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201 vrequentIsomaticITuTbImutationsIinIchronicIN WβwβIleukemiaIwithIdistinctIpatternsIofIcytopeniasZI
BloodVI2021VIachVIffbWfgc 2.2 6

200 uffectsIofIshearedIchromatinIlengthIonIshyPWseqIqualityIandIsensitivityZIG3:hGeneswhGenomeswh
GeneticsVI2021VI 3.2 1

199 SingleWnucleotideWlevelImappingIofItNqIregulatoryIelementsIthatIcontrolIfetalIhemoglobinI
expressionZINaturehGeneticsVI2021VIecVIhfiWhh] 36.3 7

198 slinicallyIrelevantIupdatesIofItheIxbVarIdatabaseIofIhumanIhemoglobinIvariantsIandIthalassemiaI
mutationsZINucleichAcidshResearchVI2021VIdiVItaaibWtaaif 20.1 25

197 ZNvda]´ UniquelyIqctivatesItheINuRtIsomponentIsxtdItoISilenceIvetalIxemoglobinIuxpressionZI
MolecularhCellVI2021VIhaVIbciWbedZeh 17.6 20

196 tynamicIsTsvIbindingIdirectlyImediatesIinteractionsIamongIcisWregulatoryIelementsIessentialIforI
hematopoiesisZIBloodVI2021VIacgVIacbgWacci 2.2 3

195 tistinctIpropertiesIandIfunctionsIofIsTsvIrevealedIbyIaIrapidlyIinducibleIdegronIsystemZICellh
ReportsVI2021VIcdVIa]hghc 10.6 10

194 xtqsaIisIrequiredIforIwqTqWaItranscriptionIactivityVIglobalIchromatinIoccupancyIandI
hematopoiesisZINucleichAcidshResearchVI2021VIdiVIighcWigih 20.1 2

193 UnderstandingIheterogeneityIofIfetalIhemoglobinIinductionIthroughIcomparativeIanalysisIofIvIandI
qIerythroblastsZIBloodVI2020VIaceVIaiegWaifh 2.2 14

192 TheIxRyWregulatedItranscriptionIfactorIqTvdIactivatesIrsβaaqItranscriptionItoIsilenceIfetalI
hemoglobinIexpressionZIBloodVI2020VIaceVIbabaWbacb 2.2 15

191 qnIintegrativeIviewIofItheIregulatoryIandItranscriptionalIlandscapesIinImouseIhematopoiesisZI
GenomehResearchVI2020VIc]VIdgbWdhd 9.7 11

190 SystematicIintegrationIofIwqTqItranscriptionIfactorsIandIepigenomesIviaIytuqSIpaintsItheI
regulatoryIlandscapeIofIhematopoieticIcellsZIIUBMBhLifeVI2020VIgbVIbgWch 4.7 3

189 qImapIofIcisWregulatoryIelementsIandIctIgenomeIstructuresIinIzebrafishZINatureVI2020VIehhVIccgWcdc 50.4 18

188 xRyIdepletionIcooperatesIwithIpharmacologicIinducersItoIelevateIfetalIhemoglobinIandIreduceI
sickleIcellIformationZIBloodhAdvancesVI2020VIdVIdef]Wdegb 7.8 8

187 PerspectivesIonIuNsOtuZINatureVI2020VIehcVIficWfih 50.4 61

186 uxpandedIencyclopaediasIofItNqIelementsIinItheIhumanIandImouseIgenomesZINatureVI2020VIehcVIfiiWga]50.4 360

185 TheIchangingImouseIembryoItranscriptomeIatIwholeItissueIandIsingleWcellIresolutionZINatureVI2020VI
ehcVIgf]Wgfg 50.4 39
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184 qlterationIofIgenomeIfoldingIviaIcontactIdomainIboundaryIinsertionZINaturehGeneticsVI2020VIebVIa]gfWa]hg36.3 18

183 qIsambrianIoriginIforIglobinIgeneIregulationZIBloodVI2020VIacfVIbfaWbfb 2.2

182 TheIucIligaseIadaptorImoleculeISPOPIregulatesIfetalIhemoglobinIlevelsIinIadultIerythroidIcellsZI
BloodhAdvancesVI2019VIcVIaehfWaeig 7.8 17

