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l Paper IF Citations

110 SystematicMidentificationMofMtransMeQTLsMasMputativeMdriversMofMknownMdiseaseMassociationsdMNaturei
GeneticsbM2013bMjkbMghincghji 36.3 1244

109 mTORcMandMγδαcg˛–cmediatedMaerobicMglycolysisMasMmetabolicMbasisMforMtrainedMimmunitydMSciencebM
2014bMijkbMghkflnj 33.3 1020

108 SevereMyOVδzcgoMδsMMarkedMbyMaMzysregulatedMMyeloidMyellMyompartmentdMCellbM2020bMgnhbMgjgocgjjfdehi56.2 558

107 xyβMVaccinationMProtectsMagainstM xperimentalMViralMδnfectionMinMγumansMthroughMtheMδnductionMofM
yytokinesMwssociatedMwithMTrainedMδmmunitydMCelliHostiandiMicrobebM2018bMhibMnocgffdek 23.4 537

106 WesternMzietMTriggersMNLRPiczependentMδnnateMδmmuneMReprogrammingdMCellbM2018bMgmhbMglhcgmkdegj 56.2 435

105 TheMeffectMofMhostMgeneticsMonMtheMgutMmicrobiomedMNatureiGeneticsbM2016bMjnbMgjfmcgjgh 36.3 434

104 MetabolicMδnductionMofMTrainedMδmmunityMthroughMtheMMevalonateMPathwaydMCellbM2018bMgmhbMgikcgjldeo 56.2 314

103 ziseaseMvariantsMalterMtranscriptionMfactorMlevelsMandMmethylationMofMtheirMbindingMsitesdMNaturei
GeneticsbM2017bMjobMgigcgin 36.3 252

102 γostMandM nvironmentalMαactorsMδnfluencingMδndividualMγumanMyytokineMResponsesdMCellbM2016bMglmbMggggcgghjdegi56.2 244

101 δdentificationMofMcontextcdependentMexpressionMquantitativeMtraitMlociMinMwholeMblooddMNaturei
GeneticsbM2017bMjobMgiocgjk 36.3 240

100 MappingMdeterminantsMofMgeneMexpressionMplasticityMbyMgeneticalMgenomicsMinMydMelegansdMPLoSi
GeneticsbM2006bMhbMehhh 6 210

99 wMαunctionalMβenomicsMwpproachMtoMUnderstandMVariationMinMyytokineMProductionMinMγumansdMCellbM
2016bMglmbMgfoocgggfdegj 56.2 163

98 wMnovelMtrilinearMdecompositionMalgorithmMforMsecondcorderMlinearMcalibrationdMChemometricsiandi
IntelligentiLaboratoryiSystemsbM2000bMkhbMmkcnl 3.8 160

97 βeneticalMgenomicspMspotlightMonMQTLMhotspotsdMPLoSiGeneticsbM2008bMjbMegfffhih 6 146

96 TheMδtaconateMPathwayMδsMaMyentralMRegulatoryMNodeMLinkingMδnnateMδmmuneMToleranceMandMTrainedM
δmmunitydMCelliMetabolismbM2019bMhobMhggchhfdek 24.6 141

95 xyβMVaccinationMinMγumansM licitsMTrainedMδmmunityMviaMtheMγematopoieticMProgenitorM
yompartmentdMCelliHostiandiMicrobebM2020bMhnbMihhciijdek 23.4 119

94 zNwMmethylationMinMchildhoodMasthmapManMepigenomecwideMmetacanalysisdMLancetiRespiratoryi
MedicinewthebM2018bMlbMimocinn 35.1 119
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93 LongitudinalMMulticomicsMwnalysesMδdentifyMResponsesMofMMegakaryocytesbM rythroidMyellsbMandM
PlasmablastsMasMγallmarksMofMSevereMyOVδzcgodMImmunitybM2020bMkibMgholcgigjdeo 32.3 109

92 δntercindividualMvariabilityMandMgeneticMinfluencesMonMcytokineMresponsesMtoMbacteriaMandMfungidM
NatureiMedicinebM2016bMhhbMokhclf 50.5 106

