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i Paper IF Citations

399 yetagenomicGandGmetatranscriptomicGanalysesGrevealGminorTyetTcrucialGrolesGofGgutGmicrobiomeGinG
deepTseaGhydrothermalGventGsnailUUGAnimalbMicrobiomeSG2022SG]SG[ 4.1 0

398 ProteomicsGandG—ranscriptomicsGUncoverGweyGProcessesGforGqlasninG—oleranceGinG
yethicillinT”esistantG–taphylococcusGaureusUUGMSystemsSG2022SGeWX[e[ZX 7.6 2

397 —heGyorphologySGyitogenomeSGPhylogeneticGPositionSGandG–ymbioticGnacteriaGofGaGzewG–peciesGofG
–clerolinumGOmnnelidafG–iboglinidaePGinGtheG–outhGohinaG–eaUGFrontiersbinbMarinebScienceSG2022SGdSG 4.5 1

396 qlasninGqffectivelyGqradicatesGpaptomycinT”esistantGyethicillinT”esistantG–taphylococcusGaureusG
niofilmsUUGMicrobiologybSpectrumSG2022SGXWSGeWZ[ZWZX 8.9 0

395 oomparativeGtranscriptomicGanalysisGofGandGonboardGfixedGdeepTseaGlimpetsGrevealsGsampleG
preparationTrelatedGdifferencesUUGIScienceSG2022SGZaSGXW]WeZ 6.1 0

394 oompleteGmitochondrialGgenomeGofGOPolychaetafGmlvinellidaePUUGMitochondrialbDNAbPartbB:bResources
SG2022SGcSGcdbTcdd 0.5

393 ProfilingG–ignalG—ransductionGinGslobalGyarineGniofilmsUUGFrontiersbinbMicrobiologySG2021SGXZSGcbdeZb 5.7 4

392 tydraulicGrracturingG”eturnGrluidsGfromGOffshoreGtydrocarbonGqxtractionGPresentGzewG”isksGtoG
yarineGqcosystemsUGEnvironmentalbSciencebhamp;bTechnologySG2021SGaaSG]XeeT]ZWX 10.3 3

391 slobalGsenomeGyiningG”evealsGaGoytochromeGP]aWToatalyzedGoyclizationGofGorownlikeG
oyclodipeptidesGwithGzeuroprotectiveGmctivityUGOrganicbLettersSG2021SGZ[SGbbWXTbbWa 6.2 1

390 slobalGsenomeGyiningG”evealsGtheGpistributionGofGpiverseG—hioamidatedG”iPPGniosynthesisGseneG
olustersUGFrontiersbinbMicrobiologySG2021SGXZSGb[a[de 5.7 1

389 orystalGstructureGofGparallelGsTquadruplexGformedGbyGtheGtwoTrepeatGmx–TGandGr—pTrelatedGssssooG
sequenceUGNucleicbAcidsbResearchSG2021SG]eSGaddXTadeW 20.1 4

388 UniqueGphageTbacteriumGinterplayGinGspongeGholobiontsGfromGtheGsouthernGOkinawaG—roughG
hydrothermalGventUGEnvironmentalbMicrobiologybReportsSG2021SGX[SGbcaTbd[ 3.7 1

387 senomicG–ignaturesG–upportingGtheG–ymbiosisGandGrormationGofGohitinousG—ubeGinGtheGpeepT–eaG
—ubewormGParaescarpiaGechinospicaUGMolecularbBiologybandbEvolutionSG2021SG[dSG]XXbT]X[] 8.3 8

386 tostTqndosymbiontGsenomeGuntegrationGinGaGpeepT–eaGohemosymbioticGolamUGMolecularbBiologyb
andbEvolutionSG2021SG[dSGaWZTaXd 8.3 14

385 torseshoeGcrabGgenomesGrevealGtheGevolutionGofGgenesGandGmicro”zmsGafterGthreeGroundsGofGwholeG
genomeGduplicationUGCommunicationsbBiologySG2021SG]SGd[ 6.7 8

384 piscoveryGofGmntibiofilmGmctivityGofGqlasninGagainstGyarineGniofilmsGandGutsGmpplicationGinGtheG
yarineGmntifoulingGooatingsUGMarinebDrugsSG2021SGXeSG 6 4

383 qxpandingGourGunderstandingGofGmarineGviralGdiversityGthroughGmetagenomicGanalysesGofGbiofilmsUG
MarinebLifebSciencebandbTechnologySG2021SG[SG[eaT]W] 4.5 2
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382 tologenomeGanalysisGrevealsGdualGsymbiosisGinGtheGdeepTseaGhydrothermalGventGsnailGsigantopeltaG
aegisUGNaturebCommunicationsSG2021SGXZSGXXba 17.4 8

381 piscoverySGnioactivityGqvaluationSGniosyntheticGseneGolusterGudentificationSGandGteterologousG
qxpressionGofGzovelGmlbofunginGperivativesUGFrontiersbinbMicrobiologySG2021SGXZSGb[aZbd 5.7 0

380 PhylogeneticG”elationshipsGandGmdaptationGinGpeepT–eaGyusselsfGunsightsGfromGyitochondrialG
senomesUGInternationalbJournalbofbMolecularbSciencesSG2021SGZZSG 6.3 3

379 yutanofactinGpromotesGadhesionGandGbiofilmGformationGofGcariogenicG–treptococcusGmutansUG
NaturebChemicalbBiologySG2021SGXcSGacbTad] 11.7 5

378 unsightsGintoGtheGvisionGofGtheGhadalGsnailfishGPseudoliparisGswireiGthroughGproteomicGanalysisGofGtheG
eyeUGProteomicsSG2021SGZXSGeZXWWXXd 4.8

377 oomparativeGproteomicGinvestigationGofGmultipleGmethicillinTresistantGstrainsGgeneratedGthroughG
adaptiveGlaboratoryGevolutionUGIScienceSG2021SGZ]SGXWZeaW 6.1 5

376 tiddenGtistoricalGtabitatTxinkedGPopulationGpivergenceGandGoontemporaryGseneGrlowGofGaG
peepT–eaGPatellogastropodGximpetUGMolecularbBiologybandbEvolutionSG2021SG[dSGab]WTaba] 8.3 2

375 mrmsGraceGinGaGcellfGgenomicSGtranscriptomicSGandGproteomicGinsightsGintoGintracellularG
phageTbacteriaGinterplayGinGdeepTseaGsnailGholobiontsUGMicrobiomeSG2021SGeSGXdZ 16.6 0

374 mntifoulingGmechanismGofGnaturalGproductTbasedGcoatingsGinvestigatedGbyGdigitalGholographicG
microscopyUGJournalbofbMaterialsbSciencebandbTechnologySG2021SGd]SGZWWTZWc 9.1 5

373 mlbofunginGandGchloroalbofunginfGantibioticGcrystalsGwithGZpGbutGnotG[pGisostructuralityUGActab
CrystallographicabSectionbCobStructuralbChemistrySG2020SGcbSGXXWWTXXWc 0.8 2

372 PopulationGseneticG–tructureGandGseneGqxpressionGPlasticityGofGtheGpeepT–eaG₇entGandG–eepG–quatG
xobsterG–hinkaiaGcrosnieriUGFrontiersbinbMarinebScienceSG2020SGcSG 4.5 3

371 oorrelationsGnetweenGProkaryoticGyicrobesGandG–tressT”esistantGmlgaeGinGpifferentGooralsG
–ubjectedGtoGqnvironmentalG–tressGinGtongGwongUGFrontiersbinbMicrobiologySG2020SGXXSGbdb 5.7 5

370 zearestGventSGdearestGfriendfGbiodiversityGofG—ianchengGventGfieldGrevealsGcrossTridgeGsimilaritiesGinG
theGundianGOceanUGRoyalbSocietybOpenbScienceSG2020SGcSGZWWXXW 3.3 16

369 vellyfishGgenomesGrevealGdistinctGhomeoboxGgeneGclustersGandGconservationGofGsmallG”zmG
processingUGNaturebCommunicationsSG2020SGXXSG[WaX 17.4 17

368 mGnovelGchresdihydrochalconeGfromG–treptomycesGchrestomyceticusGexhibitingGactivityGagainstG
sramTpositiveGbacteriaUGJournalbofbAntibioticsSG2020SGc[SG]ZeT][] 3.7 4

367 umpactsGofGelevatedGtemperatureGandGpoOZGonGtheGbroodedGlarvaeGofGPocilloporaGdamicornisGfromG
xuhuitouG”eefSGohinafGevidenceGforGlocalGacclimatizationUGCoralbReefsSG2020SG[eSG[[XT[]] 4.2 8

366 —heG–calyTfootG–nailGgenomeGandGimplicationsGforGtheGoriginsGofGbiomineralisedGarmourUGNatureb
CommunicationsSG2020SGXXSGXbac 17.4 28

365 oombiningGaGbioTbasedGpolymerGandGaGnaturalGantifoulantGintoGanGecoTfriendlyGantifoulingGcoatingUG
BiofoulingSG2020SG[bSGZWWTZWe 3.3 6

(2020-2021)
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364 unsightsGintoGtheG–ynthesisSG–ecretionGandGouringGofGnarnacleGoypridGmdhesiveGviaG—ranscriptomicG
andGProteomicGmnalysesGofGtheGoementGslandUGMarinebDrugsSG2020SGXdSG 6 4

363
â��rromGtheGzatureGforGtheGzatureâ��fGmnGqcoTrriendlyGmntifoulingGooatingGoonsistingGofGPolyOlacticG
acidPTnasedGPolyurethaneGandGzaturalGmntifoulantUGACSbSustainablebChemistrybandbEngineeringSG2020
SGdSGXbcXTXbcd

8.3 29

362 umpactGofGOceanGαarmingGandGmcidificationGonG–ymbiosisGqstablishmentGandGseneGqxpressionG
ProfilesGinG”ecruitsGofG”eefGooralUGFrontiersbinbMicrobiologySG2020SGXXSGa[Z]]c 5.7 3

361 qxploringGtheGunfluenceGofG–ignalGyoleculesGonGyarineGniofilmsGpevelopmentUGFrontiersbinb
MicrobiologySG2020SGXXSGacX]WW 5.7 7

360 ”eplyGtofGyacrocyclicGcolibactinsUGNaturebChemistrySG2020SGXZSGXWWc 17.6 1

359 senomicSGtranscriptomicSGandGproteomicGinsightsGintoGtheGsymbiosisGofGdeepTseaGtubewormG
holobiontsUGISMEbJournalSG2020SGX]SGX[aTXaW 11.9 26

358 yarineGbacterialGextractsGasGaGnewGrichGsourceGofGdrugsGagainstGmlzheimerNsGdiseaseUGJournalbofb
NeurochemistrySG2020SGXaZSG]e[TaWd 6 4

357 yarineGnaturalGproductsGasGantifoulingGmoleculesGTGaGminiTreviewGOZWX]TZWZWPUGBiofoulingSG2020SG[bSGXZXWTXZZb3.3 15