181 shromatinIstructureIdynamicsIduringItheImitosisWtoWwaIphaseItransitionZINatureVI2019VIegfVIaehWafb 50.4 83

180 uxploitingIgeneticIvariationItoIuncoverIrulesIofItranscriptionIfactorIbindingIandIchromatinI
accessibilityZINaturehCommunicationsVI2018VIiVIghb 17.4 28

179 SelenoproteinsIregulateIstressIerythroidIprogenitorsIandIspleenImicroenvironmentIduringIstressI
erythropoiesisZIBloodVI2018VIacaVIbefhWbeh] 2.2 24

178 tomainWfocusedIsRySPRIscreenIidentifiesIxRyIasIaIfetalIhemoglobinIregulatorIinIhumanIerythroidI
cellsZIScienceVI2018VIcfaVIbheWbi] 33.3 82

177 uvolutionIofIhemoglobinIlociIandItheirIregulatoryIelementsZIBloodhCellswhMoleculeswhandhDiseasesVI
2018VIg]VIbWab 2.1 13

176 yntegrativeIdetectionIandIanalysisIofIstructuralIvariationIinIcancerIgenomesZINaturehGeneticsVI2018VI
e]VIachhWacih 36.3 147

175 xisRepjIassessingItheIreproducibilityIofIxiWsIdataIusingIaIstratumWadjustedIcorrelationIcoefficientZI
GenomehResearchVI2017VIbgVIaiciWaidi 9.7 171

174 somparativeIanalysisIofIthreeWdimensionalIchromosomalIarchitectureIidentifiesIaInovelIfetalI
hemoglobinIregulatoryIelementZIGeneshandhDevelopmentVI2017VIcaVIag]dWagac 12.6 70

173 retweenIformIandIfunctionjItheIcomplexityIofIgenomeIfoldingZIHumanhMolecularhGeneticsVI2017VI
bfVIRb]hWRbae 5.6 11

172 qccurateIandIreproducibleIfunctionalImapsIinIabgIhumanIcellItypesIviaIbtIgenomeIsegmentationZI
NucleichAcidshResearchVI2017VIdeVIihbcWihcf 20.1 16

171 qIgenomeWeditingIstrategyItoItreatI˛†WhemoglobinopathiesIthatIrecapitulatesIaImutationIassociatedI
withIaIbenignIgeneticIconditionZINaturehMedicineVI2016VIbbVIihgWi] 50.5 213

170 qIhyperactiveItranscriptionalIstateImarksIgenomeIreactivationIatItheImitosisWwaItransitionZIGenesh
andhDevelopmentVI2016VIc]VIadbcWci 12.6 56

169 zointlyIcharacterizingIepigeneticIdynamicsIacrossImultipleIhumanIcellItypesZINucleichAcidshResearchVI
2016VIddVIfgbaWca 20.1 54

168 wenomeWWideIOrganizationIofIwqTqaIandITqβaIteterminedIatIxighIResolutionZIMolecularhandh
CellularhBiologyVI2016VIcfVIaegWgb 4.8 20

167 SrRWrloodjIsystemsIbiologyIrepositoryIforIhematopoieticIcellsZINucleichAcidshResearchVI2016VIddVItibeWca20.1 2
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166 qIguideItoItranslationIofIresearchIresultsIfromImodelIorganismsItoIhumanZIGenomehBiologyVI2016VI
agVIafa 18.3 3

165 UnlinkingIanIlncRNqIfromIytsIqssociatedIcisIulementZIMolecularhCellVI2016VIfbVIa]dWa] 17.6 164

164 vindingIpartnersItoIplayItheImusicIofIregulationZIBloodVI2016VIabgVIafbdWf 2.2

163 wenomeWwideIcomparativeIanalysisIrevealsIhumanWmouseIregulatoryIlandscapeIandIevolutionZIBMCh
GenomicsVI2015VIafVIhg 4.5 46

162 TheIeffectsIofIchromatinIorganizationIonIvariationIinImutationIratesIinItheIgenomeZINaturehReviewsh
GeneticsVI2015VIafVIbacWbc 30.1 143

