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j Paper IF Citations

142 zarMmicrobiotaMandMmiddleMearMdiseaseoMaMlongitudinalMpilotMstudyMofMvboriginalMchildrenMinMaMremoteM
southMvustralianMsettingccMBMClMicrobiologyaM2022aMggaMgi 4.5 0

141
vssessmentMofMLongbTermMMacrolideMzxposureMonMtheMOropharyngealMMicrobiomeMandMMacrolideM
ResistanceMinMHealthyMvdultsMandMxonsequencesMforMOnwardMTransmissionMofMResistanceccM
AntimicrobiallAgentslandlChemotherapyaM2022aMeeggikgf

5.9 0

140 NationalMTrendsMinMvntibioticMUseMinMvustralianMResidentialMvgedMxareMγacilitiesaMgeejbgefkcMClinicall
InfectiouslDiseasesaM2021aMlgaMgfklbgfli 11.6 4

139 GutMMicrobiomeMRegulationMofMvutophagicMγluxMandMNeurodegenerativeMyiseaseMRisksccMFrontierslinl
MicrobiologyaM2021aMfgaMmflihh 5.7 1

138
InvestigatingMpotentialMtransmissionMofMantimicrobialMresistanceMinManMopenbplanMhospitalMwardoMaM
crossbsectionalMmetagenomicMstudyMofMresistomeMdispersionMinMaMlowerMmiddlebincomeMsettingcM
AntimicrobiallResistancelandlInfectionlControlaM2021aMfeaMjk

6.2 0

137 TheMStructureMofMRelationshipsMbetweenMtheMHumanMzxposomeMandMxardiometabolicMHealthoMTheM
MillionMVeteranMProgramcMNutrientsaM2021aMfhaM 6.7 1

136 xonventionalMmyelosuppressiveMchemotherapyMforMnonbhaematologicalMmalignancyMdisruptsMtheM
intestinalMmicrobiomecMBMClCanceraM2021aMgfaMjnf 4.8 2

135 PreservationMofMGastrointestinalMMucosalMwarrierMγunctionMandMMicrobiomeMinMPatientsMWithM
xontrolledMHIVMInfectioncMFrontierslinlImmunologyaM2021aMfgaMkmmmmk 8.4 0

134 TheMinfluenceMofMearlyblifeMmicrobialMexposuresMonMlongbtermMrespiratoryMhealthcMPaediatricl
RespiratorylReviewsaM2021aMieaMfjbgh 4.8 2

133 yietaryMyogurtMisMdistinctMfromMotherMdairyMfoodsMinMitsMassociationMwithMcirculatingMlipidMprofileoM
γindingsMfromMtheMMillionMVeteranMProgramcMClinicallNutritionlESPENaM2021aMihaMijkbikh 1.3 1

132 TheMeffectsMofMincreasingMfruitMandMvegetableMintakeMinMchildrenMwithMasthmaoMvMrandomizedM
controlledMtrialcMClinicallandlExperimentallAllergyaM2021aMjfaMffiibffjk 4.1 2

131 TheMcysticMfibrosisMgutMasMaMpotentialMsourceMofMmultidrugMresistantMpathogenscMJournalloflCysticl
FibrosisaM2021aMgeaMifhbige 4.1 0

130 vMHighMvmyloseMWheatMyietMImprovesMGastrointestinalMHealthMParametersMandMGutMMicrobiotaMinM
MaleMandMγemaleMMicecMFoodsaM2021aMfeaM 4.9 1

129
vlmondMconsumptionMaffectsMfecalMmicrobiotaMcompositionaMstoolMpHaMandMstoolMmoistureMinM
overweightMandMobeseMadultsMwithMelevatedMfastingMbloodMglucoseoMvMrandomizedMcontrolledMtrialcM
NutritionlResearchaM2021aMmjaMilbjn

4 7

128 vddbonMazithromycinMreducesMsputumMcytokinesMinMnonbeosinophilicMasthmaoManMvMvZzSMsubstudycM
ThoraxaM2021aMlkaMlhhblhk 7.3 4