356 oomparativeGProteomicsGonGpeepT–eaGmmphipodsGafterGinG–ituGoopperGqxposureUGEnvironmentalb
Sciencebhamp;bTechnologySG2019SGa[SGX[edXTX[eeX 10.3 5

355 yarineGbiofilmsGconstituteGaGbankGofGhiddenGmicrobialGdiversityGandGfunctionalGpotentialUGNatureb
CommunicationsSG2019SGXWSGaXc 17.4 47

354 –ignaturesGofGpivergenceSGunvasivenessSGandG—errestrializationG”evealedGbyGrourGmppleG–nailG
senomesUGMolecularbBiologybandbEvolutionSG2019SG[bSGXaWcTXaZW 8.3 33

353 pistributionSGdiversityGandGfunctionalGdissociationGofGtheGmacGgenesGinGmarineGbiofilmsUGBiofoulingSG
2019SG[aSGZ[WTZ][ 3.3 6

352 mGohemicalTunterventionG–trategyG—oGoircumventGPeptideGtydrolysisGbyGdT–tereoselectiveG
PeptidasesUGJournalbofbMedicinalbChemistrySG2019SGbZSGXW]bbTXW]cZ 8.3 6

351 —heGmitochondrialGgenomeGofGtheGdeepTseaGlimpetGOPatellogastropodafGPectinodontidaePUG
MitochondrialbDNAbPartbB:bResourcesSG2019SG]SG[XcaT[Xcb 0.5 5

350 msymmetricG—otalG–ynthesisGqnablesGpiscoveryGofGmntibacterialGmctivityGofG–iladenoserinolsGmGandGtUG
OrganicbLettersSG2019SGZXSGecW]TecWd 6.2 7

349 tostâ��–ymbiontGunteractionsGinGpeepT–eaGohemosymbioticG₇esicomyidGolamsfGunsightsGrromG
—ranscriptomeG–equencingUGFrontiersbinbMarinebScienceSG2019SGbSG 4.5 9

348 yacrocyclicGcolibactinGinducesGpzmGdoubleTstrandGbreaksGviaGcopperTmediatedGoxidativeGcleavageUG
NaturebChemistrySG2019SGXXSGddWTdde 17.6 37

347 yetagenomicGmnalysisGofGZincG–urfaceTmssociatedGyarineGniofilmsUGMicrobialbEcologySG2019SGccSG]WbT]Xb 4.4 14
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346 sutGyicrobialGpivergenceGbetweenG—woGPopulationsGofGtheGtadalGmmphipodGtirondelleaGgigasUG
AppliedbandbEnvironmentalbMicrobiologySG2019SGdaSG 4.8 10

345 piurnallyGrluctuatingGoOGyodifiesGtheGPhysiologicalG”esponsesGofGooralG”ecruitsGUnderGOceanG
mcidificationUGFrontiersbinbPhysiologySG2018SGeSGXeaZ 4.6 11

344 —heGverticalGdistributionGofGprokaryotesGinGtheGsurfaceGsedimentGofGviaolongGcoldGseepGatGtheG
northernG–outhGohinaG–eaUGExtremophilesSG2018SGZZSG]eeTaXW 3 12

343 —heGregulatoryGroleGofGarginineGkinaseGduringGlarvalGsettlementGofGtheGbryozoanGnugulaGneritinaUG
MarinebBiologySG2018SGXbaSGX 2.5 3

342 ”esistanceGtoGnonribosomalGpeptideGantibioticsGmediatedGbyGpTstereospecificGpeptidasesUGNatureb
ChemicalbBiologySG2018SGX]SG[dXT[dc 11.7 25

341 t–PeWGregulatesGlarvalGsettlementGofGtheGbryozoanGthroughGtheGnitricGoxideGpathwayUGJournalbofb
ExperimentalbBiologySG2018SGZZXSG 3 4

340 —heGmitochondrialGgenomeGofGtheGdeepTseaGtubewormGO–iboglinidaeSGmnnelidaPGandGitsGphylogeneticG
implicationsUGMitochondrialbDNAbPartbB:bResourcesSG2018SG[SGX[XTX[Z 0.5 8

339 PhylogenySGevolutionGandGmitochondrialGgeneGorderGrearrangementGinGscaleGwormsG
OmphroditiformiaSGmnnelidaPUGMolecularbPhylogeneticsbandbEvolutionSG2018SGXZaSGZZWTZ[X 4.1 44

338 –easonGstructuresGprokaryoticGpartnersGbutGnotGalgalGsymbiontsGinGsubtropicalGhardGcoralsUGAppliedb
MicrobiologybandbBiotechnologySG2018SGXWZSG]eb[T]ec[ 5.7 13

337 qxploringGcoralGmicrobiomeGassemblagesGinGtheG–outhGohinaG–eaUGScientificbReportsSG2018SGdSGZ]Zd 4.9 13

336 mntiTbiofilmGeffectGofGaGbutenolideVpolymerGcoatingGandGmetatranscriptomicGanalysesUGBiofoulingSG
2018SG[]SGXXXTXZZ 3.3 22

335 pysregulationGofGuntestinalGtealthGbyGqnvironmentalGPollutantsfGunvolvementGofGtheGqstrogenG
”eceptorGandGmrylGtydrocarbonG”eceptorUGEnvironmentalbSciencebhamp;bTechnologySG2018SGaZSGZ[Z[TZ[[W10.3 52

334 senomeG”eductionGinG–peciesGwithinGtheGsutGofGanGmmphipodGfromGtheGOceanNsGpeepestGPointUG
MSystemsSG2018SG[SG 7.6 14

333 peGnovoGtranscriptomeGassemblyGandGpositiveGselectionGanalysisGofGanGindividualGdeepTseaGfishUGBMCb
GenomicsSG2018SGXeSG[e] 4.5 22

332 PaenialvinGmTpSGfourGpeptideGantibioticsGproducedGbyGPaenibacillusGalveiGp–yGZeUGJournalbofb
AntibioticsSG2018SGcXSGcbeTccc 3.7 5

331 PopulationGgeneticGstructureGofGtheGdeepTseaGmusselGsGOnivalviafGyytilidaePGinGtheGzorthwestGPacificUG
EvolutionarybApplicationsSG2018SGXXSGXeXaTXe[W 4.8 15

330 piscoveryGofGcationicGnonribosomalGpeptidesGasGsramTnegativeGantibioticsGthroughGglobalGgenomeG
miningUGNaturebCommunicationsSG2018SGeSG[Zc[ 17.4 38

329 mGnovelGassessmentGofGtheGtractionGforcesGuponGsettlementGofGtwoGtypicalGmarineGfoulingG
invertebratesGusingGPpy–GmicropostGarraysUGBiologybOpenSG2018SGcSG 2.2 1

(2018-2019)
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328 —owardGunderstandingGbarnacleGcementingGbyGcharacterizationGofGoneGcementGproteinTXWWkpaGinG
mmphibalanusGamphitriteUGBiochemicalbandbBiophysicalbResearchbCommunicationsSG2018SG]eaSGebeTeca 3.4 10

327 uncreasedGtemperatureGmitigatesGtheGeffectsGofGoceanGacidificationGonGtheGcalcificationGofGjuvenileG
PocilloporaGdamicornisSGbutGatGaGcostUGCoralbReefsSG2018SG[cSGcXTce 4.2 11

326 udentificationGofGnarnacleG–hellGProteinsGbyG—ranscriptomeGandGProteomicGmpproachesG2018SGXWaTXXZ 2

325 ”ationalGdesignGofGnewGcyclicGanaloguesGofGtheGantimicrobialGlipopeptideGtridecaptinGmUGChemicalb
CommunicationsSG2018SGa]SGXWb[]TXWb[c 5.8 12

324 ”egenerationGandGutilizationGofGnutrientsGduringGcollapseGofGaGyesodiniumGrubrumGredGtideGandGitsG
influenceGonGphytoplanktonGspeciesGcompositionUGSciencebChinabEarthbSciencesSG2018SGbXSGX[d]TX[eb 4.6 4

323 qxploringGtheGregulatoryGroleGofGnitricGoxideGOzOPGandGtheGzOTp[dymPwVcsyPGpathwayGinGlarvalG
settlementGofGtheGbryozoanGnugulaGneritinaUGBiofoulingSG2018SG[]SGa]aTaab 3.3 7

322
senomeTwideGdiscoveryGofGsingleGnucleotideGpolymorphismsGO–zPsPGandGsingleGnucleotideGvariantsG
O–z₇sPGinGdeepTseaGmusselsfGPotentialGuseGinGpopulationGgenomicsGandGcrossTspeciesGapplicationUG
DeeppSeabResearchbPartbII:bTopicalbStudiesbinbOceanographySG2017SGX[cSG[XdT[Zb

2.3 23

321
xinkingGgenomicGresponsesGofGgonadsGwithGreproductiveGimpairmentGinGmarineGmedakaGOOryziasG
melastigmaPGexposedGchronicallyGtoGtheGchemopreventiveGandGantifoulingGagentSG
[S[NTdiindolylmethaneGOpuyPUGAquaticbToxicologySG2017SGXd[SGX[aTX][

5.1 8

320
praftGsenomeGofG–calinduaGrubraSGObtainedGfromGtheGunterfaceGmboveGtheGpiscoveryGpeepGnrineGinG
theG”edG–eaSG–hedsGxightGonGPotentialG–altGmdaptationG–trategiesGinGmnammoxGnacteriaUGMicrobialb
EcologySG2017SGc]SGXTa

4.4 53

319 yolecularGadaptationGinGtheGworldNsGdeepestTlivingGanimalfGunsightsGfromGtranscriptomeGsequencingG
ofGtheGhadalGamphipodGtirondelleaGgigasUGMolecularbEcologySG2017SGZbSG[c[ZT[c][ 5.7 37

318 OptimizationGofGantifoulingGcoatingsGincorporatingGbutenolideSGaGpotentGantifoulingGagentGviaGfieldG
andGlaboratoryGtestsUGProgressbinbOrganicbCoatingsSG2017SGXWeSGZZTZe 4.8 16

317 —emperatureGshapesGcoralTalgalGsymbiosisGinGtheG–outhGohinaG–eaUGScientificbReportsSG2017SGcSG]WXXd 4.9 30

316 mdaptationGandGevolutionGofGdeepTseaGscaleGwormsGOmnnelidafGPolynoidaePfGinsightsGfromG
transcriptomeGcomparisonGwithGaGshallowTwaterGspeciesUGScientificbReportsSG2017SGcSG]bZWa 4.9 24

315 yicrobiomeGdynamicsGinGearlyGlifeGstagesGofGtheGscleractinianGcoralGmcroporaGgemmiferaGinGresponseG
toGelevatedGpoOUGEnvironmentalbMicrobiologySG2017SGXeSG[[]ZT[[aZ 5.2 19

314 qnvironmentallyGrriendlyGmntifoulingGooatingsGnasedGonGniodegradableGPolymerGandGzaturalG
mntifoulantUGACSbSustainablebChemistrybandbEngineeringSG2017SGaSGb[W]Tb[We 8.3 60