161 wenomeIaccessibilityIisIwidelyIpreservedIandIlocallyImodulatedIduringImitosisZIGenomehResearchVI
2015VIbeVIbacWbe 9.7 74

160 vunctionsIofIruTIproteinsIinIerythroidIgeneIexpressionZIBloodVI2015VIabeVIbhbeWcd 2.2 70

159 tynamicsIofIwqTqaIbindingIandIexpressionIresponseIinIaIwqTqaWinducedIerythroidIdifferentiationI
systemZIGenomicshDataVI2015VIdVIaWg 8

158 PluripotentIstemIcellsIrevealIerythroidWspecificIactivitiesIofItheIwqTqaINWterminusZIJournalhofh
ClinicalhInvestigationVI2015VIabeVIiicWa]]e 15.9 43

157 PrinciplesIofIregulatoryIinformationIconservationIbetweenImouseIandIhumanZINatureVI2014VIeaeVIcgaWcge50.4 190

156 qIcomparativeIencyclopediaIofItNqIelementsIinItheImouseIgenomeZINatureVI2014VIeaeVIceeWfd 50.4 1026

155 TopologicallyIassociatingIdomainsIareIstableIunitsIofIreplicationWtimingIregulationZINatureVI2014VI
eaeVId]bWe 50.4 563

154 βineageIandIspeciesWspecificIlongInoncodingIRNqsIduringIerythroWmegakaryocyticIdevelopmentZI
BloodVI2014VIabcVIaibgWcg 2.2 114

153 UpdatesIofItheIxbVarIdatabaseIofIhumanIhemoglobinIvariantsIandIthalassemiaImutationsZINucleich
AcidshResearchVI2014VIdbVIta]fcWi 20.1 289

152
ReplyItoIrrunetIandItoolittlejIrothIselectedIeffectIandIcausalIroleIelementsIcanIinfluenceIhumanI
biologyIandIdiseaseZIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
VI2014VIaaaVIuccff

11.5 22

151 tefiningIfunctionalItNqIelementsIinItheIhumanIgenomeZIProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaVI2014VIaaaVIfacaWh 11.5 490

150 tivergentIfunctionsIofIhematopoieticItranscriptionIfactorsIinIlineageIprimingIandIdifferentiationI
duringIerythroWmegakaryopoiesisZIGenomehResearchVI2014VIbdVIaicbWdd 9.7 67

149 tynamicIshiftsIinIoccupancyIbyITqβaIareIguidedIbyIwqTqIfactorsIandIdriveIlargeWscaleI
reprogrammingIofIgeneIexpressionIduringIhematopoiesisZIGenomehResearchVI2014VIbdVIaideWfb 9.7 51
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148 qIclusterItoIrememberZICellVI2013VIaedVIgahWb] 56.2

147 weneticsZIwWqSItoItherapyIbyIgenomeIeditsoZIScienceVI2013VIcdbVIb]fWg 33.3 11

146 yntegrativeIannotationIofIchromatinIelementsIfromIuNsOtuIdataZINucleichAcidshResearchVI2013VIdaVIhbgWda20.1 383

145 yntegratingIandIminingItheIchromatinIlandscapeIofIcellWtypeIspecificityIusingIselfWorganizingImapsZI
GenomehResearchVI2013VIbcVIbacfWdh 9.7 39

144 ydentificationIofIbiologicallyIrelevantIenhancersIinIhumanIerythroidIcellsZIJournalhofhBiologicalh
ChemistryVI2013VIbhhVIhdccWhddd 5.4 37

143 vunctionIofIwqTqIfactorsIinItheIadultImouseIliverZIPLoShONEVI2013VIhVIehcgbc 3.7 25

142 wenomeWwideIepigeneticIdataIfacilitateIunderstandingIofIdiseaseIsusceptibilityIassociationIstudiesZI
JournalhofhBiologicalhChemistryVI2012VIbhgVIc]icbWd] 5.4 35

141 TissueWspecificImitoticIbookmarkingIbyIhematopoieticItranscriptionIfactorIwqTqaZICellVI2012VIae]VIgbeWcg56.2 164

140 uvolutionIofIhemoglobinIandIitsIgenesZIColdhSpringhHarborhPerspectiveshinhMedicineVI2012VIbVIa]aafbg 5.4 85