127 NeutrophilsMinMasthmaoMtheMgoodaMtheMbadMandMtheMbacteriacMThoraxaM2021aM 7.3 15

126 xontributionMofMfacilityMlevelMfactorsMtoMvariationMinMantibioticMuseMinMlongbtermMcareMfacilitiesoMaM
nationalMcohortMstudycMJournalloflAntimicrobiallChemotherapyaM2021aMlkaMfhhnbfhim 5.1 1
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125 zstablishmentMofMmurineMgutMmicrobiotaMinMgnotobioticMmicecMIScienceaM2021aMgiaMfegein 6.1 2

124 TheMcompositionMofMtheMgutMmicrobiotaMfollowingMearlyblifeMantibioticMexposureMaffectsMhostMhealthM
andMlongevityMinMlaterMlifecMCelllReportsaM2021aMhkaMfenjki 10.6 5

123 NeutrophilMextracellularMtrapsaMdiseaseMseverityaMandMantibioticMresponseMinMbronchiectasisoManM
internationalaMobservationalaMmulticohortMstudycMLancetlRespiratorylMedicineytheaM2021aMnaMmlhbmmi 35.1 22

122 isManMantibinflammatoryMbacteriumMinMtheMrespiratoryMtractMofMpatientsMwithMchronicMlungMdiseasecM
EuropeanlRespiratorylJournalaM2021aM 13.6 11

121 GutMmicrobiotaMtransplantationMforMcolonizationMofMgermbfreeMmicecMSTARlProtocolsaM2021aMgaMfeekfe 1.4 0

120 virwayMabundanceMofMpredictsMresponseMtoMazithromycinMinMadultsMwithMpersistentMuncontrolledM
asthmacMEuropeanlRespiratorylJournalaM2020aMjkaM 13.6 16

119 TotalMbacterialMloadaMinflammationaMandMstructuralMlungMdiseaseMinMpaediatricMcysticMfibrosiscMJournall
oflCysticlFibrosisaM2020aMfnaMnghbnhe 4.1 6

118 LungMfunctionMandMmicrobiotaMdiversityMinMcysticMfibrosiscMMicrobiomeaM2020aMmaMij 16.6 44

117 ProtectMcommensalMgutMbacteriaMtoMimproveMantimicrobialMstewardshipcMClinicallMicrobiologylandl
InfectionaM2020aMgkaMmfibmfj 9.5 1

116 ImprovingMRiskbwenefitMinMγaecalMTransplantationMthroughMMicrobiomeMScreeningcMTrendslinl
MicrobiologyaM2020aMgmaMhhfbhhn 12.4 11

115 yNvMextractionMapproachesMsubstantiallyMinfluenceMtheMassessmentMofMtheMhumanMbreastMmilkM
microbiomecMScientificlReportsaM2020aMfeaMfgh 4.9 40

114 SafetyMandMzfficacyMofMUsingMNutsMtoMImproveMwowelMHealthMinMHemodialysisMPatientscMJournallofl
RenallNutritionaM2020aMheaMikgbikn 3 4

113 IntestinalMmicrobiologyMshapesMpopulationMhealthMimpactsMofMdietMandMlifestyleMriskMexposuresMinM
TorresMStraitMIslanderMcommunitiescMELifeaM2020aMnaM 8.9 1

112 StudyMprotocolMforMaMnbmonthMrandomisedMcontrolledMtrialMassessingMtheMeffectsMofMalmondsMversusM
carbohydratebrichMsnackMfoodsMonMweightMlossMandMweightMmaintenancecMBMJlOpenaM2020aMfeaMeehkjig 3 1

111 TheMimpactMofMxγTRMmodulatorMtherapiesMonMxγMairwayMmicrobiologycMJournalloflCysticlFibrosisaM2020aM
fnaMhjnbhki 4.1 15

110 LeanMNvγLyoMvMyistinctMzntityMShapedMbyMyifferentialMMetabolicMvdaptationcMHepatologyaM2020aMlfaMfgfhbfggl11.2 104

109 TheMgutMmicrobiomeMregulatesMhostMglucoseMhomeostasisMviaMperipheralMserotonincMProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaM2019aMffkaMfnmegbfnmei 11.5 49

108 MiceMlackingMxaspfaMIfngrMandMNosgMgenesMexhibitMalteredMdepressivebMandManxietyblikeMbehaviouraM
andMgutMmicrobiomeMcompositioncMScientificlReportsaM2019aMnaMkijk 4.9 7