91 SequenceMpolymorphismsMcauseMmanyMfalseMcisMeQTLsdMPLoSiONEbM2007bMhbMelhh 3.7 105

90 zifferentialM ffectsMofM nvironmentalMandMβeneticMαactorsMonMTMandMxMyellMδmmuneMTraitsdMCelli
ReportsbM2016bMgmbMhjmjchjnm 10.6 100

89 yOVδzcgoMimmuneMsignaturesMrevealMstableMantiviralMT´ cellMfunctionMdespiteMdecliningMhumoralM
responsesdMImmunitybM2021bMkjbMijfcikjdel 32.3 87

88 yellMSpecificMeQTLMwnalysisMwithoutMSortingMyellsdMPLoSiGeneticsbM2015bMggbMegffkhhi 6 81

87  xpressionMprofilesMofMlongMnonccodingMRNwsMlocatedMinMautoimmuneMdiseasecassociatedMregionsM
revealMimmuneMcellctypeMspecificitydMGenomeiMedicinebM2014bMlbMnn 14.4 79

86  xpressionMquantitativeMtraitMlociMareMhighlyMsensitiveMtoMcellularMdifferentiationMstatedMPLoSiGeneticsbM
2009bMkbMegfffloh 6 74

85 δntegrationMofMmulticomicsMdataMandMdeepMphenotypingMenablesMpredictionMofMcytokineMresponsesdM
NatureiImmunologybM2018bMgobMmmlcmnl 19.1 63

84 UnderstandingMyeliacMziseaseMbyMβenomicsdMTrendsiiniGeneticsbM2016bMihbMhokcifn 8.5 50

83 yriticalMreasoningMonMcausalMinferenceMinMgenomecwideMlinkageMandMassociationMstudiesdMTrendsiini
GeneticsbM2010bMhlbMjoicn 8.5 47

82 yerebralMtryptophanMmetabolismMandMoutcomeMofMtuberculousMmeningitispManMobservationalMcohortM
studydMLancetiInfectiousiDiseaseswiThebM2018bMgnbMkhlckik 25.5 46

81 RefinedMmappingMofMautoimmuneMdiseaseMassociatedMgeneticMvariantsMwithMgeneMexpressionM
suggestsManMimportantMroleMforMnonccodingMRNwsdMJournaliofiAutoimmunitybM2016bMlnbMlhcmj 15.5 44

80 SystematicMannotationMofMceliacMdiseaseMlociMrefinesMpathologicalMpathwaysMandMsuggestsMaMgeneticM
explanationMforMincreasedMinterferoncgammaMlevelsdMHumaniMoleculariGeneticsbM2015bMhjbMiomcjfo 5.6 43

79 βlobalMgeneticMrobustnessMofMtheMalternativeMsplicingMmachineryMinMyaenorhabditisMelegansdMGeneticsbM
2010bMgnlbMjfkcgf 4 43

78 UnderstandingMhumanMimmuneMfunctionMusingMtheMresourcesMfromMtheMγumanMαunctionalMβenomicsM
ProjectdMNatureiMedicinebM2016bMhhbMnigci 50.5 43

77 δdentifyingMgenotypecbycenvironmentMinteractionsMinMtheMmetabolismMofMgerminatingMarabidopsisM
seedsMusingMgeneralizedMgeneticalMgenomicsdMPlantiPhysiologybM2013bMglhbMkkicll 6.6 37

76 TheMSetmMLysineMMethyltransferaseMRegulatesMPlasticityMinMOxidativeMPhosphorylationMNecessaryMforM
TrainedMδmmunityMδnducedMbyM˛†cβlucandMCelliReportsbM2020bMigbMgfmkjn 10.6 34
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75 βeneralizingMgeneticalMgenomicspMgettingMaddedMvalueMfromMenvironmentalMperturbationdMTrendsiini
GeneticsbM2008bMhjbMkgnchj 8.5 33

