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53 IntegrativeOanalysisOofOkkkOreferenceOhumanOepigenomeshONaturefO2015fOokrfOmkqgmj 50.4 3849

52 MappingOandOanalysisOofOchromatinOstateOdynamicsOinOnineOhumanOcellOtypeshONaturefO2011fOnqmfOnmgs 50.4 2153

51 ChromHMMtOautomatingOchromatingstateOdiscoveryOandOcharacterizationhONaturerMethodsfO2012fOsfOlkogp21.6 1413

50 IdentificationOofOfunctionalOelementsOandOregulatoryOcircuitsObyODrosophilaOmodENCODEhOSciencefO
2010fOmmjfOkqrqgsq 33.3 892

49 STEMtOaOtoolOforOtheOanalysisOofOshortOtimeOseriesOgeneOexpressionOdatahOBMCrBioinformaticsfO2006fOqfOksk3.6 810

48 AOhighgresolutionOmapOofOhumanOevolutionaryOconstraintOusingOlsOmammalshONaturefO2011fOnqrfOnqpgrl 50.4 802

47 DiscoveryOandOcharacterizationOofOchromatinOstatesOforOsystematicOannotationOofOtheOhumanO
genomehONaturerBiotechnologyfO2010fOlrfOrkqglo 44.5 757

46 ComprehensiveOanalysisOofOtheOchromatinOlandscapeOinODrosophilaOmelanogasterhONaturefO2011fOnqkfOnrjgo50.4 641

45 AlzheimerasOdiseasetOearlyOalterationsOinObrainODNAOmethylationOatOANKkfOBINkfORHBDFlOandOotherO
locihONaturerNeurosciencefO2014fOkqfOkkopgpm 25.5 579

44 IntegrativeOannotationOofOchromatinOelementsOfromOENCODEOdatahONucleicrAcidsrResearchfO2013fOnkfOrlqgnk20.1 383

43 CooperativeOBindingOofOTranscriptionOFactorsOOrchestratesOReprogramminghOCellfO2017fOkprfOnnlgnoshelj56.2 274

42 ChromatingstateOdiscoveryOandOgenomeOannotationOwithOChromHMMhONaturerProtocolsfO2017fOklfOlnqrglnsl18.8 257

41 LargegscaleOimputationOofOepigenomicOdatasetsOforOsystematicOannotationOofOdiverseOhumanOtissueshO
NaturerBiotechnologyfO2015fOmmfOmpngqp 44.5 252

40 LonggrangeOchromatinOcontactsOinOembryonicOstemOcellsOrevealOaOroleOforOpluripotencyOfactorsOandO
polycombOproteinsOinOgenomeOorganizationhOCellrStemrCellfO2013fOkmfOpjlgkp 18 197

39 SystematicOdissectionOofOregulatoryOmotifsOinOljjjOpredictedOhumanOenhancersOusingOaOmassivelyO
parallelOreporterOassayhOGenomerResearchfO2013fOlmfOrjjgkk 9.7 191

38 ReconstructingOdynamicOregulatoryOmapshOMolecularrSystemsrBiologyfO2007fOmfOqn 12.2 139

37 DeepgcoverageOwholeOgenomeOsequencesOandObloodOlipidsOamongOkpfmlnOindividualshONaturer
CommunicationsfO2018fOsfOmmsk 17.4 90
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36 GenomegscaleOhighgresolutionOmappingOofOactivatingOandOrepressiveOnucleotidesOinOregulatoryO
regionshONaturerBiotechnologyfO2016fOmnfOkkrjgkksj 44.5 85

35 InterplayObetweenOchromatinOstatefOregulatorObindingfOandOregulatoryOmotifsOinOsixOhumanOcellO
typeshOGenomerResearchfO2013fOlmfOkknlgon 9.7 72

34 AOsemigsupervisedOmethodOforOpredictingOtranscriptionOfactorggeneOinteractionsOinOEscherichiaOcolihO
PLoSrComputationalrBiologyfO2008fOnfOekjjjjnn 5 67

33 AnalysisOofOcardiomyocyteOclonalOexpansionOduringOmouseOheartOdevelopmentOandOinjuryhONaturer
CommunicationsfO2018fOsfOqon 17.4 65

32 SystematicOEpigenomicOAnalysisORevealsOChromatinOStatesOAssociatedOwithOMelanomaOProgressionhO
CellrReportsfO2017fOksfOrqogrrs 10.6 53

31 DeepOcoverageOwholeOgenomeOsequencesOandOplasmaOlipoproteinbacOinOindividualsOofOEuropeanOandO
AfricanOancestrieshONaturerCommunicationsfO2018fOsfOlpjp 17.4 53

30 DualORolesOofORNFlOinOMelanomaOProgressionhOCancerrDiscoveryfO2015fOofOkmknglq 24.4 47

29 IntegratingOandOminingOtheOchromatinOlandscapeOofOcellgtypeOspecificityOusingOselfgorganizingOmapshO
GenomerResearchfO2013fOlmfOlkmpgnr 9.7 39