313 mdaptationGtoGdeepTseaGchemosyntheticGenvironmentsGasGrevealedGbyGmusselGgenomesUGNatureb
EcologybandbEvolutionSG2017SGXSGXZX 12.3 160

312 senomeG”eductionGandGyicrobeTtostGunteractionsGpriveGmdaptationGofGaG–ulfurTOxidizingG
nacteriumGmssociatedGwithGaGooldG–eepG–pongeUGMSystemsSG2017SGZSG 7.6 23

311 mGPseudomonasG—b––GeffectorGrecruitsGP“–TcontainingGouterGmembraneGvesiclesGforGironG
acquisitionUGNaturebCommunicationsSG2017SGdSGX]ddd 17.4 139
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310
udentificationGofGyolecularG—argetsGforG]SaTpichloroTZTnToctylT]TisothiazolinT[ToneGOpoOu—PGinG
—eleostsfGzewGunsightGintoGyechanismGofG—oxicityUGEnvironmentalbSciencebhamp;bTechnologySG2017SG
aXSGXd]WTXd]c

10.3 20

309 umpactGofGdiurnalGtemperatureGfluctuationsGonGlarvalGsettlementGandGgrowthGofGtheGreefGcoralG
MltgiMgtgPocilloporaGdamicornisMltgViMgtgUGBiogeosciencesSG2017SGX]SGac]XTacaZ 4.6 12

308 —hielavinsGαTZâ��SGzewGmntifoulingG—hielavinsGfromGtheGyarineTperivedGrungusG—hielaviaGspUG
U–—W[We[WTWW]UGMarinebDrugsSG2017SGXaSG 6 6

307 yetagenomicGanalysisGrevealsGaGgreenGsulfurGbacteriumGasGaGpotentialGcoralGsymbiontUGScientificb
ReportsSG2017SGcSGe[ZW 4.9 15

306 PreparationSG–tructureSGandGPotentGmntifoulingGmctivityGofG–clerotioramineGperivativesUGMarineb
BiotechnologySG2017SGXeSG[cZT[cd 3.4 22

305
oomparativeG—ranscriptomicGmnalysisG”evealsGoandidateGsenesGandGPathwaysGunvolvedGinGxarvalG
–ettlementGofGtheGnarnacleGyegabalanusGvolcanoUGInternationalbJournalbofbMolecularbSciencesSG2017SG
XdSG

6.3 6

304 ”eviewGonGyolecularGyechanismsGofGmntifoulingGoompoundsfGmnGUpdateGsinceGZWXZUGMarinebDrugsSG
2017SGXaSG 6 43

303 —emperatureTprivenGxocalGmcclimatizationGofGtostedGbyGtheGooralGatGtainanGuslandSGohinaUGFrontiersb
inbMicrobiologySG2017SGdSGZ]dc 5.7 11

302 pivergentGbiosynthesisGyieldsGaGcytotoxicGaminomalonateTcontainingGprecolibactinUGNaturebChemicalb
BiologySG2016SGXZSGcc[Ta 11.7 62

301 ProteomicGresponseGofGmethicillinTresistantG–UGaureusGtoGaGsynergisticGantibacterialGdrugG
combinationfGaGnovelGerythromycinGderivativeGandGoxacillinUGScientificbReportsSG2016SGbSGXed]X 4.9 20

300 –ecretoryGlocationsGofG–uPoGinGmmphibalanusGamphitriteGcypridsGandGaGnovelGfunctionGofG–uPoGinG
biomineralizationUGScientificbReportsSG2016SGbSGZe[cb 4.9 8

299 “uantitativeGanalysisGofGoysterGlarvalGproteomeGprovidesGnewGinsightsGintoGtheGeffectsGofGmultipleG
climateGchangeGstressorsUGGlobalbChangebBiologySG2016SGZZSGZWa]Tbd 11.4 48

298 –ensitivityGandGcorrelationGofGhypervariableGregionsGinGXb–Gr”zmGgenesGinGphylogeneticGanalysisUG
BMCbBioinformaticsSG2016SGXcSGX[a 3.6 246

297 —heGmitochondrialGgenomeGofGtheGdeepTseaGsnailGProvannaGspUGOsastropodafGProvannidaePUG
MitochondrialbDNAbPartbA:bDNAbMappingobSequencingobandbAnalysisSG2016SGZcSG]WZbT]WZc 1.3 3

296 oochliomycinGmGinhibitsGtheGlarvalGsettlementGofGmmphibalanusGamphitriteGbyGactivatingGtheG
zOVcsyPGpathwayUGBiofoulingSG2016SG[ZSG[aT]] 3.3 10

295 mrchiveGofGbacterialGcommunityGinGanhydriteGcrystalsGfromGaGdeepTseaGbasinGprovidesGevidenceGofG
pastGoilTspillingGinGaGbenthicGenvironmentGinGtheG”edG–eaUGBiogeosciencesSG2016SGX[SGb]WaTb]Xc 4.6 1

294 senomicGandG—ranscriptomicGqvidenceGforGoarbohydrateGoonsumptionGamongGyicroorganismsGinGaG
ooldG–eepGnrineGPoolUGFrontiersbinbMicrobiologySG2016SGcSGXdZa 5.7 19

293 unG–ilicoGPredictionGofGzeuropeptidesVPeptideGtormoneG—ranscriptsGinGtheGoheilostomeGnryozoanG
nugulaGneritinaUGPLoSbONESG2016SGXXSGeWXbWZcX 3.7 3

(2016-2017)
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292 qnvironmentalGswitchingGduringGbiofilmGdevelopmentGinGaGcoldGseepGsystemGandGfunctionalG
determinantsGofGspeciesGsortingUGMolecularbEcologySG2016SGZaSGXeadTcX 5.7 4

291
oharacterizationGofGmrginineGwinaseGinGtheGnarnacleGmmphibalanusGmmphitriteGandGutsG”oleGinGtheG
xarvalG–ettlementUGJournalbofbExperimentalbZoologybPartbB:bMolecularbandbDevelopmentalbEvolutionSG
2016SG[ZbSGZ[cT]e

1.8 4

290 —heGdeepTseaGglassGspongeGxophophysemaGeversaGharboursGpotentialGsymbiontsGresponsibleGforGtheG
nutrientGconversionsGofGcarbonSGnitrogenGandGsulfurUGEnvironmentalbMicrobiologySG2016SGXdSGZ]dXTe] 5.2 37

289 praftGgenomeGofGanGmerophobetesGbacteriumGrevealsGaGfacultativeGlifestyleGinGdeepTseaGanaerobicG
sedimentsUGSciencebBulletinSG2016SGbXSGXXcbTXXdb 10.6 11

288 peltaTproteobacterialG–m”[Z]GgroupGinGhydrothermalGplumesGonGtheG–outhGyidTmtlanticG”idgeUG
ScientificbReportsSG2016SGbSGZZd]Z 4.9 12

287 ohangesGinGmicrobialGcommunitiesSGphotosynthesisGandGcalcificationGofGtheGcoralGmcroporaG
gemmiferaGinGresponseGtoGoceanGacidificationUGScientificbReportsSG2016SGbSG[aecX 4.9 11

286
ramilyTwideG–tructuralGoharacterizationGandGsenomicGoomparisonsGpecodeGtheGpiversityTorientedG
niosynthesisGofG—halassospiramidesGbyGyarineGProteobacteriaUGJournalbofbBiologicalbChemistrySG2016SG
ZeXSGZcZZdTZcZ[d

5.4 7

285 —heGdeepestGmitochondrialGgenomeGsequencedGfromGyarianaG—renchGOmmphipodaPUGMitochondrialb
DNAbPartbB:bResourcesSG2016SGXSGdWZTdW[ 0.5 11

284 mntifoulingGphenylGethersGandGotherGcompoundsGfromGtheGinvertebratesGandGtheirGsymbioticGfungiG
collectedGfromGtheG–outhGohinaG–eaUGAMBbExpressSG2016SGbSGXWZ 4.1 14

283
ohronicGqxposureGofGyarineGyedakaGOOryziasGmelastigmaPGtoG
]SaTpichloroTZTnToctylT]TisothiazolinT[ToneGOpoOu—PG”evealsGutsGyechanismGofGmctionGinGqndocrineG
pisruptionGviaGtheGtypothalamusTPituitaryTsonadalTxiverGOtPsxPGmxisUGEnvironmentalbSciencebhamp;b
TechnologySG2016SGaWSG]]eZTaWX

10.3 33

282 mnGevaluationGofGmultipleGannealingGandGloopingGbasedGgenomeGamplificationGusingGaGsyntheticG
bacterialGcommunityUGActabOceanologicabSinicaSG2016SG[aSGX[XTX[b 1 7

281
tighTthroughputGtranscriptomeGsequencingGrevealsGtheGcombinedGeffectsGofGkeyGeTwasteG
contaminantsSGdecabromodiphenylGetherGOnpqTZWePGandGleadSGinGzebrafishGlarvaeUGEnvironmentalb
PollutionSG2016SGZX]SG[Z]T[[[

9.3 23

280
qndocrineGpisruptionGthroughoutGtheGtypothalamusTPituitaryTsonadalTxiverGOtPsxPGmxisGinGyarineG
yedakaGOOryziasGmelastigmaPGohronicallyGqxposedGtoGtheGmntifoulingGandGohemopreventiveGmgentSG
[S[NTpiindolylmethaneGOpuyPUGChemicalbResearchbinbToxicologySG2016SGZeSGXWZWTd

4 16

279 PostTtranslationalGmodificationsGareGenrichedGwithinGproteinGfunctionalGgroupsGimportantGtoG
bacterialGadaptationGwithinGaGdeepTseaGhydrothermalGventGenvironmentUGMicrobiomeSG2016SG]SG]e 16.6 24

278 ”areGqventsGofGuntragenusGandGuntraspeciesGtorizontalG—ransferGofGtheGXb–Gr”zmGseneUGGenomeb
BiologybandbEvolutionSG2015SGcSGZ[XWTZW 3.9 40

277 ohangingGcompositionGofGmicrobialGcommunitiesGindicatesGseepageGfluidGdifferenceGofGtheG—huwalG
–eepsGinGtheG”edG–eaUGAntoniebVanbLeeuwenhoekSG2015SGXWdSG]bXTcX 2.1 2

276 si”zmGtransfectionGinGlarvaeGofGtheGbarnacleGmmphibalanusGamphitriteUGJournalbofbExperimentalb
BiologySG2015SGZXdSGZaWaTe 3 4

275 PotentGmntifoulingGyarineGpihydroquinolinTZOXtPToneToontainingGmlkaloidsGfromGtheGsorgonianG
ooralTperivedGrungusG–copulariopsisGspUGMarinebBiotechnologySG2015SGXcSG]WdTXa 3.4 25
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274 pirectedGnaturalGproductGbiosynthesisGgeneGclusterGcaptureGandGexpressionGinGtheGmodelGbacteriumG
nacillusGsubtilisUGScientificbReportsSG2015SGaSGe[d[ 4.9 75

