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j Paper IF Citations

89 ReverseNGenomicsqN esignNofNUniversalNEpitopeNSetsNtoNIsolateNxllNMembersNfromNtheNHumanNOralN
zavityeeNMicroorganismscN2022cNhgcN 4.9 2

88 EmergenceNofNzandidaNaurisNinNintensiveNcareNunitsNinNxlgeriaeeNMycosescN2022cN 5.2 3

87
NewNyetadlactamasesNinNzandidateNPhylaNRadiationqNOwningNPleiotropicNEnzymesNIsNaNSmartN
ParadigmNforNMicroorganismsNwithNaNReducedNGenomeeNInternationaliJournaliofiMoleculariSciencescN
2022cNijcNlkkm

6.3 0

86 OccurrenceNofNTenNProtozoanNEntericNPathogensNinNThreeNNondHumanNPrimateNPopulationseN
PathogenscN2021cNhgcN 4.5 3

85  rugNRepurposingNinNMedicalNMycologyqNIdentificationNofNzompoundsNasNPotentialNxntifungalsNtoN
OvercomeNtheNEmergenceNofNMultidrugdResistantNFungieNPharmaceuticalscN2021cNhkcN 5.2 6

84 RhizomalNReclassificationNofNLivingNOrganismseNInternationaliJournaliofiMoleculariSciencescN2021cNiicN 6.3 6

83 SzxNMediumqNxNNewNzultureNMediumNforNtheNIsolationNofNxllNzladeseNJournaliofiFungiisBaselwi
SwitzerlandtcN2021cNncN 5.6 4

82 FastFungqNxNnovelNmediumNforNtheNcultureNandNisolationNofNfastidiousNfungalNspeciesNfromNclinicalN
sampleseNJournaliofiMicrobiologicaliMethodscN2021cNhogcNhgmhgo 2.8 2

81  evelopmentNandNstandardizationNofNaNspecificNrealdtimeNPzRNassayNforNtheNrapidNdetectionNofN
zandidaNauriseNEuropeaniJournaliofiClinicaliMicrobiologyiandiInfectiousiDiseasescN2021cNkgcNhlkndhllh 5.3 7

80 xdaptedNProtocolNforNzocultivationqNTwoNNewNMembersNJoinNtheNzlubNofNzandidateNPhylaN
RadiationeeNMicrobiologyiSpectrumcN2021cNpcNeghgmpih 8.9 2

79 SmallNandNEquippedqNtheNRichNRepertoireNofNxntibioticNResistanceNGenesNinNzandidateNPhylaN
RadiationNGenomeseNMSystemscN2021cNeggopoih 7.6 4

78 GorillibacteriumNtimonenseNspeNnovecNisolatedNfromNanNobeseNpatienteNArchivesiofiMicrobiologycN2020cN
igicNhiijdhiip 3 0

77
IdentificationNofNrepositionableNdrugsNwithNnovelNantimycoticNactivityNbyNscreeningNtheNPrestwickN
zhemicalNLibraryNagainstNemergingNinvasiveNmouldseNJournaliofiGlobaliAntimicrobialiResistancecN2020
cNihcNjhkdjhn

3.4 12

76 zomparisonNofNThreeNSkinNSamplingNMethodsNandNTwoNMediaNforNzulturingNYeasteNJournaliofiFungii
sBaselwiSwitzerlandtcN2020cNmcN 5.6 2

75 PhoenicibacterNcongonensisNgeneNnovecNspeNnovecNaNnewNgenusNisolatedNfromNtheNhumanNgutNandNitsN
descriptionNusingNaNtaxonogenomicNapproacheNAntonieiVaniLeeuwenhoekcN2019cNhhicNnnldnok 2.1 2

74
NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNRaoultibacterNmassiliensisNgeneNnovecN
speNnoveNandNRaoultibacterNtimonensisNspeNnovcNtwoNnewNbacterialNspeciesNisolatedNfromNtheNhumanN
guteNMicrobiologyOpencN2019cNocNeggnlo

3.4 5

73 NondcontiguousNfinishedNgenomeNsequencingNandNdescriptionNofNspeNnoveNisolatedNfromNhumanN
sputumeNNewiMicrobesiandiNewiInfectionscN2019cNipcNhgglji 4.1 1
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72 InNvitroNpolymyxinNactivityNagainstNclinicalNmultidrugdresistantNfungieNAntimicrobialiResistanceiandi
InfectioniControlcN2019cNocNmm 6.2 25