28 AOmammalianOmethylationOarrayOforOprofilingOmethylationOlevelsOatOconservedOsequences 31

27 UniversalODNAOmethylationOageOacrossOmammalianOtissues 31

26 TranscriptionalOanalysisOofOcysticOfibrosisOairwaysOatOsinglegcellOresolutionOrevealsOalteredOepithelialO
cellOstatesOandOcompositionhONaturerMedicinefO2021fOlqfOrjpgrkn 50.5 29

25 DistinctOandOpredictiveOhistoneOlysineOacetylationOpatternsOatOpromotersfOenhancersfOandOgeneO
bodieshOG3:rGenes,rGenomes,rGeneticsfO2014fOnfOljokgpm 3.2 27

24 MappingOmolecularOlandmarksOofOhumanOskeletalOontogenyOandOpluripotentOstemOcellgderivedO
articularOchondrocyteshONaturerCommunicationsfO2018fOsfOmpmn 17.4 27

23 EvidenceOofOreducedOrecombinationOrateOinOhumanOregulatoryOdomainshOGenomerBiologyfO2017fOkrfOksm 18.3 23

22 CircadianOvariationOofOtheOpancreaticOisletOtranscriptomehOPhysiologicalrGenomicsfO2016fOnrfOpqqgrq 3.6 22

21 AOmammalianOmethylationOarrayOforOprofilingOmethylationOlevelsOatOconservedOsequenceshhONaturer
CommunicationsfO2022fOkmfOqrm 17.4 15

20 SystematicOdiscoveryOofOconservationOstatesOforOsinglegnucleotideOannotationOofOtheOhumanO
genomehOCommunicationsrBiologyfO2019fOlfOlnr 6.7 11

19 EpigeneticOclockOandOmethylationOstudiesOinOtheOrhesusOmacaque 10
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18 EpigeneticOclockOandOmethylationOstudiesOinOtheOrhesusOmacaquehOGeroSciencefO2021fOnmfOlnnkglnom 8.9 10

17 ILgmOandOoncogenicOAblOregulateOtheOmyeloblastOtranscriptomeObyOalteringOmRNAOstabilityhOPLoSrONE
fO2009fOnfOeqnps 3.7 9

16 ChromTimetOmodelingOspatiogtemporalOdynamicsOofOchromatinOmarkshOGenomerBiologyfO2018fOksfOkjs 18.3 7

15 EpigeneticOclockOandOmethylationOstudiesOinOvervetOmonkeys 7

14 DNAOmethylationOstudyOofOageOandOsexOinObaboonsOandOfourOotherOprimates 7

13 MappingOenhancerOandOpromoterOinteractionshOCellrResearchfO2012fOllfOqrsgsj 24.7 5

12 UniversalOannotationOofOtheOhumanOgenomeOthroughOintegrationOofOoverOaOthousandOepigenomicO
datasetshhOGenomerBiologyfO2022fOlmfOs 18.3 5

11 EpigeneticOpredictorsOofOmaximumOlifespanOandOotherOlifeOhistoryOtraitsOinOmammals 5

10 EpigeneticOclockOandOmethylationOstudiesOinOvervetOmonkeyshOGeroSciencefO2021fOk 8.9 5

9 UniversalOannotationOofOtheOhumanOgenomeOthroughOintegrationOofOoverOaOthousandOepigenomicOdatasets 3

8 LearningOaOgenomegwideOscoreOofOhumangmouseOconservationOatOtheOfunctionalOgenomicsOlevelhO
NaturerCommunicationsfO2021fOklfOlnso 17.4 2

7 ConsHMMOAtlastOconservationOstateOannotationsOforOmajorOgenomesOandOhumanOgeneticOvariationhO
NARrGenomicsrandrBioinformaticsfO2020fOlfOlqaakjn 3.7 1

6 SinglegnucleotideOconservationOstateOannotationOofOtheOSARSgCoVglOgenomeO2020fO 1

5 IdentificationOandOcharacterizationOofOconstrainedOnongexonicObasesOlackingOpredictiveOepigenomicO
andOtranscriptionOfactorObindingOannotationshONaturerCommunicationsfO2020fOkkfOpkpr 17.4 1

4 IntegrationOofOevidenceOacrossOhumanOandOmodelOorganismOstudiestOAOmeetingOreporthOGenes,rBrainr
andrBehaviorfO2021fOljfOeklqmr 3.6 1

3 InvestigatingOenhancerOevolutionOwithOmassivelyOparallelOreporterOassayshOGenomerBiologyfO2018fOksfOkkn 18.3 1

2 MarginalOContributionOFeatureOImportanceOgOanOAxiomaticOApproachOforOExplainingODatahO
ProceedingsrofrMachinerLearningrResearchfO2021fOkmsfOkmlngkmmo 0.4

1 SinglegnucleotideOconservationOstateOannotationOofOtheOSARSgCoVglOgenomehOCommunicationsr
BiologyfO2021fOnfOpsr 6.7
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