273 xowT—oxicityGpiindolT[TylmethanesGasGPotentGmntifoulingGoompoundsUGMarinebBiotechnologySG2015SG
XcSGbZ]T[Z 3.4 31

272 PhylogeneticGdiversityGofGnitrogenTutilizingGgenesGinGhydrothermalGchimneysGfromG[GmiddleGoceanG
ridgesUGExtremophilesSG2015SGXeSGXXc[TdZ 3 5

271 ”elationshipGbetweenGmetalGandGpolybrominatedGdiphenylGetherGOPnpqPGbodyGburdenGandGhealthG
risksGinGtheGbarnacleGnalanusGamphitriteUGMarinebPollutionbBulletinSG2015SGXWWSG[d[T[eZ 6.7 13

270 pegradationGkineticsGofGaGpotentGantifoulingGagentSGbutenolideSGunderGvariousGenvironmentalG
conditionsUGChemosphereSG2015SGXXeSGXWcaTXWd[ 8.4 24

269 ProteomicGbasisGofGstressGresponsesGinGtheGgillsGofGtheGpacificGoysterGorassostreaGgigasUGJournalbofb
ProteomebResearchSG2015SGX]SG[W]TXc 5.6 61

268 —ranscriptomeGandGproteomeGdynamicsGinGlarvaeGofGtheGbarnacleGnalanusGmmphitriteGfromGtheG”edG
–eaUGBMCbGenomicsSG2015SGXbSGXWb[ 4.5 10

267 ProteomicGohangesGmssociatedGwithG–uccessiveG”eproductiveGPeriodsGinGyaleGPolychaetousG
zeanthesGarenaceodentataUGScientificbReportsSG2015SGaSGX[abX 4.9 1

266 tighTthroughputGtranscriptomeGsequencingGofGtheGcoldGseepGmusselGnathymodiolusGplatifronsUG
ScientificbReportsSG2015SGaSGXbaec 4.9 58

265 p[dGymPwGregulatesGPwm˛–GandGoUnTserineGproteaseGinGmmphibalanusGamphitriteGcypridsUGScientificb
ReportsSG2015SGaSGX]cbc 4.9 4

264 –electiveGphosphorylationGduringGearlyGmacrophageGdifferentiationUGProteomicsSG2015SGXaSG[c[XT][ 4.8 4

263
senomeGsequenceGofGtheGpinkTpigmentedGmarineGbacteriumGxoktanellaGhongkongensisGtypeGstrainG
OU–—eaWcWXTWWePO—PPSGaGrepresentativeGofGtheG”oseobacterGgroupUGStandardsbinbGenomicbSciencesSG
2015SGXWSGaX

1

262 zitricGoxideGinhibitsGlarvalGsettlementGinGmmphibalanusGamphitriteGcypridsGbyGrepressingGmuscleG
locomotionGandGmoltingUGProteomicsSG2015SGXaSG[da]Tb] 4.8 7

261 oriticalGuntermediatesG”evealGzewGniosyntheticGqventsGinGtheGqnigmaticGoolibactinGPathwayUG
ChemBioChemSG2015SGXbSGXcXaTe 3.8 49

260 –ynchronizedGdynamicsGofGbacterialGnicheTspecificGfunctionsGduringGbiofilmGdevelopmentGinGaGcoldG
seepGbrineGpoolUGEnvironmentalbMicrobiologySG2015SGXcSG]WdeTXW] 5.2 20

259 qxtracellularGmatrixTassociatedGproteinsGformGanGintegralGandGdynamicGsystemGduringGPseudomonasG
aeruginosaGbiofilmGdevelopmentUGFrontiersbinbCellularbandbInfectionbMicrobiologySG2015SGaSG]W 5.9 29

258 yicrobialGcommunityGchangesGalongGtheGactiveGseepageGsiteGofGoneGcoldGseepGinGtheG”edG–eaUG
FrontiersbinbMicrobiologySG2015SGbSGc[e 5.7 9

257 ohemicalGoomponentGandGProteomicG–tudyGofGtheGmmphibalanusGOiGnalanusPGamphitriteG–hellUGPLoSb
ONESG2015SGXWSGeWX[[dbb 3.7 15
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256 yechanismGofGactionGofGthalassospiramidesSGaGnewGclassGofGcalpainGinhibitorsUGScientificbReportsSG
2015SGaSGdcd[ 4.9 13

255
tepaticGproteomicGresponsesGinGmarineGmedakaGOOryziasGmelastigmaPGchronicallyGexposedGtoG
antifoulingGcompoundGbutenolideG[aToctylfuranTZOatPTone]GorG
]SaTdichloroTZTzToctylT]TisothiazolinT[ToneGOpoOu—PUGEnvironmentalbSciencebhamp;bTechnologySG2015SG
]eSGXdaXTe

10.3 30

254 yiniTreviewfGmarineGnaturalGproductsGandGtheirGsyntheticGanalogsGasGantifoulingGcompoundsfG
ZWWeTZWX]UGBiofoulingSG2015SG[XSGXWXTZZ 3.3 132

253 ZonationGofGyicrobialGoommunitiesGbyGaGtydrothermalGyoundGinGtheGmtlantisGuuGpeepGOtheG”edG–eaPUG
PLoSbONESG2015SGXWSGeWX]Wcbb 3.7 5

252 PyrosequencingGrevealedGshiftsGofGprokaryoticGcommunitiesGbetweenGhealthyGandGdiseaseTlikeG
tissuesGofGtheG”edG–eaGspongeGorellaGcyathophoraUGPeerJSG2015SG[SGedeW 3.1 17

251 qffectGofGpolybrominatedGdiphenylGetherGOPnpqPGtreatmentGonGtheGcompositionGandGfunctionGofGtheG
bacterialGcommunityGinGtheGspongeGtaliclonaGcymaeformisUGFrontiersbinbMicrobiologySG2014SGaSGcee 5.7 9

250 —ranscriptomeGanalysisGelucidatesGkeyGdevelopmentalGcomponentsGofGbryozoanGlophophoreG
developmentUGScientificbReportsSG2014SG]SGba[] 4.9 15

249 mGhighTresolutionGxoTy–TbasedGsecondaryGmetaboliteGfingerprintGdatabaseGofGmarineGbacteriaUG
ScientificbReportsSG2014SG]SGba[c 4.9 15

248 zontoxicGpiperamidesGandGtheirGsyntheticGanaloguesGasGnovelGantifoulingGreagentsUGBiofoulingSG2014SG
[WSG]c[TdX 3.3 9

247
ProteomicGchangesGinGbrainGtissuesGofGmarineGmedakaGOOryziasGmelastigmaPGafterGchronicGexposureG
toGtwoGantifoulingGcompoundsfGbutenolideGandG]SaTdichloroTZTnToctylT]TisothiazolinT[ToneGOpoOu—PUG
AquaticbToxicologySG2014SGXacSG]cTab

5.1 26

246 ProteomicGprofilingGduringGtheGpreTcompetentGtoGcompetentGtransitionGofGtheGbiofoulingG
polychaeteGtydroidesGelegansUGBiofoulingSG2014SG[WSGeZXTd 3.3 2

245
rirstGstudyGonGgeneGexpressionGofGcementGproteinsGandGpotentialGadhesionTrelatedGgenesGofGaG
membranousTbasedGbarnacleGasGrevealedGfromGzextTsenerationG–equencingGtechnologyUGBiofoulingSG
2014SG[WSGXbeTdX

3.3 38

244 PyrosequencingGrevealsGtheGmicrobialGcommunitiesGinGtheG”edG–eaGspongeGoarteriospongiaG
foliascensGandGtheirGimpressiveGshiftsGinGabnormalGtissuesUGMicrobialbEcologySG2014SGbdSGbZXT[Z 4.4 23

243 ProteomicsGinsightsfGproteinsGrelatedGtoGlarvalGattachmentGandGmetamorphosisGofGmarineG
invertebratesUGFrontiersbinbMarinebScienceSG2014SGXSG 4.5 7

242 piversityGandGdistributionGofGeukaryoticGmicrobesGinGandGaroundGaGbrineGpoolGadjacentGtoGtheG—huwalG
coldGseepsGinGtheG”edG–eaUGFrontiersbinbMicrobiologySG2014SGaSG[c 5.7 21

241 unGsituGenvironmentGratherGthanGsubstrateGtypeGdictatesGmicrobialGcommunityGstructureGofGbiofilmsG
inGaGcoldGseepGsystemUGScientificbReportsSG2014SG]SG[adc 4.9 27

240 –peciesGsortingGduringGbiofilmGassemblyGbyGartificialGsubstratesGdeployedGinGaGcoldGseepGsystemUG
ScientificbReportsSG2014SG]SGbb]c 4.9 31

239 “uantitativeGproteomicsGstudyGofGlarvalGsettlementGinGtheGnarnacleGnalanusGamphitriteUGPLoSbONESG
2014SGeSGeddc]] 3.7 24
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238 OptimalGeukaryoticGXd–GandGuniversalGXb–VXd–GribosomalG”zmGprimersGandGtheirGapplicationGinGaG
studyGofGsymbiosisUGPLoSbONESG2014SGeSGeeWWa[ 3.7 64

237 —owardGunderstandingGtheGdynamicsGofGmicrobialGcommunitiesGinGanGestuarineGsystemUGPLoSbONESG
2014SGeSGee]]]e 3.7 19

236 yicrobialGsulfurGcycleGinGtwoGhydrothermalGchimneysGonGtheG–outhwestGundianG”idgeUGMBioSG2014SGaSGeWWedWTX[7.8 47

235 senomicGanalysisGrevealsGversatileGheterotrophicGcapacityGofGaGpotentiallyGsymbioticGsulfurToxidizingG
bacteriumGinGspongeUGEnvironmentalbMicrobiologySG2014SGXbSG[a]dTbX 5.2 51

234 –ymbioticGadaptationGdrivesGgenomeGstreamliningGofGtheGcyanobacterialGspongeGsymbiontG
IoandidatusG–ynechococcusGspongiarumIUGMBioSG2014SGaSGeWWWceTX] 7.8 68

233 qffectGofGcopperGtreatmentGonGtheGcompositionGandGfunctionGofGtheGbacterialGcommunityGinGtheG
spongeGtaliclonaGcymaeformisUGMBioSG2014SGaSGeWXedW 7.8 24

232 xarvalGvisionGcontributesGtoGgregariousGsettlementGinGbarnaclesfGadultGredGfluorescenceGasGaGpossibleG
visualGsignalUGJournalbofbExperimentalbBiologySG2014SGZXcSGc][TaW 3 29

231
oomparativeGsafetyGofGtheGantifoulingGcompoundGbutenolideGandG
]SaTdichloroTZTnToctylT]TisothiazolinT[ToneGOpoOu—PGtoGtheGmarineGmedakaGOOryziasGmelastigmaPUG
AquaticbToxicologySG2014SGX]eSGXXbTZa