71 xNhospitalNqPzRdbasedNsurveyNofNhgNgastrointestinalNparasitesNinNroutineNdiagnosticNscreeningcN
MarseillecNFranceeNEpidemiologyiandiInfectioncN2019cNhkncNehgg 4.3 9

70 RepurposingNofNRibavirinNasNanNxdjunctNTherapyNagainstNInvasiveNStrainsNinNanNStudyeNAntimicrobiali
AgentsiandiChemotherapycN2019cNmjcN 5.9 12

69  raftNgenomeNandNdescriptionNofNzhryseobacteriumNphocaeenseNspeNnoveqNaNnewNbacterialNspeciesN
isolatedNfromNtheNsputumNofNaNcysticNfibrosisNpatienteNArchivesiofiMicrobiologycN2019cNighcNhjmhdhjmo 3

68 zolonizationNIsNxssociatedNwithNIncreasedN iversityNandNxlteredNGutNyacterialNzommunitiesNinN
HealthyNMalianNzhildreneNMicroorganismscN2019cNncN 4.9 13

67  raftNgenomeNandNdescriptionNofNzohnellaNmassiliensisNspeNnovecNaNnewNbacterialNspeciesNisolatedN
fromNtheNbloodNcultureNofNaNhemodialysisNpatienteNArchivesiofiMicrobiologycN2019cNighcNjgldjhi 3 8

66 TaxonogenomicsNdescriptionNofNParabacteroidesNtimonensisNspeNnoveNisolatedNfromNaNhumanNstoolN
sampleeNMicrobiologyOpencN2019cNocNeggngi 3.4 5

65 speNnovecNtaxonogenomicsNdescriptionNofNaNnewNbacterialNspeciesNisolatedNfromNhumanNguteNNewi
MicrobesiandiNewiInfectionscN2018cNijcNndhm 4.1 8

64  raftNGenomeNSequenceNofNPNocardiaNsuismassiliensePNStrainNSdhjnNWzSURNPkggnYeNGenomei
AnnouncementscN2018cNmcN 3

63 FirstN raftNGenomeNSequencesNofNTwoNStrainsNfromNLaosNandNzambodiaeNGenomeiAnnouncementscN
2018cNmcN 1

62 yacillusNkwashiorkoriNspeNnovecNaNnewNbacterialNspeciesNisolatedNfromNaNmalnourishedNchildNusingN
culturomicseNMicrobiologyOpencN2018cNncNeggljl 3.4 5

61 EvaluationNofNtwoN NxNextractionNmethodsNforNtheNPzRdbasedNdetectionNofNeukaryoticNentericN
pathogensNinNfecalNsampleseNBMCiResearchiNotescN2018cNhhcNigm 2.3 25

60  raftNGenomeNandN escriptionNofNEisenbergiellaNmassiliensisNStrainNxThhqNxNNewNSpeciesNIsolatedN
fromNHumanNFecesNxfterNyariatricNSurgeryeNCurrentiMicrobiologycN2018cNnlcNhinkdhioh 2.4 3

59 MetabarcodingNanalysisNofNeukaryoticNmicrobiotaNinNtheNgutNofNHIVdinfectedNpatientseNPLoSiONEcN
2018cNhjcNeghphphj 3.7 14

58 zharacterizationNofNaNNewNEzakiellaNIsolatedNfromNtheNHumanNVaginaqNGenomeNSequenceNandN
 escriptionNofNEzakiellaNmassiliensisNspeNnoveNCurrentiMicrobiologycN2018cNnlcNklmdkmj 2.4 7

57
 escriptionNofNMediterraneibacterNmassiliensiscNgeneNnovecNspeNnovecNaNnewNgenusNisolatedNfromNtheN
gutNmicrobiotaNofNanNobeseNpatientNandNreclassificationNofNRuminococcusNfaeciscNRuminococcusN
lactariscNRuminococcusNtorquescNRuminococcusNgnavusNandNzlostridiumNglycyrrhizinilyticumNasN
MediterraneibacterNfaecisNcombeNnovecNMediterraneibacterNlactarisNcombeNnovecNMediterraneibacterN
torquesNcombeNnovecNMediterraneibacterNgnavusNcombeNnoveNandNMediterraneibacterN
glycyrrhizinilyticusNcombeNnoveNAntonieiVaniLeeuwenhoekcN2018cNhhhcNihgndihio