139 wenomicIapproachesItowardsIfindingIcisWregulatoryImodulesIinIanimalsZINaturehReviewshGeneticsVI
2012VIacVIdfiWhc 30.1 156

138 RevealingImammalianIevolutionaryIrelationshipsIbyIcomparativeIanalysisIofIgeneIclustersZIGenomeh
BiologyhandhEvolutionVI2012VIdVIehfWf]a 3.9 8

137
TrisomyIbaWassociatedIdefectsIinIhumanIprimitiveIhematopoiesisIrevealedIthroughIinducedI
pluripotentIstemIcellsZIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVI2012VIa]iVIagegcWh

11.5 88

136 qnIencyclopediaIofImouseItNqIelementsIRMouseIuNsOtuSZIGenomehBiologyVI2012VIacVIdah 18.3 340

135 qIuserPsIguideItoItheIencyclopediaIofItNqIelementsIRuNsOtuSZIPLoShBiologyVI2011VIiVIea]]a]df 9.7 1060

134 wenomeWwideIshyPWSeqIrevealsIaIdramaticIshiftIinItheIbindingIofItheItranscriptionIfactorIerythroidI
 ruppelWlikeIfactorIduringIerythrocyteIdifferentiationZIBloodVI2011VIaahVIeaciWdh 2.2 77

133 SystematicIdocumentationIandIanalysisIofIhumanIgeneticIvariationIinIhemoglobinopathiesIusingI
theImicroattributionIapproachZINaturehGeneticsVI2011VIdcVIbieWc]a 36.3 125

132 WhatIfractionIofItheIhumanIgenomeIisIfunctionaloZIGenomehResearchVI2011VIbaVIagfiWgf 9.7 104

131
rromodomainIproteinIrrdcIassociatesIwithIacetylatedIwqTqaItoIpromoteIitsIchromatinIoccupancyI
atIerythroidItargetIgenesZIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVI2011VIa]hVIuaeiWfh

11.5 162
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130 tynamicsIofItheIepigeneticIlandscapeIduringIerythroidIdifferentiationIafterIwqTqaIrestorationZI
GenomehResearchVI2011VIbaVIafeiWga 9.7 100

129 sompleteI hoisanIandIrantuIgenomesIfromIsouthernIqfricaZINatureVI2010VIdfcVIidcWg 50.4 342

128 qnIeffectiveImethodIforIdetectingIgeneIconversionIeventsIinIwholeIgenomesZIJournalhofh
ComputationalhBiologyVI2010VIagVIabhaWig 1.7 11

127 urythroidIwqTqaIfunctionIrevealedIbyIgenomeWwideIanalysisIofItranscriptionIfactorIoccupancyVI
histoneImodificationsVIandImRNqIexpressionZIGenomehResearchVI2009VIaiVIbagbWhd 9.7 163

126 PrimaryIsequenceIandIepigeneticIdeterminantsIofIinIvivoIoccupancyIofIgenomicItNqIbyIwqTqaZI
NucleichAcidshResearchVI2009VIcgVIg]bdWch 20.1 27

125 SharingIdataIbetweenIβStrsIandIcentralIrepositoriesZIHumanhMutationVI2009VIc]VIdicWe 4.7 17

124 ynsightsIintoIwqTqWaWmediatedIgeneIactivationIversusIrepressionIviaIgenomeWwideIchromatinI
occupancyIanalysisZIMolecularhCellVI2009VIcfVIfhbWie 17.6 232

123 SsβIandIassociatedIproteinsIdistinguishIactiveIfromIrepressiveIwqTqItranscriptionIfactorI
complexesZIBloodVI2009VIaacVIbaiaWb]a 2.2 142

122 ytItakesIRβMOSIbItoItangoZIBloodVI2009VIaacVIefic 2.2

121 wenomeIanalysisIofItheIplatypusIrevealsIuniqueIsignaturesIofIevolutionZINatureVI2008VIdecVIageWhc 50.4 545

120 xumanWmacaqueIcomparisonsIilluminateIvariationIinIneutralIsubstitutionIratesZIGenomehBiologyVI
2008VIiVIRgf 18.3 44