5.1 43

230 yolecularGtechniquesGrevealedGhighlyGdiverseGmicrobialGcommunitiesGinGnaturalGmarineGbiofilmsGonG
polystyreneGdishesGforGinvertebrateGlarvalGsettlementUGMicrobialbEcologySG2014SGbdSGdXTe[ 4.4 18

229
peepGsequencingGofGyyxillaGOqctyomyxillaPGmethanophilaSGanGepibioticGspongeGonGcoldTseepG
tubewormsSGrevealsGmethylotrophicSGthiotrophicSGandGputativeGhydrocarbonTdegradingGmicrobialG
associationsUGMicrobialbEcologySG2013SGbaSG]aWTbX

4.4 17

228 ProteomicGandGmetabolomicGprofilesGofGmarineG₇ibrioGspUGWXWGinGresponseGtoGanGantifoulantG
challengeUGBiofoulingSG2013SGZeSGcdeTdWZ 3.3 6

227 PolybrominatedGdiphenylGethersGdoGnotGaffectGmetamorphosisGbutGalterGtheGproteomeGofGtheG
invasiveGslipperGlimpetGorepidulaGonyxUGMarinebPollutionbBulletinSG2013SGc[SGZc[TdX 6.7 3

226 mutotrophicGmicrobeGmetagenomesGandGmetabolicGpathwaysGdifferentiateGadjacentG”edG–eaGbrineG
poolsUGScientificbReportsSG2013SG[SGXc]d 4.9 23

225 UnderstandingGtheGregulationGofGestivationGinGaGfreshwaterGsnailGthroughGi—”m“TbasedGcomparativeG
proteomicsUGJournalbofbProteomebResearchSG2013SGXZSGaZcXTdW 5.6 39

224 mntifoulingGactivityGofGsecondaryGmetabolitesGisolatedGfromGchineseGmarineGorganismsUGMarineb
BiotechnologySG2013SGXaSGaaZTd 3.4 37

223
—ranscriptomeGandGquantitativeGproteomeGanalysisGrevealsGmolecularGprocessesGassociatedGwithG
larvalGmetamorphosisGinGtheGpolychaeteGPseudopolydoraGvexillosaUGJournalbofbProteomebResearchSG
2013SGXZSGX[]]Tad

5.6 11

222 niosyntheticGmultitaskingGfacilitatesGthalassospiramideGstructuralGdiversityGinGmarineGbacteriaUG
JournalbofbthebAmericanbChemicalbSocietySG2013SGX[aSGXXaaTbZ 16.4 47

221 mntifoulingGandGantibacterialGpolyketidesGfromGmarineGgorgonianGcoralTassociatedGfungusG
PenicilliumGspUG–o–smrGWWZ[UGJournalbofbAntibioticsSG2013SGbbSGZXeTZ[ 3.7 69
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220 yiniTreviewfGyolecularGmechanismsGofGantifoulingGcompoundsUGBiofoulingSG2013SGZeSG[dXT]WW 3.3 85

219 oaspaseT[TdependentGapoptosisGofGcitreamicinG˛µTinducedGtexaGcellsGisGassociatedGwithGreactiveG
oxygenGspeciesGgenerationUGChemicalbResearchbinbToxicologySG2013SGZbSGXWaaTb[ 4 12

218 i—”m“TbasedGproteomicGprofilingGofGtheGbarnacleGnalanusGamphitriteGinGresponseGtoGtheGantifoulingG
compoundGmeleagrinUGJournalbofbProteomebResearchSG2013SGXZSGZWeWTXWW 5.6 33

217 mdaptationGofGintertidalGbiofilmGcommunitiesGisGdrivenGbyGmetalGionGandGoxidativeGstressesUGScientificb
ReportsSG2013SG[SG[XdW 4.9 22

216 ProteomicGresponseGofGmarineGinvertebrateGlarvaeGtoGoceanGacidificationGandGhypoxiaGduringG
metamorphosisGandGcalcificationUGJournalbofbExperimentalbBiologySG2013SGZXbSG]adWTe 3 24

215
ProfundibacteriumGmesophilumGgenUGnovUSGspUGnovUSGaGnovelGmemberGinGtheGfamilyG”hodobacteraceaeG
isolatedGfromGdeepTseaGsedimentGinGtheG”edG–eaSG–audiGmrabiaUGInternationalbJournalbofbSystematicb
andbEvolutionarybMicrobiologySG2013SGb[SGXWWcTXWXZ

2.2 18

214 nioTassembledGnanocompositesGinGconchGshellsGexhibitGgiantGelectretGhysteresisUGAdvancedbMaterials
SG2013SGZaSGcXXTd 24 14

213 ”esponseGofGbacterioplanktonGtoGaGglucoseGgradientGinGtheGabsenceGofGlysisGandGgrazingUGFEMSb
MicrobiologybEcologySG2013SGdaSG]][TaX 4.3 8

212 mntifoulingGundoleGmlkaloidsGfromG—woGyarineGperivedGrungiUGNaturalbProductbCommunicationsSG2013
SGdSGXe[]acdεX[WWdWW 0.9 3

211 oharacterizationGofGtwoGZWkpaTcementGproteinGOcpZWkPGhomologuesGinGmmphibalanusGamphitriteUG
PLoSbONESG2013SGdSGeb]X[W 3.7 28

210 yww[GwasGinvolvedGinGlarvalGsettlementGofGtheGbarnacleGmmphibalanusGamphitriteGthroughG
activatingGtheGkinaseGactivityGofGp[dymPwUGPLoSbONESG2013SGdSGebeaXW 3.7 15

209 ProteomicGchangesGbetweenGmaleGandGfemaleGwormsGofGtheGpolychaetousGannelidGzeanthesG
arenaceodentataGbeforeGandGafterGspawningUGPLoSbONESG2013SGdSGecZeeW 3.7 4

208 mrtifactualGpyrosequencingGreadsGinGmultipleTdisplacementTamplifiedGsedimentGmetagenomesGfromG
theG”edG–eaUGPeerJSG2013SGXSGebe 3.1 4

207 mntifoulingGindoleGalkaloidsGfromGtwoGmarineGderivedGfungiUGNaturalbProductbCommunicationsSG2013SG
dSG[ZeT[Z 0.9 21

206 –tructuralGoptimizationGandGevaluationGofGbutenolidesGasGpotentGantifoulingGagentsfGmodificationGofG
theGsideGchainGaffectsGtheGbiologicalGactivitiesGofGcompoundsUGBiofoulingSG2012SGZdSGdacTb] 3.3 26

205 rirstGproteomeGofGtheGeggGperivitellineGfluidGofGaGfreshwaterGgastropodGwithGaerialGovipositionUG
JournalbofbProteomebResearchSG2012SGXXSG]Z]WTd 5.6 47

204
PolybrominatedGdiphenylGethersGOPnpqsPGalterGlarvalGsettlementGofGmarineGintertidalGorganismsG
acrossGthreeGphylaGviaGreducingGbacterialGabundanceGonGtheGbiofilmsUGEnvironmentalbSciencebhamp;b
TechnologySG2012SG]bSGcccZTdX

10.3 15

203 piterpenoidsGandGsteroidsGfromGsorgonianG–ubergorgiaGmollisUGChemistrybofbNaturalbCompoundsSG
2012SG]dSGaXZTaXa 0.7 9
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202 nacterialGbiosynthesisGandGmaturationGofGtheGdidemninGantiTcancerGagentsUGJournalbofbthebAmericanb
ChemicalbSocietySG2012SGX[]SGdbZaT[Z 16.4 121

201 mnalysisGofGPacificGoysterGlarvalGproteomeGandGitsGresponseGtoGhighToOZUGMarinebPollutionbBulletinSG
2012SGb]SGZXbWTc 6.7 62

200 –patialGandGspeciesGvariationsGinGbacterialGcommunitiesGassociatedGwithGcoralsGfromGtheG”edG–eaGasG
revealedGbyGpyrosequencingUGAppliedbandbEnvironmentalbMicrobiologySG2012SGcdSGcXc[Td] 4.8 79

199 mntifoulingGmctivityGofGyarineGzaturalGProductsG2012SGc]eTdZX 5

198
oharacterizationGandGexpressionGofGcalmodulinGgeneGduringGlarvalGsettlementGandGmetamorphosisG
ofGtheGpolychaeteGtydroidesGelegansUGComparativebBiochemistrybandbPhysiologybpbBbBiochemistrybandb
MolecularbBiologySG2012SGXbZSGXX[Te

2.3 13

197 nutenolideGinhibitsGmarineGfoulingGbyGalteringGtheGprimaryGmetabolismGofGthreeGtargetGorganismsUG
ACSbChemicalbBiologySG2012SGcSGXW]eTad 4.9 38

196
oomparativeGglycoproteomeGanalysisfGdynamicsGofGproteinGglycosylationGduringGmetamorphicG
transitionGfromGPelagicGtoGnenthicGlifeGstagesGinGthreeGinvertebratesUGJournalbofbProteomebResearchSG
2012SGXXSGX[[WT]W

5.6 11

195 undoleGalkaloidsGfromGmarineTderivedGfungusGmspergillusGsydowiiG–o–uOGWW[WaUGJournalbofbAntibiotics
SG2012SGbaSGXWeTXX 3.7 47

194 qxpressionGofGcalmodulinGandGmyosinGlightGchainGkinaseGduringGlarvalGsettlementGofGtheGnarnacleG
nalanusGamphitriteUGPLoSbONESG2012SGcSGe[X[[c 3.7 17

193 selTbasedGandGgelTfreeGidentificationGofGproteinsGandGphosphopeptidesGduringGeggTtoTlarvaG
transitionGinGpolychaeteGzeanthesGarenaceodentataUGPLoSbONESG2012SGcSGe[ddX] 3.7 8

192 —heGmodeGofGactionGofGisocyanideGinGthreeGaquaticGorganismsSGnalanusGamphitriteSGnugulaGneritinaG
andGpanioGrerioUGPLoSbONESG2012SGcSGe]a]]Z 3.7 17

191 qvidenceGforGtheGinvolvementGofGp[dGymPwGactivationGinGbarnacleGlarvalGsettlementUGPLoSbONESG2012
SGcSGe]cXea 3.7 22

190 rourGnewGantibacterialGxanthonesGfromGtheGmarineTderivedGactinomycetesG–treptomycesGcaelestisUG
MarinebDrugsSG2012SGXWSGZacXTd[ 6 36

189 –teroidsGofGsoftGcoralG–cleronephthyaGspUGfromGtheG–outhGohinaG–eaUGChemistrybofbNaturalb
CompoundsSG2012SG]dSG[]XT[][ 0.7 2

188 riveGnewGamicoumacinsGisolatedGfromGaGmarineTderivedGbacteriumGnacillusGsubtilisUGMarinebDrugsSG
2012SGXWSG[XeTZd 6 48

187
—heGregulatoryGroleGofGtheGzOVcsyPGsignalGtransductionGcascadeGduringGlarvalGattachmentGandG
metamorphosisGofGtheGbarnacleGnalanusGOimmphibalanusPGamphitriteUGJournalbofbExperimentalb
BiologySG2012SGZXaSG[dX[TZZ