(2019-2021)
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107 xaseMreportoMIdentificationMofMintrablaboratoryMbloodMcultureMcontaminationMwithMStaphylococcusM
aureusMbyMwholeMgenomeMsequencingcMDiagnosticlMicrobiologylandlInfectiouslDiseaseaM2019aMniaMhhfbhhh 2.9 0

106 TheMnasopharyngealMmicrobiomeMandMLRTIsMinMinfantscMLancetlRespiratorylMedicineytheaM2019aMlaMhknbhlf 35.1 0

105 LongbTermMvzithromycinMReducesMandMIncreasesMvntibioticMResistanceMinMSevereMvsthmacMAmericanl
JournalloflRespiratorylandlCriticallCarelMedicineaM2019aMgeeaMhenbhfl 10.2 70

104 yoMweMreallyMunderstandMhowMfaecalMmicrobiotaMtransplantationMworkstMvuthorsTMreplycMEBioMedicine
aM2019aMigaMie 8.8 1

103 TheMInfluenceMofMtheMGutMMicrobiomeMonMHostMMetabolismMThroughMtheMRegulationMofMGutMHormoneM
ReleasecMFrontierslinlPhysiologyaM2019aMfeaMigm 4.6 107

102 InclusivityMandMequityMinMhumanMmicrobiomeMresearchcMLancetylTheaM2019aMhnhaMlgmblgn 40 8

101 wacterialMviabilityMinMfaecalMtransplantsoMWhichMbacteriaMsurvivetcMEBioMedicineaM2019aMifaMjenbjfk 8.8 49

100 vcuteMxolitisMyrivesMToleranceMbyMPersistentlyMvlteringMtheMzpithelialMwarrierMandMInnateMandM
vdaptiveMImmunitycMInflammatorylBowellDiseasesaM2019aMgjaMffnkbfgel 4.5 9

99
zffectsMofMalmondMconsumptionMonMmetabolicMfunctionMandMliverMfatMinMoverweightMandMobeseMadultsM
withMelevatedMfastingMbloodMglucoseoMvMrandomisedMcontrolledMtrialcMClinicallNutritionlESPENaM2019aM
heaMfebfm

1.3 23

98 SolubleMfibreMsupplementationMwithMandMwithoutMaMprobioticMinMadultsMwithMasthmaoMvMlbdayM
randomisedaMdoubleMblindaMthreeMwayMcrossboverMtrialcMEBioMedicineaM2019aMikaMilhbimj 8.8 34

97 TheMxapacityMofMtheMγecalMMicrobiotaMγromMMalawianMInfantsMtoMγermentMResistantMStarchcMFrontiersl
inlMicrobiologyaM2019aMfeaMfijn 5.7 6

96 RoleMofMyietaryMγlavonoidMxompoundsMinMyrivingMPatternsMofMMicrobialMxommunityMvssemblycMMBioaM
2019aMfeaM 7.8 18

95 TheMlungMmicrobiomeMinMchronicMsuppurativeMlungMdiseaseoMcysticMfibrosisMandMnonbcysticMfibrosisM
bronchiectasisM2019aMfjmbflg 0

94 xhangesMinMtheMxompositionMofMtheMGutMMicrobiotaMandMtheMwloodMTranscriptomeMinMPretermMInfantsM
atMLessMthanMgnMWeeksMGestationMyiagnosedMwithMwronchopulmonaryMyysplasiacMMSystemsaM2019aMiaM 7.6 11

93 zxaminingMtheMzvidenceMforManMvdultMHealthyMMiddleMzarMMicrobiomecMMSphereaM2019aMiaM 5 14

92 OptimisationMofMaMpropidiumMmonoazideMbasedMmethodMtoMdetermineMtheMviabilityMofMmicrobesMinM
faecalMslurriesMforMtransplantationcMJournalloflMicrobiologicallMethodsaM2019aMfjkaMiebij 2.8 5

91 MultibcentreMethicsMandMresearchMgovernanceMreviewMcanMimpedeMnonbinterventionalMclinicalM
researchcMInternallMedicinelJournalaM2019aMinaMlggblgm 1.6 6

90 wMPartMofMItMstudyoMaMlongitudinalMstudyMtoMassessMcarriageMofMNeisseriaMmeningitidisMinMfirstMyearM
universityMstudentsMinMSouthMvustraliacMHumanlVaccineslandlImmunotherapeuticsaM2019aMfjaMnmlbnni 4.4 16
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89 OpportunisticMbacteriaMconferMtheMabilityMtoMfermentMprebioticMstarchMinMtheMadultMcysticMfibrosisMgutcM
GutlMicrobesaM2019aMfeaMhklbhmf 8.8 21