119 uxponentialIdecayIofIwsIcontentIdetectedIbyIstrandWsymmetricIsubstitutionIratesIinfluencesItheI
evolutionIofIisochoreIstructureZIMolecularhBiologyhandhEvolutionVI2008VIbeVIcfbWgd 8.3 22

118 qIwqTqWaWregulatedImicroRNqIlocusIessentialIforIerythropoiesisZIProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2008VIa]eVIccccWh 11.5 268

117 qITWtoWwItransversionIatInucleotideIWefgIupstreamIofIxrwbIinIaIwqTqWaIbindingImotifIisIassociatedI
withIelevatedIhemoglobinIvZIMolecularhandhCellularhBiologyVI2008VIbhVIdchfWic 4.8 33

116 qnIironIresponsiveIelementWlikeIstemWloopIregulatesIalphaWhemoglobinWstabilizingIproteinImRNqZI
JournalhofhBiologicalhChemistryVI2008VIbhcVIbfiefWfd 5.4 39

115 TranscriptionalIenhancementIbyIwqTqaWoccupiedItNqIsegmentsIisIstronglyIassociatedIwithI
evolutionaryIconstraintIonItheIbindingIsiteImotifZIGenomehResearchVI2008VIahVIahifWi]e 9.7 28

114 uvolutionaryIandIbiomedicalIinsightsIfromItheIrhesusImacaqueIgenomeZIScienceVI2007VIcafVIbbbWcd 33.3 1072

113 qnalysesIofIdeepImammalianIsequenceIalignmentsIandIconstraintIpredictionsIforIaNIofItheIhumanI
genomeZIGenomehResearchVI2007VIagVIgf]Wgd 9.7 163
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112 vindingIcisWregulatoryIelementsIusingIcomparativeIgenomicsjIsomeIlessonsIfromIuNsOtuIdataZI
GenomehResearchVI2007VIagVIggeWhf 9.7 61

111 PhensodejIconnectingIuNsOtuIdataIwithImutationsIandIphenotypeZIHumanhMutationVI2007VIbhVIeedWfb 4.7 72

110 ydentificationIandIanalysisIofIfunctionalIelementsIinIaNIofItheIhumanIgenomeIbyItheIuNsOtuIpilotI
projectZINatureVI2007VIddgVIgiiWhaf 50.4 4121

109 bhWwayIvertebrateIalignmentIandIconservationItrackIinItheIUsSsIwenomeIrrowserZIGenomeh
ResearchVI2007VIagVIagigWh]h 9.7 204

108 qIframeworkIforIcollaborativeIanalysisIofIuNsOtuIdatajImakingIlargeWscaleIanalysesI
biologistWfriendlyZIGenomehResearchVI2007VIagVIif]Wd 9.7 105

107 uxperimentalIvalidationIofIpredictedImammalianIerythroidIcisWregulatoryImodulesZIGenomeh
ResearchVI2006VIafVIadh]Wib 9.7 49

106 uSPuRRjIlearningIstrongIandIweakIsignalsIinIgenomicIsequenceIalignmentsItoIidentifyIfunctionalI
elementsZIGenomehResearchVI2006VIafVIaeifWf]d 9.7 97

105 uvaluationIofIregulatoryIpotentialIandIconservationIscoresIforIdetectingIcisWregulatoryImodulesIinI
alignedImammalianIgenomeIsequencesZIGenomehResearchVI2005VIaeVIa]eaWf] 9.7 164

104 MulanjImultipleWsequenceIlocalIalignmentIandIvisualizationIforIstudyingIfunctionIandIevolutionZI
GenomehResearchVI2005VIaeVIahdWid 9.7 199

103 uvolutionIandIfunctionalIclassificationIofIvertebrateIgeneIdesertsZIGenomehResearchVI2005VIaeVIacgWde 9.7 179

102 walaxyjIaIplatformIforIinteractiveIlargeWscaleIgenomeIanalysisZIGenomehResearchVI2005VIaeVIadeaWe 9.7 1509

101 RegulatoryIpotentialIscoresIfromIgenomeWwideIthreeWwayIalignmentsIofIhumanVImouseVIandIratZI
GenomehResearchVI2004VIadVIg]]Wg 9.7 84