3 26

186 qffectsGofGpolyTetherGnGonGproteomeGandGphosphoproteomeGexpressionGinGbiofoulingGnalanusG
amphitriteGcypridsUGBiofoulingSG2012SGZdSG]WaTXa 3.3 11

185 qrythrobacterGpelagiGspUGnovUSGaGmemberGofGtheGfamilyGqrythrobacteraceaeGisolatedGfromGtheG”edG
–eaUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2012SGbZSGX[]dTX[a[ 2.2 19
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184 —woGantimycinGmGanaloguesGfromGmarineTderivedGactinomyceteG–treptomycesGlusitanusUGMarineb
DrugsSG2012SGXWSGbbdTcb 6 28

183 mntibacterialGbisabolaneTtypeGsesquiterpenoidsGfromGtheGspongeTderivedGfungusGmspergillusGspUG
MarinebDrugsSG2012SGXWSGZ[]T]X 6 94

182 unvolvementGofGαntGsignalingGpathwaysGinGtheGmetamorphosisGofGtheGbryozoanGnugulaGneritinaUG
PLoSbONESG2012SGcSGe[[[Z[ 3.7 19

181 —ranscriptomicGanalysisGofGneuropeptidesGandGpeptideGhormonesGinGtheGbarnacleGnalanusG
amphitritefGevidenceGofGrolesGinGlarvalGsettlementUGPLoSbONESG2012SGcSGe]baX[ 3.7 41

180
yarinobacterGxestospongiaeGspUGnovUSGisolatedGfromGtheGmarineGspongeGεestospongiaGtestudinariaG
collectedGfromGtheG”edG–eaUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2012SG
bZSGXedWTXeda

2.2 22

179 PotentGantifoulingGresorcylicGacidGlactonesGfromGtheGgorgonianTderivedGfungusGoochliobolusG
lunatusUGJournalbofbNaturalbProductsSG2011SGc]SGbZeT[[ 4.9 145

178 “uantitativeGproteomicsGidentifyGmolecularGtargetsGthatGareGcrucialGinGlarvalGsettlementGandG
metamorphosisGofGnugulaGneritinaUGJournalbofbProteomebResearchSG2011SGXWSG[]eTbW 5.6 20

177 ohemicalGoonstituentsGofGtheGsorgonianGpichotellaGfragilisGO”idlegPGfromGtheG–outhGohinaG–eaUG
NaturalbProductbCommunicationsSG2011SGbSGXe[]acdεXXWWbWW 0.9

176 mlkaloidsGandGsesquiterpenesGfromGtheG–outhGohinaG–eaGgorgonianGqchinogorgiaGpseudossapoUG
MarinebDrugsSG2011SGeSGZ]ceTdc 6 16

175 —owardGanGunderstandingGofGtheGmolecularGmechanismsGofGbarnacleGlarvalGsettlementfGaG
comparativeGtranscriptomicGapproachUGPLoSbONESG2011SGbSGeZZeX[ 3.7 61

174 ₇erticalGstratificationGofGmicrobialGcommunitiesGinGtheG”edG–eaGrevealedGbyGXb–GrpzmG
pyrosequencingUGISMEbJournalSG2011SGaSGaWcTXd 11.9 133

173 PyrosequencingGrevealsGhighlyGdiverseGandGspeciesTspecificGmicrobialGcommunitiesGinGspongesGfromG
theG”edG–eaUGISMEbJournalSG2011SGaSGbaWTb] 11.9 213

172 tydrothermallyGgeneratedGaromaticGcompoundsGareGconsumedGbyGbacteriaGcolonizingGinGmtlantisGuuG
peepGofGtheG”edG–eaUGISMEbJournalSG2011SGaSGXbaZTe 11.9 30

171 –pongesGandGsedimentsGasGmonitoringGtoolsGofGmetalGcontaminationGinGtheGeasternGcoastGofGtheG”edG
–eaSG–audiGmrabiaUGMarinebPollutionbBulletinSG2011SGbZSGXX]WTb 6.7 58

170 ohemicalGconstituentsGofGsoftGcoralG–arcophytonGinfundibuliformeGfromGtheG–outhGohinaG–eaUG
BiochemicalbSystematicsbandbEcologySG2011SG[eSGda[Tdab 1.4 19

169 piversityGandGquantityGofGammoniaToxidizingGmrchaeaGandGnacteriaGinGsedimentGofGtheGPearlG”iverG
qstuarySGohinaUGAppliedbMicrobiologybandbBiotechnologySG2011SGeWSGXX[cT]a 5.7 72

168 –inulariolsGmâ��–SGXeToxygenatedGcembranoidsGfromGtheGohineseGsoftGcoralG–inulariaGrigidaUG
TetrahedronSG2011SGbcSGbWXdTbWZe 2.4 31

167 pifferentialGexpressionGofGproteinsGandGphosphoproteinsGduringGlarvalGmetamorphosisGofGtheG
polychaeteGoapitellaGspUGuUGProteomebScienceSG2011SGeSGaX 2.6 14

Pei-Yuan Qian

14



166 PhosphoproteomeGanalysisGduringGlarvalGdevelopmentGandGmetamorphosisGinGtheGspionidG
polychaeteGPseudopolydoraGvexillosaUGBMCbDevelopmentalbBiologySG2011SGXXSG[X 3.1 19

165 PolyTethersGfromGαinogradskyellaGporiferorumfGmntifoulingGpotentialSGtimeTcourseGstudyGofG
productionGandGnaturalGabundanceUGBioresourcebTechnologySG2011SGXWZSGca[ZTc 11 22

164 oorrelationGbetweenGpigmentationGandGlarvalGsettlementGdeterrenceGbyGPseudoalteromonasGspUG
sfacUGBiofoulingSG2011SGZcSGZdcTe[ 3.3 25

163 mspergilonesGmGandGnSGtwoGbenzylazaphilonesGwithGanGunprecedentedGcarbonGskeletonGfromGtheG
gorgonianTderivedGfungusGmspergillusGspUGBioorganicbandbMedicinalbChemistrybLettersSG2011SGZXSGbeWT[ 2.9 55

162 —heGeffectGofGbutenolideGonGbehavioralGandGmorphologicalGchangesGinGtwoGmarineGfoulingGspeciesSG
theGbarnacleGnalanusGamphitriteGandGtheGbryozoanGnugulaGneritinaUGBiofoulingSG2011SGZcSG]bcTca 3.3 14

161 mcuteGtoxicityGofGtheGantifoulingGcompoundGbutenolideGinGnonTtargetGorganismsUGPLoSbONESG2011SGbSGeZ[dW[3.7 24

160 nacterialGnicheTspecificGgenomeGexpansionGisGcoupledGwithGhighlyGfrequentGgeneGdisruptionsGinG
deepTseaGsedimentsUGPLoSbONESG2011SGbSGeZeX]e 3.7 10

159 ohemicalGconstituentsGofGtheGsorgonianGpichotellaGfragilisGO”idlegPGfromGtheG–outhGohinaG–eaUG
NaturalbProductbCommunicationsSG2011SGbSGXZ[eT]Z 0.9 11

158 nacterialGcommunityGsuccessionGandGchemicalGprofilesGofGsubtidalGbiofilmsGinGrelationGtoGlarvalG
settlementGofGtheGpolychaeteGtydroidesGelegansUGISMEbJournalSG2010SG]SGdXcTZd 11.9 79

157 ZpGgelTbasedGmultiplexedGproteomicGanalysisGduringGlarvalGdevelopmentGandGmetamorphosisGofGtheG
biofoulingGpolychaeteGtubewormGtydroidesGelegansUGJournalbofbProteomebResearchSG2010SGeSG]daXTbW 5.6 26

156 oopperGaffectsGbiofilmGinductivenessGtoGlarvalGsettlementGofGtheGserpulidGpolychaeteGtydroidesG
elegansGOtaswellPUGBiofoulingSG2010SGZbSGXXeTZd 3.3 19

155 oomparativeGproteomeGandGphosphoproteomeGanalysesGduringGcypridGdevelopmentGofGtheGbarnacleG
nalanusGOimmphibalanusPGamphitriteUGJournalbofbProteomebResearchSG2010SGeSG[X]bTac 5.6 39

154 tostTspecificGXb–Gr”zmGgeneGmarkersGofGnacteroidalesGforGsourceGtrackingGofGfecalGpollutionGinGtheG
subtropicalGcoastalGseawaterGofGtongGwongUGWaterbResearchSG2010SG]]SGbXb]Tc] 12.5 7

153 zaturalGproductsGasGantifoulingGcompoundsfGrecentGprogressGandGfutureGperspectivesUGBiofoulingSG
2010SGZbSGZZ[T[] 3.3 316

152 nacterialGcommunitiesGinGPmtGcontaminatedGsoilsGatGanGelectronicTwasteGprocessingGcenterGinGohinaUG
EcotoxicologySG2010SGXeSGebTXW] 2.9 71

151 ”esponseGofGcypridGspecificGgenesGtoGnaturalGsettlementGcuesGinGtheGbarnacleGnalanusGOiG
mmphibalanusPGamphitriteUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2010SG[deSG]aTaZ 2.1 11

150 pependencyGonGdeGnovoGproteinGsynthesisGandGproteomicGchangesGduringGmetamorphosisGofGtheG
marineGbryozoanGnugulaGneritinaUGProteomebScienceSG2010SGdSGZa 2.6 15

149 zewG–teroidsGandGaGzewGmlkaloidGfromGtheGsorgonianGusisGminorbrachyblastafG–tructuresSG
oytotoxicitySGandGmntilarvalGmctivityUGHelveticabChimicabActaSG2010SGe[SGaXXTaXb 2 22
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148
unvolvementGofGaGnovelGp[dGmitogenTactivatedGproteinGkinaseGinGlarvalGmetamorphosisGofGtheG
polychaeteGtydroidesGelegansGOtaswellPUGJournalbofbExperimentalbZoologybPartbB:bMolecularbandb
DevelopmentalbEvolutionSG2010SG[X]SG[eWT]WZ

1.8 19

147 PotentGantifoulingGcompoundsGproducedGbyGmarineG–treptomycesUGBioresourcebTechnologySG2010SG
XWXSGX[[XTb 11 111

146 ProteinGexpressionGduringGtheGembryonicGdevelopmentGofGaGgastropodUGProteomicsSG2010SGXWSGZcWXTXX 4.8 26

145 ”apidGtranscriptomeGandGproteomeGprofilingGofGaGnonTmodelGmarineGinvertebrateSGnugulaGneritinaUG
ProteomicsSG2010SGXWSGZecZTdX 4.8 44

144 –tudyGofGmonocyteGmembraneGproteomeGperturbationGduringGlipopolysaccharideTinducedGtoleranceG
usingGi—”m“TbasedGquantitativeGproteomicGapproachUGProteomicsSG2010SGXWSGZcdWTe 4.8 33