88 xellularMRegulationMofMPeripheralMSerotoninM2019aMfhlbfjh 2

87 NeuroimmunomodulationMinMMajorMyepressiveMyisorderoMγocusMonMxaspaseMfaMInducibleMNitricMOxideM
SynthaseaMandMInterferonbGammacMMolecularlNeurobiologyaM2019aMjkaMigmmbihej 6.2 37

86 TheMcontributionMofMrespiratoryMmicrobiomeManalysisMtoMaMtreatableMtraitsMmodelMofMcarecMRespirologyaM
2019aMgiaMfnbgm 3.6 6

85 ImpactMofMLongbTermMzrythromycinMTherapyMonMtheMOropharyngealMMicrobiomeMandMResistanceM
GeneMReservoirMinMNonbxysticMγibrosisMwronchiectasiscMMSphereaM2018aMhaM 5 28

84 InflammatoryMphenotypesMinMpatientsMwithMsevereMasthmaMareMassociatedMwithMdistinctMairwayM
microbiologycMJournalloflAllergylandlClinicallImmunologyaM2018aMfifaMnibfehcefj 11.5 159

83 vntibioticMexposureMandMinterpersonalMvarianceMmaskMtheMeffectMofMivacaftorMonMrespiratoryM
microbiotaMcompositioncMJournalloflCysticlFibrosisaM2018aMflaMjebjk 4.1 26

82 InfectionTsMSweetMToothoMHowMGlycansMMediateMInfectionMandMyiseaseMSusceptibilitycMTrendslinl
MicrobiologyaM2018aMgkaMngbfef 12.4 27

81 TheMMicrobiotabInflammasomeMHypothesisMofMMajorMyepressioncMBioEssaysaM2018aMieaMefmeeegl 4.1 58

80 PPvR˛‡MisMreducedMinMtheMairwaysMofMnonbxγMbronchiectasisMsubjectsMandMisMinverselyMcorrelatedMwithM
theMpresenceMofMPseudomonasMaeruginosacMPLoSlONEaM2018aMfhaMeegeggnk 3.7 1

79
UnderstandingMtheMimpactMofMantibioticMtherapiesMonMtheMrespiratoryMtractMresistomeoMaMnovelM
pooledbtemplateMmetagenomicMsequencingMstrategycMMultidisciplinarylRespiratorylMedicineaM2018aM
fhaMhe

3 11

78
xlinicalMandMsymptomMscoresMareMsignificantlyMcorrelatedMwithMfecalMmicrobiotaMfeaturesMinMpatientsM
withMsymptomaticMuncomplicatedMdiverticularMdiseaseoMaMpilotMstudycMEuropeanlJournallofl
GastroenterologylandlHepatologyaM2018aMheaMfelbffg

2.2 23

77 NotMJustMvntibioticsoMIsMxancerMxhemotherapyMyrivingMvntimicrobialMResistancetcMTrendslinl
MicrobiologyaM2018aMgkaMhnhbiee 12.4 33

76 vntibioticMstewardshipMinMagedMcareMfacilitiescMLancetlInfectiouslDiseasesylTheaM2018aMfmaMfekfbfekh 25.5 3

75 wurkholderiaMlataMInfectionsMfromMIntrinsicallyMxontaminatedMxhlorhexidineMMouthwashaMvustraliaaM
gefkcMEmerginglInfectiouslDiseasesaM2018aMgiaMgfenbgfff 10.2 8

74 yraftMGenomeMSequenceMofMaMNonbOfdOfhnMVibrioMcholeraeMStrainMIsolatedMfromMaMPatientM
PresentingMwithMyysuriacMMicrobiologylResourcelAnnouncementsaM2018aMlaM 1.3 2

73 genotypeMinfluencesMlungMfunctionaMexacerbationMfrequencyMandMairwayMmicrobiotaMinMnonbxγM
bronchiectasiscMThoraxaM2017aMlgaMheibhfe 7.3 24

72 yivergentMRelationshipsMbetweenMγecalMMicrobiotaMandMMetabolomeMfollowingMyistinctM
vntibioticbInducedMyisruptionscMMSphereaM2017aMgaM 5 18