100 PatternsIofIinsertionsIandItheirIcovariationIwithIsubstitutionsIinItheIratVImouseVIandIhumanI
genomesZIGenomehResearchVI2004VIadVIeagWbg 9.7 60

99 zPicturejIdynamicIalignmentIandIvisualizationItoolIforIanalyzingIconservationIprofilesZIGenomeh
ResearchVI2004VIadVIdgbWg 9.7 119

98 somparativeIanalysisIofItheIalphaWlikeIglobinIclustersIinImouseVIratVIandIhumanIchromosomesI
indicatesIaImechanismIunderlyingIbreaksIinIconservedIsyntenyZIGenomehResearchVI2004VIadVIfbcWc] 9.7 26

97 wenomeIsequenceIofItheIrrownINorwayIratIyieldsIinsightsIintoImammalianIevolutionZINatureVI2004
VIdbhVIdicWeba 50.4 1689

96 SequenceIandIcomparativeIanalysisIofItheIchickenIgenomeIprovideIuniqueIperspectivesIonI
vertebrateIevolutionZINatureVI2004VIdcbVIfieWgaf 50.4 2143

95 somparativeIgenomicsZIAnnualhReviewhofhGenomicshandhHumanhGeneticsVI2004VIeVIaeWef 9.7 136
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94 TheIuNsOtuIRuNsyclopediaIOfItNqIulementsSIProjectZIScienceVI2004VIc]fVIfcfWd] 33.3 1692

93 xumanWmouseIalignmentsIwithIrβqSTZZIGenomehResearchVI2003VIacVIa]cWg 9.7 920

92 somparativeIgenomicsZIPLoShBiologyVI2003VIaVIueh 9.7 187

91 wlobalIpredictionsIandItestsIofIerythroidIregulatoryIregionsZIColdhSpringhHarborhSymposiahonh
QuantitativehBiologyVI2003VIfhVIcceWdd 3.9 6

90 vishingIforIevolutionaryIcluesItoIglobinIgeneIregulationZIBloodVI2003VIa]aVIbdeaWbdea 2.2

89 sovariationIinIfrequenciesIofIsubstitutionVIdeletionVItranspositionVIandIrecombinationIduringI
eutherianIevolutionZIGenomehResearchVI2003VIacVIacWbf 9.7 234

88 qIcomplexIchromatinIlandscapeIrevealedIbyIpatternsIofInucleaseIsensitivityIandIhistoneI
modificationIwithinItheImouseIbetaWglobinIlocusZIMolecularhandhCellularhBiologyVI2003VIbcVIebcdWdd 4.8 139

87 MultiPipMakerIandIsupportingItoolsjIqlignmentsIandIanalysisIofImultipleIgenomicItNqIsequencesZI
NucleichAcidshResearchVI2003VIcaVIceahWbd 20.1 174

86 srossWspeciesIsequenceIcomparisonsjIaIreviewIofImethodsIandIavailableIresourcesZIGenomeh
ResearchVI2003VIacVIaWab 9.7 170

85 wqβqVIaIdatabaseIforIgenomicIsequenceIalignmentsIandIannotationsZIGenomehResearchVI2003VIacVIgcbWda9.7 39

84 tistinguishingIregulatoryItNqIfromIneutralIsitesZIGenomehResearchVI2003VIacVIfdWgb 9.7 103

83 xbVarjIqIrelationalIdatabaseIofIhumanIhemoglobinIvariantsIandIthalassemiaImutationsIatItheI
globinIgeneIserverZIHumanhMutationVI2002VIaiVIbbeWcc 4.7 354

82 ynitialIsequencingIandIcomparativeIanalysisIofItheImouseIgenomeZINatureVI2002VIdb]VIeb]Wfb 50.4 5376

81 PipToolsjIaIcomputationalItoolkitItoIannotateIandIanalyzeIpairwiseIcomparisonsIofIgenomicI
sequencesZIGenomicsVI2002VIh]VIfhaWi] 4.3 28

80 vunctionalIandIbindingIstudiesIofIxScZbIofItheIbetaWglobinIlocusIcontrolIregionZIGeneVI2002VIbhcVIaheWig3.8 9

