichia coli and
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Rational design of a triple-type human papillomavirus vaccine by compromising viral-type specificity.
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Discovery and structural characterization of a therapeutic antibody against coxsackievirus A10.
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N-terminal truncations on L1 proteins of human papillomaviruses promote their soluble expression in
<i>Escherichia coli</i> and self-assembly in vitro. Emerging Microbes and Infections, 2018, 7, 1-12.

Structural Basis for the Broad, Antibody-Mediated Neutralization of H5N1 Influenza Virus. Journal of 3.4 8
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Stop codon mutagenesis for homogenous expression of human papillomavirus L1 protein in
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