(2017-2019)
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71 TheMyiverseMMetabolicMRolesMofMPeripheralMSerotonincMEndocrinologyaM2017aMfjmaMfeinbfekh 4.8 111

70 TheMlungMmicrobiomecMEmerginglTopicslinlLifelSciencesaM2017aMfaMhfhbhgi 3.5 3

69 yraftMGenomeMSequencesMofMTwoMsubspcMStrainsMIsolatedMfromMvustralianMHematologyMPatientsMwithM
wacteremiacMGenomelAnnouncementsaM2017aMjaM 1

68 LowbyoseMNitricMOxideMasMTargetedMvntibbiofilmMvdjunctiveMTherapyMtoMTreatMxhronicMPseudomonasM
aeruginosaMInfectionMinMxysticMγibrosiscMMolecularlTherapyaM2017aMgjaMgfeibgffk 11.7 106

67 HowMcanMtheMcysticMfibrosisMrespiratoryMmicrobiomeMinfluenceMourMclinicalMdecisionbmakingtcMCurrentl
OpinionlinlPulmonarylMedicineaM2017aMghaMjhkbjih 3 12

66 IntestinalMMicrobiotaMxompositionMinMSuddenMInfantMyeathMSyndromeMandMvgebMatchedMxontrolscM
JournalloflPediatricsaM2017aMfnfaMkhbkmcef 3.6 3

65
zffectMofMazithromycinMonMasthmaMexacerbationsMandMqualityMofMlifeMinMadultsMwithMpersistentM
uncontrolledMasthmaMUvMvZzSVoMaMrandomisedaMdoublebblindaMplacebobcontrolledMtrialcMLancetylTheaM
2017aMhneaMkjnbkkm

40 348

64 InbredMMouseMPopulationsMzxhibitMIntergenerationalMxhangesMinMIntestinalMMicrobiotaMxompositionM
andMγunctionMγollowingMIntroductionMtoMaMγacilitycMFrontierslinlMicrobiologyaM2017aMmaMkem 5.7 15

63 SiblingsMofMpatientsMwithMxrohnTsMdiseaseMexhibitMaMbiologicallyMrelevantMdysbiosisMinMmucosalM
microbialMmetacommunitiescMGutaM2016aMkjaMniibjh 19.2 49

62 xulturebIndependentMyetectionMofMNontuberculousMMycobacteriaMinMxlinicalMRespiratoryMSamplescM
JournalloflClinicallMicrobiologyaM2016aMjiaMghnjbm 9.7 7

61 PrecisionMrespiratoryMmedicineMandMtheMmicrobiomecMLancetlRespiratorylMedicineytheaM2016aMiaMlhbmg 35.1 24

60 HostbmicrobiomeMinteractionsMinMacuteMandMchronicMrespiratoryMinfectionscMCellularlMicrobiologyaM
2016aMfmaMkjgbkg 3.9 29

59 RespiratoryMmicrobiotaMresistanceMandMresilienceMtoMpulmonaryMexacerbationMandMsubsequentM
antimicrobialMinterventioncMISMElJournalaM2016aMfeaMfemfbnf 11.9 68

58 TheMxγMgastrointestinalMmicrobiomeoMStructureMandMclinicalMimpactcMPediatriclPulmonologyaM2016aMjfaMShjbSii3.5 15

57
MacrolideMTreatmentMInhibitsMPseudomonasMaeruginosaMQuorumMSensingMinMNonbxysticMγibrosisM
wronchiectasiscMvnMvnalysisMfromMtheMwronchiectasisMandMLowbyoseMzrythromycinMStudyMTrialcMAnnalsl
oflthelAmericanlThoraciclSocietyaM2016aMfhaMfknlbfleh

4.7 20

56 RespiratoryMmicrobiotaoMaddressingMclinicalMquestionsaMinformingMclinicalMpracticecMThoraxaM2015aMleaMlibmf7.3 59

55 TheMhumanMmicrobiomeoMopportunitiesMandMchallengesMforMclinicalMcarecMInternallMedicinelJournalaM
2015aMijaMmmnbnm 1.6 6