74 TheMemergingMlandscapeMofMdynamicMzNwMmethylationMinMearlyMchildhooddMBMCiGenomicsbM2017bMgnbMhk 4.5 32

73 SexcSpecificMRegulationMofMδnflammationMandMMetabolicMSyndromeMinMObesitydMArteriosclerosiswi
ThrombosiswiandiVasculariBiologybM2020bMjfbMgmnmcgnff 9.4 29

72 RewiringMofMglucoseMmetabolismMdefinesMtrainedMimmunityMinducedMbyMoxidizedMlowcdensityM
lipoproteindMJournaliofiMoleculariMedicinebM2020bMonbMngocnig 5.5 29

71 MaintenanceMofMmacrophageMtranscriptionalMprogramsMandMintestinalMhomeostasisMbyMepigeneticM
readerMSPgjfdMScienceiImmunologybM2017bMhbM 28 28

70 αunctionalMandMβenomicMwrchitectureMofMxorreliaMburgdorfericδnducedMyytokineMResponsesMinM
γumansdMCelliHostiandiMicrobebM2016bMhfbMnhhcnii 23.4 27

69 WormQTLccpublicMarchiveMandManalysisMwebMportalMforMnaturalMvariationMdataMinMyaenorhabditisMsppdM
NucleiciAcidsiResearchbM2013bMjgbMzmincji 20.1 27

68 PseudoMalternatingMleastMsquaresMalgorithmMforMtrilinearMdecompositiondMJournaliofiChemometricsbM
2001bMgkbMgjocglm 1.6 24

67 TNαc˛–cinducedMproteinMiMUTNαwδPiVewhfMactsMasMaMmasterMswitchMinMTNαc˛–MblockadecdrivenMδLcgmwM
expressiondMJournaliofiAllergyiandiClinicaliImmunologybM2018bMgjhbMkgmckho 11.5 22

66 αuzzyMlinearMdiscriminantManalysisMforMchemicalMdataMsetsdMChemometricsiandiIntelligentiLaboratoryi
SystemsbM1999bMjkbMhokcifh 3.8 22

65 RunningcwheelMactivityMdelaysMmitochondrialMrespiratoryMfluxMdeclineMinMagingMmouseMmuscleMviaMaM
postctranscriptionalMmechanismdMAgingiCellbM2018bMgmbMeghmff 9.9 22

64 wlternatingMcoupledMmatricesMresolutionMmethodMforMthreecwayMarraysManalysisdMChemometricsiandi
IntelligentiLaboratoryiSystemsbM2000bMkhbMiicji 3.8 21

63 TheMδntercRelationshipMofMPlateletsMwithMδnterleukincg˛†cMediatedMδnflammationMinMγumansdM
ThrombosisiandiHaemostasisbM2018bMggnbMhgghchghk 7 19

62 WormQTLγzccaMwebMdatabaseMforMlinkingMhumanMdiseaseMtoMnaturalMvariationMdataMinMydMelegansdM
NucleiciAcidsiResearchbM2014bMjhbMzmojcnfg 20.1 18

61 wnMintegrativeMgenomicsMapproachMidentifiesMnovelMpathwaysMthatMinfluenceMcandidaemiaM
susceptibilitydMPLoSiONEbM2017bMghbMefgnfnhj 3.7 17

60 RoleMofMβlutamineMMetabolismMinMγostMzefenseMwgainstMMycobacteriumMtuberculosisMδnfectiondM
JournaliofiInfectiousiDiseasesbM2019bMhgobMgllhcglmf 7 16

59 zeconvolutionMofMbulkMbloodMeQTLMeffectsMintoMimmuneMcellMsubpopulationsdMBMCiBioinformaticsbM
2020bMhgbMhji 3.6 15

58 QuantitativeMtraitMlociMaffectingMphenotypicMvariationMinMtheMvacuolatedMlensMmouseMmutantbMaM
multigenicMmouseMmodelMofMneuralMtubeMdefectsdMPhysiologicaliGenomicsbM2008bMikbMholcifj 3.6 14
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57 NovelMconstrainedMPwRwαwyMalgorithmMforMsecondcorderMlinearMcalibrationdMAnalyticaiChimicaiActabM
2000bMjhibMgnmcgol 6.6 14