2.1 18

56 EggerthellaNtimonensisNspeNnovcNaNnewNspeciesNisolatedNfromNtheNstoolNsampleNofNaNpygmyNfemaleeN
MicrobiologyOpencN2018cNncNegglnl 3.4 4

55 RepertoireNofNhumanNgutNmicrobeseNMicrobialiPathogenesiscN2017cNhgmcNhgjdhhi 3.8 46

(2017-2019)
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54 MolecularNsurveyNofN irofilariaNimmitisNandN irofilariaNrepensNbyNnewNrealdtimeNTaqManNPzRNassayNinN
dogsNandNmosquitoesNW ipteraqNzulicidaeYNinNzorsicaNWFranceYeNVeterinaryiParasitologycN2017cNijlcNhdn 2.8 19

53 NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNspeNnoveNisolatedNfromNtheNhumanN
stomacheNNewiMicrobesiandiNewiInfectionscN2017cNhlcNnndoo 4.1 5

52  escriptionNofNzhryseobacteriumNtimonianumNspeNnovecNisolatedNfromNaNpatientNwithNpneumoniaeN
AntonieiVaniLeeuwenhoekcN2017cNhhgcNhhihdhhji 2.1 7

51 OlsenellaNprovencensisNspeNnovecNOlsenellaNphocaeensisNspeNnovecNandNOlsenellaNmediterraneaNspeNnoveN
isolatedNfromNtheNhumanNcoloneNHumaniMicrobiomeiJournalcN2017cNkcNiidij 5.6 7

50 geneNnovecNspeNnovecNaNnewNmemberNofNtheNfamilyNisolatedNfromNtheNleftNcolonNofNaNindyeardoldNwomaneN
NewiMicrobesiandiNewiInfectionscN2017cNhmcNmjdni 4.1 1

49 HugonellaNmassiliensisNgeneNnovecNspeNnovecNgenomeNsequencecNandNdescriptionNofNaNnewNstrictlyN
anaerobicNbacteriumNisolatedNfromNtheNhumanNguteNMicrobiologyOpencN2017cNmcNeggklo 3.4 16

48 geneNnovecNspeNnovecNaNnewNbacterialNgenusNisolatedNfromNtheNhumanNguteNNewiMicrobesiandiNewi
InfectionscN2017cNhmcNjgdjh 4.1

47 NoncontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNspeNnoveNisolatedNfromNhumanN
duodenumeNNewiMicrobesiandiNewiInfectionscN2017cNhmcNjdhi 4.1 2

46 ManyNMoreNMicrobesNinNHumansqNEnlargingNtheNMicrobiomeNRepertoireeNClinicaliInfectiousiDiseasescN
2017cNmlcNSigdSip 11.6 17

45 zulturomicsNandNxmplicondbasedNMetagenomicNxpproachesNforNtheNStudyNofNFungalNPopulationNinN
HumanNGutNMicrobiotaeNScientificiReportscN2017cNncNhmnoo 4.9 47

44  iscoveryNofNaNnewNspeciesNwithinNgenusNinNaNstoolNsampleNfromNGabonqNspeNnoveNNewiMicrobesiandi
NewiInfectionscN2017cNhlcNjdl 4.1 2

43
PerformanceNofNRealdTimeNPolymeraseNzhainNReactionNxssaysNforNtheN etectionNofNigN
GastrointestinalNParasitesNinNzlinicalNSamplesNfromNSenegaleNAmericaniJournaliofiTropicaliMedicinei
andiHygienecN2017cNpncNhnjdhoi

3.2 17

42 aNnewNspeciesNidentifiedNfromNhumanNstoolNfromNanNobeseNpatientNbeforeNbariatricNsurgeryeNNewi
MicrobesiandiNewiInfectionscN2016cNhkcNmndmo 4.1 1

41 zultureNofNpreviouslyNunculturedNmembersNofNtheNhumanNgutNmicrobiotaNbyNculturomicseNNaturei
MicrobiologycN2016cNhcNhmigj 26.6 555

40 xnaerococcusNrubiinfantisNspeNnovecNisolatedNfromNtheNgutNmicrobiotaNofNaNSenegaleseNinfantNwithN
severeNacuteNmalnutritioneNAnaerobecN2016cNkgcNoldpk 2.8 6

39 NondcontiguousdFinishedNGenomeNSequenceNandN escriptionNofNPaenibacillusNcamerounensisNspeN
noveNMicrobialiEcologycN2016cNnhcNppgdo 4.4 3