54 GermsMandMjointsoMtheMcontributionMofMtheMhumanMmicrobiomeMtoMrheumatoidMarthritiscMNaturel
MedicineaM2015aMgfaMmhnbif 50.5 21
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53 MatrixMmetalloproteinasesMvaryMwithMairwayMmicrobiotaMcompositionMandMlungMfunctionMinMnonbcysticM
fibrosisMbronchiectasiscMAnnalsloflthelAmericanlThoraciclSocietyaM2015aMfgaMlefbl 4.7 57

52 IsMitMtimeMtoMrethinkMsyphilisMcontroltcMClinicallInfectiouslDiseasesaM2015aMkeaMhgjbk 11.6 4

51 RepublishedoMRespiratoryMmicrobiotaoMaddressingMclinicalMquestionsaMinformingMclinicalMpracticecM
PostgraduatelMedicallJournalaM2015aMnfaMikhble 2 0

50 TheMmicrobiomeMofMotitisMmediaMwithMeffusionMinMIndigenousMvustralianMchildrencMInternationall
JournalloflPediatriclOtorhinolaryngologyaM2015aMlnaMfjimbjj 1.7 40

49 PredominantMpathogenMcompetitionMandMcoreMmicrobiotaMdivergenceMinMchronicMairwayMinfectioncM
ISMElJournalaM2015aMnaMgflbgj 11.9 43

48 SampleMstorageMconditionsMsignificantlyMinfluenceMfaecalMmicrobiomeMprofilescMScientificlReportsaM
2015aMjaMfkhje 4.9 257

47 vscitesMbacterialMburdenMandMimmuneMcellMprofileMareMassociatedMwithMpoorMclinicalMoutcomesMinMtheM
absenceMofMovertMinfectioncMPLoSlONEaM2015aMfeaMeefgekig 3.7 25

46 yerivingMaccurateMmicrobiotaMprofilesMfromMhumanMsamplesMwithMlowMbacterialMcontentMthroughM
postbsequencingMprocessingMofMIlluminaMMiSeqMdatacMMicrobiomeaM2015aMhaMfn 16.6 126

45 ImplicationsMofMmultipleMfreezebthawingMonMrespiratoryMsamplesMforMculturebindependentManalysescM
JournalloflCysticlFibrosisaM2015aMfiaMikibl 4.1 20

44 vdultMnonbcysticMfibrosisMbronchiectasisMisMcharacterisedMbyMairwayMluminalMThflMpathwayMactivationcM
PLoSlONEaM2015aMfeaMeeffnhgj 3.7 17

43 ThreeMclinicallyMdistinctMchronicMpediatricMairwayMinfectionsMshareMaMcommonMcoreMmicrobiotacMAnnalsl
oflthelAmericanlThoraciclSocietyaM2014aMffaMfehnbim 4.7 69

42
TimeMbetweenMcollectionMandMstorageMsignificantlyMinfluencesMbacterialMsequenceMcompositionMinM
sputumMsamplesMfromMcysticMfibrosisMrespiratoryMinfectionscMJournalloflClinicallMicrobiologyaM2014aM
jgaMheffbk

9.7 27

41 vMnovelMmicrobiotaMstratificationMsystemMpredictsMfutureMexacerbationsMinMbronchiectasiscMAnnalslofl
thelAmericanlThoraciclSocietyaM2014aMffaMinkbjeh 4.7 158

40 xombinedMsystemsMapproachesMrevealMhighlyMplasticMresponsesMtoMantimicrobialMpeptideMchallengeMinM
zscherichiaMcolicMPLoSlPathogensaM2014aMfeaMefeeifei 7.6 30

39
TheMeffectMofMlongbtermMmacrolideMtreatmentMonMrespiratoryMmicrobiotaMcompositionMinMnonbcysticM
fibrosisMbronchiectasisoManManalysisMfromMtheMrandomisedaMdoublebblindaMplacebobcontrolledMwLzSSM
trialcMLancetlRespiratorylMedicineytheaM2014aMgaMnmmbnk

35.1 108

38 PotentiallyMpathogenicMairwayMbacteriaMandMneutrophilicMinflammationMinMtreatmentMresistantMsevereM
asthmacMPLoSlONEaM2014aMnaMefeekij 3.7 203

37 InterpretingMinfectiveMmicrobiotaoMtheMimportanceMofManMecologicalMperspectivecMTrendslinl
MicrobiologyaM2013aMgfaMglfbk 12.4 53