56 wMβenomecWideMαunctionalMβenomicsMwpproachMδdentifiesMSusceptibilityMPathwaysMtoMαungalM
xloodstreamMδnfectionMinMγumansdMJournaliofiInfectiousiDiseasesbM2019bMhhfbMnlhcnmh 7 13

55 yhemicalMrankMestimationMbyMnoiseMperturbationMinMfunctionalMprincipalMcomponentManalysistdM
AnalystwiThebM2003bMghnbMmkcng 5 13

54 reβenotyperpMzetectingMmislabeledMsamplesMinMgeneticMdatadMPLoSiONEbM2017bMghbMefgmgihj 3.7 13

53 SmoothedMwindowMfactorManalysisdMAnalyticaiChimicaiActabM1999bMingbMhiichjl 6.6 12

52 δnductionMofMtrainedMimmunityMbyMinfluenzaMvaccinationMcMimpactMonMyOVδzcgodMPLoSiPathogensbM2021
bMgmbMegffoohn 7.6 12

51 TissueMMetabolicMyhangesMzriveMyytokineMResponsesMtoMMycobacteriumMtuberculosisdMJournaliofi
InfectiousiDiseasesbM2018bMhgnbMglkcgmf 7 11

50 SuppressiveMmyeloidMcellsMareMaMhallmarkMofMsevereMyOVδzcgo 10

49 NonlinearMmappingMusingMrealcvaluedMgeneticMalgorithmdMChemometricsiandiIntelligentiLaboratoryi
SystemsbM1999bMjkbMjfocjgn 3.8 9

48 wMnewMmethodMbasedMonMcounterpropagationMnetworkMalgorithmMforMchemicalMpatternMrecognitiondM
AnalyticaiChimicaiActabM1999bMinnbMglgcgmf 6.6 9

47 MulticomicsMexaminationMofMQMfeverMfatigueMsyndromeMidentifiesMsimilaritiesMwithMchronicMfatigueM
syndromedMJournaliofiTranslationaliMedicinebM2020bMgnbMjjn 8.5 9

46 SystematicMPrioritizationMofMyandidateMβenesMinMziseaseMLociMδdentifiesMasMaMMasterMRegulatorMofM
δαN˛‡MSignalingMinMyeliacMziseasedMFrontiersiiniGeneticsbM2020bMggbMklhjij 4.5 9

45 MendelianMrandomizationMwhileMjointlyMmodelingMcisMgeneticsMidentifiesMcausalMrelationshipsM
betweenMgeneMexpressionMandMlipidsdMNatureiCommunicationsbM2020bMggbMjoif 17.4 8

44 wMfetalMwaveMofMhumanMtypeMiMeffectorM˛‡˛·McellsMwithMrestrictedMTyRMdiversityMpersistsMintoMadulthooddM
ScienceiImmunologybM2021bMlbM 28 8

43 NαKxhMpolymorphismsMassociateMwithMtheMriskMofMdevelopingMrheumatoidMarthritisMandMresponseMtoM
TNαMinhibitorspMResultsMfromMtheMR PwδRMconsortiumdMScientificiReportsbM2020bMgfbMjigl 4.9 7

42 TissueMalarminsMandMadaptiveMcytokineMinduceMdynamicMandMdistinctMtranscriptionalMresponsesMinM
tissuecresidentMintraepithelialMcytotoxicMTMlymphocytesdMJournaliofiAutoimmunitybM2020bMgfnbMgfhjhh 15.5 7

41 ProsaposinMmediatesMinflammationMinMatherosclerosisdMScienceiTranslationaliMedicinebM2021bMgibM 17.5 7

40 TheMxNTglhbhMmRNwMvaccineMagainstMSwRScyoVchMreprogramsMbothMadaptiveMandMinnateMimmuneMresponses 7
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39  volutionMofMcytokineMproductionMcapacityMinMancientMandMmodernM uropeanMpopulationsdMELifebM2021
bMgfbM 8.9 7