38 PxctinomycesNihumiicPNaNnewNbacterialNspeciesNisolatedNfromNtheNdigestiveNmicrobiotaNofNaN
HIVdinfectedNpatienteNNewiMicrobesiandiNewiInfectionscN2016cNhicNnhdi 4.1 2

37 NonNcontiguousdfinishedNgenomeNsequenceNandNdescriptionNofNMicrobacteriumNgorillaeNspeNnoveN
StandardsiiniGenomiciSciencescN2016cNhhcNji 12
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36 PRaoultibacterNmassiliensisPNgeneNnovecNspeNnovecNaNnewNbacteriumNisolatedNfromNtheNhumanNgutNofNaN
SaudiNyedouineNNewiMicrobesiandiNewiInfectionscN2016cNhkcNhdj 4.1 5

35 VzlostridiumNmassiliodielmoenseVcNaNnewNspeciesNisolatedNfromNtheNhumanNgut´ microbiotaeNNewi
MicrobesiandiNewiInfectionscN2016cNhjcNindo 4.1 1

34 VEisenbergiellaNmassiliensisVcNaNnewNspeciesNisolatedNfromNhumanNstoolNcollectedNafterNbariatricN
surgeryeNNewiMicrobesiandiNewiInfectionscN2016cNhjcNhldm 4.1 13

33 EvaluationNofNaNnewNextractionNprotocolNforNyeastNidentificationNbyNmassNspectrometryeNJournaliofi
MicrobiologicaliMethodscN2016cNhipcNmhdml 2.8 5

32 RepertoryNofNeukaryotesNWeukaryomeYNinNtheNhumanNgastrointestinalNtractqNtaxonomyNandNdetectionN
methodseNParasiteiImmunologycN2016cNjocNhidjm 2.2 34

31 ReplyNtoNyastienNetNaleNJournaliofiInfectiousiDiseasescN2015cNihicNlgmdo 7 2

30 WildNgorillasNasNaNpotentialNreservoirNofNLeishmaniaNmajoreNJournaliofiInfectiousiDiseasescN2015cNihhcNimndnj7 19

29 NonNcontiguousdfinishedNgenomeNsequenceNandNdescriptionNofNyacillusNjeddahensisNspeNnoveN
StandardsiiniGenomiciSciencescN2015cNhgcNkn 8

28 zutaneousNandNpulmonaryNdirofilariasisNdueNtoN irofilariaNrepenseNBritishiJournaliofiDermatologycN
2015cNhnjcNnoodph 4 15

27 MansonellacNincludingNaNPotentialNNewNSpeciescNasNzommonNParasitesNinNzhildrenNinNGaboneNPLoSi
NeglectediTropicaliDiseasescN2015cNpcNegggkhll 4.8 22

26 LookingNinNapesNasNaNsourceNofNhumanNpathogenseNMicrobialiPathogenesiscN2014cNnncNhkpdlk 3.8 13

25 NondcontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNGorillibacteriumNmassilienseNgeneN
novcNspeNnovecNaNnewNmemberNofNtheNfamilyNPaenibacillaceaeeNStandardsiiniGenomiciSciencescN2014cNpcNogndig 8

24 NondcontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNPaenibacillusNgorillaeNspeNnoveN
StandardsiiniGenomiciSciencescN2014cNpcNhgjhdkl 3

23  etectionNofNtermitesNandNotherNinsectsNconsumedNbyNxfricanNgreatNapesNusingNmolecularNfecalN
analysiseNScientificiReportscN2014cNkcNkkno 4.9 31

22 PathogenicNeukaryotesNinNgutNmicrobiotaNofNwesternNlowlandNgorillasNasNrevealedNbyNmolecularN
surveyeNScientificiReportscN2014cNkcNmkhn 4.9 14

21 GorillaNgorillaNgorillaNgutqNaNpotentialNreservoirNofNpathogenicNbacteriaNasNrevealedNusingNculturomicsN
andNmolecularNtoolseNScientificiReportscN2014cNkcNnhnk 4.9 42

20
PhenotypicNandNgenotypicNpropertiesNofNMicrobacteriumNyanniciicNaNrecentlyNdescribedNmultidrugN
resistantNbacteriumNisolatedNfromNaNlungNtransplantedNpatientNwithNcysticNfibrosisNinNFranceeNBMCi
MicrobiologycN2013cNhjcNpn