79 qssociationIbetweenIdivergenceIandIinterspersedIrepeatsIinImammalianInoncodingIgenomicItNqZI
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVI2001VIihVIade]cWh 11.5 33

78 qInegativeIcisWelementIregulatesItheIlevelIofIenhancementIbyIhypersensitiveIsiteIbIofItheI
betaWglobinIlocusIcontrolIregionZIJournalhofhBiologicalhChemistryVI2001VIbgfVIfbhiWih 5.4 16

77 somparativeIgenomeIanalysisIdelimitsIaIchromosomalIdomainIandIidentifiesIkeyIregulatoryI
elementsIinItheIalphaIglobinIclusterZIHumanhMolecularhGeneticsVI2001VIa]VIcgaWhb 5.6 125
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76
NewIviewsIofIevolutionIandIregulationIofIvertebrateIbetaWlikeIglobinIgeneIclustersIfromIanI
orphanedIgeneIinImarsupialsZIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaVI2001VIihVIacbgWi

11.5 19

75 tatabasesIofIhumanIhemoglobinIvariantsIandIotherIresourcesIatItheIglobinIgeneIserverZI
HemoglobinVI2001VIbeVIahcWic 0.6 31

74 SequencesIflankingIhypersensitiveIsitesIofItheIbetaWglobinIlocusIcontrolIregionIareIrequiredIforI
synergisticIenhancementZIMolecularhandhCellularhBiologyVI2001VIbaVIbifiWh] 4.8 47

73 sharacterizationIofIaIwidelyIexpressedIgeneIRβUsgWβy ukIβUsgβSIdefiningItheIcentromericIboundaryI
ofItheIhumanIalphaWglobinIdomainZIGenomicsVI2001VIgaVIc]gWad 4.3 25

72 sonservedInoncodingIsequencesIareIreliableIguidesItoIregulatoryIelementsZITrendshinhGeneticsVI
2000VIafVIcfiWgb 8.5 347

71
somparativeIstructuralIandIfunctionalIanalysisIofItheIolfactoryIreceptorIgenesIflankingItheIhumanI
andImouseIbetaWglobinIgeneIclustersZIProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaVI2000VIigVIadef]We

11.5 68

70 PipMakerWWaIwebIserverIforIaligningItwoIgenomicItNqIsequencesZIGenomehResearchVI2000VIa]VIeggWhf 9.7 906

69 βevelsIofIwqTqWa[wqTqWbItranscriptionIfactorsImodulateIexpressionIofIembryonicIandIfetalI
hemoglobinsZIGeneVI2000VIbfaVIbggWhg 3.8 53

68 somparisonIofIfiveImethodsIforIfindingIconservedIsequencesIinImultipleIalignmentsIofIgeneI
regulatoryIregionsZINucleichAcidshResearchVI1999VIbgVIchiiWia] 20.1 69

67 ufficientIandIreliableItransfectionIofImouseIerythroleukemiaIcellsIusingIcationicIlipidsZIBloodhCellswh
MoleculeswhandhDiseasesVI1999VIbeVIbiiWc]d 2.1 11

66 TheIuvolutionIofIxemoglobinZIAmericanhScientistVI1999VIhgVIabf 2.7 33

65 qccessItoIaIsyllabusIofIhumanIhemoglobinIvariantsIRaiifSIviaItheIWorldIWideIWebZIHemoglobinVI
1998VIbbVIaacWbg 0.6 63

64 ulectronicIaccessItoIsequenceIalignmentsVIexperimentalIresultsVIandIhumanImutationsIasIanIaidItoI
studyingIglobinIgeneIregulationZIGenomicsVI1998VIdgVIdbiWcg 4.3 35

63 qIdatabaseIofIexperimentalIresultsIonIglobinIgeneIexpressionZIGenomicsVI1998VIecVIcbeWcg 4.3 12

62 MultipleIregulatoryIelementsIinItheIePWflankingIsequenceIofItheIhumanIepsilonWglobinIgeneZIJournalh
ofhBiologicalhChemistryVI1998VIbgcVIa]b]bWi 5.4 19

61 xemoglobinsIfromIbacteriaItoImanjIevolutionIofIdifferentIpatternsIofIgeneIexpressionZIJournalhofh
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