38 PhenohβenoMcMγighcthroughputMgenerationMofMgeneticMmarkersMandMmapsMfromMmolecularM
phenotypesMforMcrossesMbetweenMinbredMstrainsdMBMCiBioinformaticsbM2015bMglbMkg 3.6 6

37 designββpManMRcpackageMandMwebMtoolMforMtheMoptimalMdesignMofMgeneticalMgenomicsMexperimentsdM
BMCiBioinformaticsbM2009bMgfbMgnn 3.6 6

36 wnalysisMofMTilingMMicroarrayMzataMbyMLearningMVectorMQuantizationMandMRelevanceMLearningM2007bMnnfcnno 6

35 ResolvingMtrainedMimmunityMwithMsystemsMbiologydMEuropeaniJournaliofiImmunologybM2021bMkgbMmmicmnj 6.1 6

34 wutophagyMsuppressesMhostMadaptiveMimmuneMresponsesMtowardMxorreliaMburgdorferidMJournaliofi
LeukocyteiBiologybM2016bMgffbMknocon 6.5 6

33 δntegrationMofMmetabolomicsbMgenomicsbMandMimmuneMphenotypesMrevealsMtheMcausalMrolesMofM
metabolitesMinMdiseasedMGenomeiBiologybM2021bMhhbMgon 18.3 6

32 SolubleMimmuneMmarkersMinMtheMdifferentMphasesMofMchronicMhepatitisMxMvirusMinfectiondMScientifici
ReportsbM2019bMobMgjggn 4.9 5

31 LeukocytecReleasedMMediatorsMinMResponseMtoMxothMxacterialMandMαungalMδnfectionsMTriggerMδαNM
PathwaysbMδndependentMofMδLcgMandMTNαc˛–bMinM ndothelialMyellsdMFrontiersiiniImmunologybM2019bMgfbMhkfn 8.4 5

30 ReprogrammingMofMboneMmarrowMmyeloidMprogenitorMcellsMinMpatientsMwithMsevereMcoronaryMarteryM
diseasedMELifebM2020bMobM 8.9 5

29 SharedMzNwMmethylationMsignaturesMinMchildhoodMallergypMTheMMezwLLMstudydMJournaliofiAllergyiandi
ClinicaliImmunologybM2021bMgjmbMgfigcgfjf 11.5 5

28 ThyrotrophinMandMthyroxineMsupportMimmuneMhomeostasisMinMhumansdMImmunologybM2021bMglibMgkkcgln 7.8 5

27
SteroidMhormonecrelatedMpolymorphismsMassociateMwithMtheMdevelopmentMofMboneMerosionsMinM
rheumatoidMarthritisMandMhelpMtoMpredictMdiseaseMprogressionpMResultsMfromMtheMR PwδRMconsortiumdM
ScientificiReportsbM2019bMobMgjngh

4.9 4

26 δmmuneMmemoryMinMindividualsMwithMyOVδzcgodMNatureiCelliBiologybM2021bMhibMknhcknj 23.4 4

25 δdentificationMofMNovelMPopulationcSpecificMyellMSubsetsMinMyhineseMUlcerativeMyolitisMPatientsMUsingM
SinglecyellMRNwMSequencingdMCellulariandiMoleculariGastroenterologyiandiHepatologybM2021bMghbMoocggm 7.9 4

24
yomparativeMhostMtranscriptomeMinMresponseMtoMpathogenicMfungiMidentifiesMcommonMandM
speciescspecificMtranscriptionalMantifungalMhostMresponseMpathwaysdMComputationaliandiStructurali
BiotechnologyiJournalbM2021bMgobMljmclli

6.8 4

23 yR LzgMmodulatesMhomeostasisMofMtheMimmuneMsystemMinMmiceMandMhumansdMNatureiImmunologybM
2020bMhgbMgkgmcgkhm 19.1 3