36 vMrelationshipMbetweenMgrowthMbehaviourMandMcysticMfibrosisMpatientMlungMfunctionMidentifiedMinMaM
metabolomicMinvestigationcMMetabolomicsaM2013aMnaMfgkg 4.7 17

(2013-2015)
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35 MolecularMdetectionMofMxγMlungMpathogensoMcurrentMstatusMandMfutureMpotentialcMJournalloflCysticl
FibrosisaM2013aMfgaMfnibgej 4.1 22

34 xlinicalMmeasuresMofMdiseaseMinMadultMnonbxγMbronchiectasisMcorrelateMwithMairwayMmicrobiotaM
compositioncMThoraxaM2013aMkmaMlhfbl 7.3 149

33 StaphylococcusMaureusMsmallbcolonyMvariantsMareMindependentlyMassociatedMwithMworseMlungMdiseaseM
inMchildrenMwithMcysticMfibrosiscMClinicallInfectiouslDiseasesaM2013aMjlaMhmibnf 11.6 117

32 ReducingMbiasMinMbacterialMcommunityManalysisMofMlowerMrespiratoryMinfectionscMISMElJournalaM2013aMlaMknlblek11.9 66

31 xhallengesMandMopportunitiesMforMfaecalMmicrobiotaMtransplantationMtherapycMEpidemiologylandl
InfectionaM2013aMfifaMgghjbig 4.3 9

30 ImpactMofMantibioticMtreatmentMforMpulmonaryMexacerbationsMonMbacterialMdiversityMinMcysticMfibrosiscM
JournalloflCysticlFibrosisaM2013aMfgaMggbm 4.1 47

29 xomplexityaMtemporalMstabilityaMandMclinicalMcorrelatesMofMairwayMbacterialMcommunityMcompositionMinM
primaryMciliaryMdyskinesiacMJournalloflClinicallMicrobiologyaM2013aMjfaMiegnbhj 9.7 33

28 vsciticMmicrobiotaMcompositionMisMcorrelatedMwithMclinicalMseverityMinMcirrhosisMwithMportalM
hypertensioncMPLoSlONEaM2013aMmaMelimmi 3.7 25

27 zxploringMtheMparallelMdevelopmentMofMmicrobialMsystemsMinMneonatesMwithMcysticMfibrosiscMMBioaM
2012aMhaMeeeiembfg 7.8 4

26 LongbtermMcultivationbindependentMmicrobialMdiversityManalysisMdemonstratesMthatMbacterialM
communitiesMinfectingMtheMadultMcysticMfibrosisMlungMshowMstabilityMandMresiliencecMThoraxaM2012aMklaMmklblh7.3 111

25 znhancingMtheMutilityMofMexistingMantibioticsMbyMtargetingMbacterialMbehaviourtcMBritishlJournallofl
PharmacologyaM2012aMfkjaMmijbjl 8.6 23

24 yoesMbacterialMdensityMinMcysticMfibrosisMsputumMincreaseMpriorMtoMpulmonaryMexacerbationtcMJournall
oflCysticlFibrosisaM2011aMfeaMhjlbkj 4.1 102

23 NovelMconceptsMinMevaluatingMantimicrobialMtherapyMforMbacterialMlungMinfectionsMinMpatientsMwithM
cysticMfibrosiscMJournalloflCysticlFibrosisaM2011aMfeaMhmlbiee 4.1 23

22 xharacterizationMofMbacterialMcommunityMdiversityMinMchronicMrhinosinusitisMinfectionsMusingMnovelM
culturebindependentMtechniquescMAmericanlJournalloflRhinologylandlAllergyaM2011aMgjaMefhhbie 2.4 46

21 PartitioningMcoreMandMsatelliteMtaxaMfromMwithinMcysticMfibrosisMlungMbacterialMcommunitiescMISMEl
JournalaM2011aMjaMlmebnf 11.9 177

20 vnalysisMofMtheMbacterialMcommunitiesMpresentMinMlungsMofMpatientsMwithMcysticMfibrosisMfromM
vmericanMandMwritishMcenterscMJournalloflClinicallMicrobiologyaM2011aMinaMgmfbnf 9.7 54

19 UsingMbacterialMbiomarkersMtoMidentifyMearlyMindicatorsMofMcysticMfibrosisMpulmonaryMexacerbationM
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