143 ohangesGinGtheGproteomeGandGphosphoproteomeGexpressionGinGtheGbryozoanGnugulaGneritinaGlarvaeG
inGresponseGtoGtheGantifoulingGagentGbutenolideUGProteomicsSG2010SGXWSG[][aT]b 4.8 28

142 ohemicalGconstituentsGofGtheGsoftGcoralG–arcophytonGinfundibuliformeGfromGtheG–outhGohinaG–eaUG
NaturalbProductbCommunicationsSG2010SGaSGXXcXT] 0.9 7

141 ”eversibleGantiTsettlementGactivityGagainstGmmphibalanusGOinalanusPGamphitriteSGnugulaGneritinaSG
andGtydroidesGelegansGbyGaGnontoxicGpharmaceuticalGcompoundSGmizolastineUGBiofoulingSG2009SGZaSGc[eT]c3.3 12

140 qvidenceGforGverticalGtransmissionGofGbacterialGsymbiontsGfromGadultGtoGembryoGinGtheGoaribbeanG
spongeG–venzeaGzeaiUGAppliedbandbEnvironmentalbMicrobiologySG2009SGcaSGbX]cTab 4.8 68

139 oonservativeGfragmentsGinGbacterialGXb–Gr”zmGgenesGandGprimerGdesignGforGXb–GribosomalGpzmG
ampliconsGinGmetagenomicGstudiesUGPLoSbONESG2009SG]SGec]WX 3.7 709

138 unhibitoryGeffectsGofGaGbranchedTchainGfattyGacidGonGlarvalGsettlementGofGtheGpolychaeteGtydroidesG
elegansUGMarinebBiotechnologySG2009SGXXSG]eaTaW] 3.4 44

137 mntibacterialGandGantilarvalTsettlementGpotentialGandGmetaboliteGprofilesGofGnovelG
spongeTassociatedGmarineGbacteriaUGJournalbofbIndustrialbMicrobiologybandbBiotechnologySG2009SG[bSGXW]cTab4.2 46

136 mntibacterialGandGantilarvalGcompoundsGfromGmarineGbacteriumPseudomonasGrhizosphaeraeUGAnnalsb
ofbMicrobiologySG2009SGaeSGZZeTZ[[ 3.2 30

135 udentificationGofGaGoTtypeGlectinGfromGtheGbayGscallopGmrgopectenGirradiansUGMolecularbBiologyb
ReportsSG2009SG[bSGXXbcTc[ 2.8 22

134 piversityGandGfunctionalGresponsesGofGnitrogenTfixingGmicrobesGtoGthreeGwetlandGinvasionsUG
BiologicalbInvasionsSG2009SGXXSGZZaTZ[e 2.7 25

133 mntifoulingGandGantibacterialGcompoundsGfromGaGmarineGfungusGoladosporiumGspUGrX]UGWorldb
JournalbofbMicrobiologybandbBiotechnologySG2009SGZaSG[eeT]Wb 4.4 65

132 mnalysisGofG”zmGpolymeraseGbetaGsubunitGOrponPGgeneGsequencesGforGtheGdiscriminativeGpowerGofG
marineG₇ibrioGspeciesUGMicrobialbEcologySG2009SGadSGbceTeX 4.4 18

131 qvidenceGforGtheGdynamicsGofGmcylGhomoserineGlactoneGandGmtxTproducingGbacteriaGduringGsubtidalG
biofilmGformationUGISMEbJournalSG2009SG[SGZebT[W] 11.9 31
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130 ”esponseGofGbacterioplanktonGcommunityGstructuresGtoGhydrologicalGconditionsGandGanthropogenicG
pollutionGinGcontrastingGsubtropicalGenvironmentsUGFEMSbMicrobiologybEcologySG2009SGbeSG]]eTbW 4.3 22

129 yorphologicalGPlasticityGandG”esourceGmllocationGinG”esponseGtoGroodGximitationGandGtyposalinityG
inGaG–eaGUrchinUGJournalbofbShellfishbResearchSG2009SGZdSG[d[T[dd 1 20

128 rlavoneGandGisoflavoneGderivativesGofGterrestrialGplantsGasGlarvalGsettlementGinhibitorsGofGtheG
barnacleGnalanusGamphitriteUGBiofoulingSG2009SGZaSGbeTcb 3.3 33

127 mntibioticGandGantifoulingGcompoundGproductionGbyGtheGmarineTderivedGfungusGoladosporiumGspUG
rX]UGJournalbofbHydropEnvironmentbResearchSG2009SGZSGZb]TZcW 2.3 29

126 piscoveryGofGmarineGnacillusGspeciesGbyGXb–Gr”zmGandGrponGcomparisonsGandGtheirGusefulnessGforG
speciesGidentificationUGJournalbofbMicrobiologicalbMethodsSG2009SGccSG]dTac 2.8 85

125 seneticGdiversityGandGtemporalGvariationGofGtheGmarineG–ynechococcusGcommunityGinGtheGsubtropicalG
coastalGwatersGofGtongGwongUGCanadianbJournalbofbMicrobiologySG2009SGaaSG[XXTd 3.2 17

124 ProteomicGanalysisGduringGlarvalGdevelopmentGandGmetamorphosisGofGtheGspionidGpolychaeteG
PseudopolydoraGvexillosaUGProteomebScienceSG2009SGcSG]] 2.6 22

123 ZpGgelTbasedGproteomeGandGphosphoproteomeGanalysisGduringGlarvalGmetamorphosisGinGtwoGmajorG
marineGbiofoulingGinvertebratesUGJournalbofbProteomebResearchSG2009SGdSGZcWdTXe 5.6 49

122 unterTGandGintraspecificGvariationsGofGbacterialGcommunitiesGassociatedGwithGmarineGspongesGfromG
sanGjuanGislandSGwashingtonUGAppliedbandbEnvironmentalbMicrobiologySG2009SGcaSG[aX[TZX 4.8 53

121
yicrobialGdiversityGinGpollutedGharborGsedimentsGuufG–ulfateTreducingGbacterialGcommunityG
assessmentGusingGterminalGrestrictionGfragmentGlengthGpolymorphismGandGcloneGlibraryGofGdsrmnG
geneUGEstuarineobCoastalbandbShelfbScienceSG2008SGcbSGbdZTbeX

2.9 34

120 yicrobialGdiversityGinGpollutedGharborGsedimentsGufGnacterialGcommunityGassessmentGbasedGonGfourG
cloneGlibrariesGofGXb–GrpzmUGEstuarineobCoastalbandbShelfbScienceSG2008SGcbSGbbdTbdX 2.9 75

119 —heGspatialGandGtemporalGdistributionGofGheavyGmetalsGinGsedimentsGofG₇ictoriaGtarbourSGtongGwongUG
MarinebPollutionbBulletinSG2008SGacSGdXbTZa 6.7 55

118 xarvalGdevelopmentGandGmetamorphicGbehaviourGofGtheGsubtropicalGspionidGpolychaeteG
PseudopolydoraGvexillosaUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2008SG[acSGeeTXWd 2.1 9

117 PreferentialGattachmentGofGbarnacleGlarvaeGtoGnaturalGmultiTspeciesGbiofilmsfGpoesGsurfaceG
wettabilityGmatterkUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2008SG[bXSG[bT]X 2.1 35

116 mntifoulingGandGantibacterialGcompoundsGfromGtheGgorgoniansG–ubergorgiaGsuberosaGandG–cripeariaG
gracillisUGNaturalbProductbResearchSG2008SGZZSGXa]Tbb 2.3 67

115 yolecularGcloningGandGimmuneGresponsiveGexpressionGofGaGnovelGoTtypeGlectinGgeneGfromGbayGscallopG
mrgopectenGirradiansUGFishbandbShellfishbImmunologySG2008SGZaSGZ[XTd 4.3 27

114 usGinorganicGnutrientGenrichmentGaGdrivingGforceGforGtheGformationGofGredGtideskfGmGcaseGstudyGofGtheG
dinoflagellateG–crippsiellaGtrochoideaGinGanGembaymentUGHarmfulbAlgaeSG2008SGdSGa]Tae 5.3 19

113 mntifeedantSGantibacterialSGandGantilarvalGcompoundsGfromGtheG–outhGohinaG–eaGseagrassGqnhalusG
acoroidesUGBotanicabMarinaSG2008SGaXSG 1.8 47
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112 mnGimprovedGbarnacleGattachmentGinhibitionGassayUGBiofoulingSG2008SGZ]SGZaeTbb 3.3 16

111 pifferentialGtimingGofGlarvalGstarvationGeffectsGonGfiltrationGrateGandGgrowthGinGjuvenileGorepidulaG
onyxUGMarinebBiologySG2008SGXa]SGeXTed 2.5 14

110 ProteomicGanalysisGofGlarvaeGduringGdevelopmentSGattachmentSGandGmetamorphosisGinGtheGfoulingG
barnacleSGnalanusGamphitriteUGProteomicsSG2008SGdSG[Xb]TcZ 4.8 54

109
oyclicGmyPGconcentrationGandGproteinGkinaseGmGOPwmPGgeneGexpressionGatGdifferentGdevelopmentalG
stagesGofGtheGpolychaeteGtydroidesGelegansUGJournalbofbExperimentalbZoologybPartbB:bMolecularbandb
DevelopmentalbEvolutionSG2008SG[XWSG]XcTZc

1.8 12

108 unfluencesGofGmetalTligandGcomplexesGonGtheGcadmiumGandGzincGbiokineticsGinGtheGmarineGbacteriumSG
nacillusGfirmusUGEnvironmentalbToxicologybandbChemistrySG2008SGZcSGX[XTc 3.8 22

107 niokineticsGofGcadmiumGandGzincGinGaGmarineGbacteriumfGinfluencesGofGmetalGinteractionGandG
preTexposureUGEnvironmentalbToxicologybandbChemistrySG2008SGZcSGXce]TdWX 3.8 21

106 qvaluationGofGterminalTrestrictionGfragmentGlengthGpolymorphismGanalysisGinGcontrastingGmarineG
environmentsUGFEMSbMicrobiologybEcologySG2008SGbaSGXbeTcd 4.3 59

105 ₇irusesGandGflagellatesGsustainGapparentGrichnessGandGreduceGbiomassGaccumulationGofG
bacterioplanktonGinGcoastalGmarineGwatersUGEnvironmentalbMicrobiologySG2007SGeSG[WWdTXd 5.2 64

104 —heGeffectGofGquorumTsensingGblockersGonGtheGformationGofGmarineGmicrobialGcommunitiesGandG
larvalGattachmentUGFEMSbMicrobiologybEcologySG2007SGbWSGXccTdd 4.3 64

103 ParticleTattachedGandGfreeTlivingGbacterialGcommunitiesGinGaGcontrastingGmarineGenvironmentfG
₇ictoriaGtarborSGtongGwongUGFEMSbMicrobiologybEcologySG2007SGbXSG]ebTaWd 4.3 87

102 –electiveGattractionGandGreproductiveGperformanceGofGaGharpacticoidGcopepodGinGaGresponseGtoG
biofilmsUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2007SG[]XSGZZdTZ[d 2.1 22