4.5 16

19 PandoraeaNpulmonicolaNchronicNcolonizationNinNaNcysticNfibrosisNpatientcNFranceeNNewiMicrobesiandi
NewiInfectionscN2013cNhcNindp 4.1 11

(2013-2016)
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18 NondcontiguousNfinishedNgenomeNsequenceNandNdescriptionNofNyacillusNmassiliogorillaeNspeNnoveN
StandardsiiniGenomiciSciencescN2013cNpcNpjdhgl 23

17 MolecularNdetectionNofNmicroorganismsNinNdistalNairwaysNofNpatientsNundergoingNlungNcancerN
surgeryeNAnnalsiofiThoraciciSurgerycN2012cNpjcNkhjdii 2.7 10

16 MicrobialNculturomicsqNparadigmNshiftNinNtheNhumanNgutNmicrobiomeNstudyeNClinicaliMicrobiologyiandi
InfectioncN2012cNhocNhholdpj 9.5 722

15 MolecularNdetectionNofNeukaryotesNinNaNsingleNhumanNstoolNsampleNfromNSenegaleNPLoSiONEcN2012cNncNekgooo3.7 62

14  etectionNandNaccurateNidentificationNofNnewNorNemergingNbacteriaNinNcysticNfibrosisNpatientseNClinicali
MicrobiologyiandiInfectioncN2010cNhmcNogpdig 9.5 52

13 OutbreakNofNzorynebacteriumNpseudodiphtheriticumNinfectionNinNcysticNfibrosisNpatientscNFranceeN
EmergingiInfectiousiDiseasescN2010cNhmcNhijhdm 10.2 39

12 NocardiaNfarcinicaNlungNinfectionNinNaNpatientNwithNcysticNfibrosisqNaNcaseNreporteNJournaliofiMedicali
CaseiReportscN2010cNkcNok 1.2 12

11 HygieneNofNnasalNmasksNusedNatNhomeNforNnondinvasiveNventilationNinNchildreneNJournaliofiHospitali
InfectioncN2010cNnmcNhondo 6.9 2

10 MicrobialNdiversityNinNtheNsputumNofNaNcysticNfibrosisNpatientNstudiedNwithNhmSNr NxNpyrosequencingeN
EuropeaniJournaliofiClinicaliMicrobiologyiandiInfectiousiDiseasescN2009cNiocNhhlhdk 5.3 79

9 MxL IdTOFdMSNforNrapidNdetectionNofNstaphylococcalNPantondValentineNleukocidineNInternationali
JournaliofiAntimicrobialiAgentscN2009cNjkcNkmndng 14.3 73

8
GenomicNanalysisNofNanNemergingNmultiresistantNStaphylococcusNaureusNstrainNrapidlyNspreadingNinN
cysticNfibrosisNpatientsNrevealedNtheNpresenceNofNanNantibioticNinducibleNbacteriophageeNBiologyi
DirectcN2009cNkcNh

7.2 71

7
FirstNisolationNofNtwoNcolistindresistantNemergingNpathogenscNyrevundimonasNdiminutaNandN
OchrobactrumNanthropicNinNaNwomanNwithNcysticNfibrosisqNaNcaseNreporteNJournaliofiMedicaliCasei
ReportscN2008cNicNjnj

1.2 36

6 xcetobacterNindonesiensisNpneumoniaNafterNlungNtransplanteNEmergingiInfectiousiDiseasescN2008cNhkcNppndo10.2 17

5 MolecularNdetectionNofNmultipleNemergingNpathogensNinNsputaNfromNcysticNfibrosisNpatientseNPLoSi
ONEcN2008cNjcNeipgo 3.7 170

4 InquilinusNlimosusNandNcysticNfibrosiseNEmergingiInfectiousiDiseasescN2008cNhkcNppjdl 10.2 22

3 UnexpectedNenzymeNTEMdhimqNroleNofNmutationNxsphnpGlueNAntimicrobialiAgentsiandiChemotherapycN
2005cNkpcNkiogdn 5.9 13

2 xdaptedNprotocolNforNSaccharibacteriaNcodcultivationqNtwoNnewNmembersNjoinNtheNclubNofNzandidateN
PhylaNradiation 1

1 SmallNandNequippedqNtheNrichNrepertoireNofNantibioticNresistanceNgenesNinNzandidateNPhylaNRadiationNgenomes 2
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