101 PotentialGrolesGofGsuccinicGacidGagainstGcolonizationGbyGaGtubewormUGJournalbofbExperimentalbMarineb
BiologybandbEcologySG2007SG[]eSGXTXX 2.1 11

100 unfluenceGofGbacteriaGandGdiatomsGinGbiofilmsGonGmetamorphosisGofGtheGmarineGslipperGlimpetG
orepidulaGonyxUGMarinebBiologySG2007SGXaXSGX]XcTX][X 2.5 32

99 PresenceGofGacylThomoserineGlactoneGinGsubtidalGbiofilmGandGtheGimplicationGinGlarvalGbehavioralG
responseGinGtheGpolychaeteGtydroidesGelegansUGMicrobialbEcologySG2007SGa]SG[d]TeZ 4.4 51

98 qffectGofGcultureGconditionsGonGantifoulingGcompoundGproductionGofGaGspongeTassociatedGfungusUG
AppliedbMicrobiologybandbBiotechnologySG2007SGc]SGXZZXT[X 5.7 29

97 zovelGantifoulantsfGinhibitionGofGlarvalGattachmentGbyGproteasesUGMarinebBiotechnologySG2007SGeSG[ddTec 3.4 80

96 yarineGbiofilmsGasGmediatorsGofGcolonizationGbyGmarineGmacroorganismsfGimplicationsGforG
antifoulingGandGaquacultureUGMarinebBiotechnologySG2007SGeSG[eeT]XW 3.4 293

95 qffectsGofGsalinityGonGspawningGandGearlyGdevelopmentGofGtheGtubeTbuildingGpolychaeteGtydroidesG
elegansGinGtongGwongfGnotGjustGtheGspermNsGfaultkUGBiologicalbBulletinSG2007SGZXZSGXaXTbW 1.5 21
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94
—halassococcusGhaloduransGgenUGnovUSGspUGnovUSGaGnovelGhalotolerantGmemberGofGtheG”oseobacterG
cladeGisolatedGfromGtheGmarineGspongeGtalichondriaGpaniceaGatGrridayGtarborSGU–mUGInternationalb
JournalbofbSystematicbandbEvolutionarybMicrobiologySG2007SGacSGXeXeTXeZ]

2.2 15

93 qffectGofGbiofilmGformationGbyGPseudoalteromonasGspongiaeGonGinductionGofGlarvalGsettlementGofG
theGpolychaeteGtydroidesGelegansUGAppliedbandbEnvironmentalbMicrobiologySG2007SGc[SGbZd]Td 4.8 33

92
rangiaGhongkongensisGgenUGnovUSGspUGnovUSGaGnovelGgammaproteobacteriumGofGtheGorderG
—hiotrichalesGisolatedGfromGcoastalGseawaterGofGtongGwongUGInternationalbJournalbofbSystematicbandb
EvolutionarybMicrobiologySG2007SGacSGZbbaTZbbe

2.2 21

91 mntibacterialGandGantilarvalGactivityGofGdeepTseaGbacteriaGfromGsedimentsGofGtheGαestGPacificGOceanUG
BiofoulingSG2007SGZ[SGX[XTc 3.3 18

90 oharacterizationGofGproteolyticGbacteriaGfromGtheGmleutianGdeepTseaGandGtheirGproteasesUGJournalbofb
IndustrialbMicrobiologybandbBiotechnologySG2007SG[]SGb[TcX 4.2 28

89 oyprisGhabitatGselectionGfacilitatedGbyGmicrobialGfilmsGinfluencesGtheGverticalGdistributionGofGsubtidalG
barnacleGnalanusGtrigonusUGMicrobialbEcologySG2006SGaXSG][XT]W 4.4 27

88 oonsistentGbacterialGcommunityGstructureGassociatedGwithGtheGsurfaceGofGtheGspongeGyycaleG
adhaerensGbowerbankUGMicrobialbEcologySG2006SGaZSGbe[TcWc 4.4 15

87
qffectGofGcultureGconditionsGonGmycelialGgrowthSGantibacterialGactivitySGandGmetaboliteGprofilesGofG
theGmarineTderivedGfungusGmrthriniumGcUfUGsaccharicolaUGAppliedbMicrobiologybandbBiotechnologySG
2006SGcZSGXWb[Tc[

5.7 84

86 ”estingGstagesGofG—ortanusGforcipatusGOorustaceaSGoalanoidaPGinGsedimentsGofG₇ictoriaGtarborSGtongG
wongUGEstuarineobCoastalbandbShelfbScienceSG2006SGbcSGabZTabd 2.9 21

85
racilitationGandGinhibitionGofGlarvalGattachmentGofGtheGbryozoanGnugulaGneritinaGinGassociationGwithG
monoTspeciesGandGmultiTspeciesGbiofilmsUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2006SG
[[[SGZb[TZc]

2.1 68

84 peterminationGofGparalyticGshellfishGtoxinsGinGdinoflagellateGmlexandriumGtamarenseGbyGusingG
isotachophoresisVcapillaryGelectrophoresisUGJournalbofbSeparationbScienceSG2006SGZeSG[eeT]W] 3.4 19

83
sillisiaGmyxillaeGspUGnovUSGaGnovelGmemberGofGtheGfamilyGrlavobacteriaceaeSGisolatedGfromGtheGmarineG
spongeGyyxillaGincrustansUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2006SG
abSGXceaTXcee

2.2 19

82 yarinomonasGostreistagniGspUGnovUSGisolatedGfromGaGpearlToysterGcultureGpondGinG–anyaSGtainanG
ProvinceSGohinaUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2006SGabSGZZcXTZZca 2.2 24

81
pescriptionGofGrabibacterGhalotoleransGgenUGnovUSGspUGnovUGandG”oseivirgaGspongicolaGspUGnovUSGandG
reclassificationGofG[yarinicola]GseohaensisGasG”oseivirgaGseohaensisGcombUGnovUGInternationalbJournalb
ofbSystematicbandbEvolutionarybMicrobiologySG2006SGabSGXWaeTXWba

2.2 39

80
–hewanellaGirciniaeGspUGnovUSGaGnovelGmemberGofGtheGfamilyG–hewanellaceaeSGisolatedGfromGtheG
marineGspongeGurciniaGdendroidesGinGtheGnayGofG₇illefrancheSGyediterraneanG–eaUGInternationalb
JournalbofbSystematicbandbEvolutionarybMicrobiologySG2006SGabSGZdcXTZdcc

2.2 27

79
–tenothermobacterGspongiaeGgenUGnovUSGspUGnovUSGaGnovelGmemberGofGtheGfamilyGrlavobacteriaceaeG
isolatedGfromGaGmarineGspongeGinGtheGnahamasSGandGemendedGdescriptionGofGzonlabensGtegetincolaUG
InternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2006SGabSGXdXTa

2.2 26

78 xishizheniaGcaseinilyticaGgenUGnovUSGspUGnovUSGaGmarineGbacteriumGofGtheGphylumGnacteroidetesUG
InternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2006SGabSGZ[XcTZ[ZZ 2.2 22

77 yorphologyGandGtenacityGofGtheGtubeGfootGdiscGofGthreeGcommonGquropeanGseaGurchinGspeciesfGaG
comparativeGstudyUGBiofoulingSG2006SGZZSGXdcTZWW 3.3 93
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76 unhibitionGofGbiofoulingGbyGmarineGmicroorganismsGandGtheirGmetabolitesUGBiofoulingSG2006SGZZSG][Ta] 3.3 296

75 mntifoulingGpropertiesGofGXWbetaTformamidokalihinolTmGandGkalihinolGmGisolatedGfromGtheGmarineG
spongeGmcanthellaGcavernosaUGBiofoulingSG2006SGZZSGZ[T[Z 3.3 24

74 —enGnewGantifoulingGbriaraneGditerpenoidsGfromGtheG–outhGohinaG–eaGgorgonianGvunceellaGjunceaUG
TetrahedronSG2006SGbZSGeXZ[TeX[W 2.4 73

73 mntibioticGresistanceGandGplasmidGprofileGofGenvironmentalGisolatesGofG₇ibrioGspeciesGfromGyaiGPoG
zatureG”eserveSGtongGwongUGEcotoxicologySG2006SGXaSG[cXTd 2.9 36

72 zovelGantifoulingGandGantimicrobialGcompoundGfromGaGmarineTderivedGfungusGmmpelomycesGspUG
MarinebBiotechnologySG2006SGdSGb[]T]W 3.4 54

71 mntifoulingGdiketopiperazinesGproducedGbyGaGdeepTseaGbacteriumSG–treptomycesGfungicidicusUG
BiofoulingSG2006SGZZSGZWXTd 3.3 21

70 sramellaGportivictoriaeGspUGnovUSGaGnovelGmemberGofGtheGfamilyGrlavobacteriaceaeGisolatedGfromG
marineGsedimentUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG2005SGaaSGZ]ecTZaWW2.2 29

69 —oxicGeffectsGofGcopperGonGlarvalGdevelopmentGofGtheGbarnacleGnalanusGamphitriteUGMarinebPollutionb
BulletinSG2005SGaXSGbddTe[ 6.7 27

68 poGeffectsGofGultravioletGradiationGonGmicrobialGfilmsGhaveGindirectGeffectsGonGlarvalGattachmentGofG
theGbarnacleGnalanusGamphitritekUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2005SG[Z[SGXbTZb 2.1 19

67 —heGroleGofGsedimentGorganicGmatterGcompositionGinGlarvalGhabitatGselectionGbyGtheGpolychaeteG
oapitellaGspUGuUGJournalbofbExperimentalbMarinebBiologybandbEcologySG2005SG[Z[SGcWTd[ 2.1 17

66
αinogradskyellaGporiferorumGspUGnovUSGaGnovelGmemberGofGtheGfamilyGrlavobacteriaceaeGisolatedG
fromGaGspongeGinGtheGnahamasUGInternationalbJournalbofbSystematicbandbEvolutionarybMicrobiologySG
2005SGaaSGXadeTXaeZ

2.2 58

65
zonlabensGtegetincolaGgenUGnovUSGspUGnovUSGaGnovelGmemberGofGtheGfamilyGrlavobacteriaceaeGisolatedG
fromGaGmicrobialGmatGinGaGsubtropicalGestuaryUGInternationalbJournalbofbSystematicbandbEvolutionaryb
MicrobiologySG2005SGaaSGZZceTZZd[

2.2 18

64
PseudoalteromonasGspongiaeGspUGnovUSGaGnovelGmemberGofGtheGgammaTProteobacteriaGisolatedGfromG
theGspongeGyycaleGadhaerensGinGtongGwongGwatersUGInternationalbJournalbofbSystematicbandb
EvolutionarybMicrobiologySG2005SGaaSGXae[TXaeb

2.2 19

63 OwenweeksiaGhongkongensisGgenUGnovUSGspUGnovUSGaGnovelGmarineGbacteriumGofGtheGphylumG
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