22 yorrelationMTraitMLociMUyTLVMmappingpMphenotypeMnetworkMinferenceMsubjectMtoMgenotypedMJournaliofi
OpeniSourceiSoftwarebM2016bMgbMnm 5.2 3
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21 δmpactMofMγxswgMandMγxcrwgMlevelsMonMphenotypeMandMfunctionMofMγxVcspecificMTMcellsMinMpatientsM
withMchronicMhepatitisMxMvirusMinfectiondMGutbM2021bM 19.2 3

20 zeconvolutionMofMbulkMbloodMeQTLMeffectsMintoMimmuneMcellMsubpopulations 3

19 PotentialMimpactMofMceliacMdiseaseMgeneticMriskMfactorsMonMTMcellMreceptorMsignalingMinMglutencspecificM
yzjaMTMcellsdMScientificiReportsbM2021bMggbMohkh 4.9 3

18 δdentificationMofMziscriminatingMMetabolicMPathwaysMandMMetabolitesMinMγumanMPxMysMStimulatedM
byMVariousMPathogenicMwgentsdMFrontiersiiniPhysiologybM2018bMobMgio 4.6 2

17 SingleccellMRNwMsequencingMrevealsMinductionMofMdistinctMtrainedMimmunityMprogramsMinMhumanM
monocytesddMJournaliofiClinicaliInvestigationbM2022bM 15.9 2

16 δRαmMandMRNγgMareMmodifyingMfactorsMofMγδVcgMreservoirspMaMgenomecwideMassociationManalysisdMBMCi
MedicinebM2021bMgobMhnh 11.4 2

15 yovidcgoMδmmuneMSignaturesMRevealMStableMwntiviralMTcyellMαunctionMzespiteMzecliningM
γumoral´ ResponsesdMSSRNiElectroniciJournalb 1 2

14 zataMofMcommonMandMspeciescspecificMtranscriptionalMhostMresponsesMtoMpathogenicMfungidMDataiini
BriefbM2021bMikbMgflohn 1.2 2

13 MulticOmicsMwpproachesMinMδmmunologicalMResearchdMFrontiersiiniImmunologybM2021bMghbMllnfjk 8.4 2

12 δnflammatoryMProteinMProfilesMinMPlasmaMofMyandidaemiaMPatientsMandMtheMyontributionMofMγostM
βeneticsMtoMTheirMVariabilitydMFrontiersiiniImmunologybM2021bMghbMllhgmg 8.4 2

11 yirculatingMmiRNwsMasMPotentialMxiomarkersMforMyeliacMziseaseMzevelopmentddMFrontiersiini
ImmunologybM2021bMghbMmijmli 8.4 2

10 PlateletMδntegrinM˛–δδb˛†iMwctivationMisMwssociatedMwithMhkcγydroxyvitaminMzMyoncentrationsMinM
γealthyMwdultsdMThrombosisiandiHaemostasisbM2020bMghfbMmlncmmk 7 1

9 TheMeffectsMofMsignalMtransducerMandMactivatorMofMtranscriptionMthreeMmutationsMonMhumanMplateletsdM
PlateletsbM2018bMhobMlfhclfo 3.6 1

8 TheMgeneticMriskMforMyOVδzcgoMseverityMisMassociatedMwithMdefectiveMinnateMimmuneMresponses 1

7 wnMintegrativeMgenomicsMapproachMidentifiesMKzMjMasMaMmodulatorMofMtrainedMimmunitydMEuropeani
JournaliofiImmunologybM2021bM 6.1 1

6
PolymorphismsMwithinMtheMandMLociMδnfluenceMtheMRiskMofMzevelopingMδnvasiveMwspergillosispMwM
TwocStageMyaseMyontrolMStudyMinMtheMyontextMofMtheMaspxδOmicsMyonsortiumdMJournaliofiFungii
sBaselwiSwitzerlandtbM2020bMmbM

5.6 1

5 ValidationMofMβWwScδdentifiedMVariantsMforMwnticTNαMzrugMResponseMinMRheumatoidMwrthritispMwM
MetacwnalysisMofMTwoMLargeMyohortsdMFrontiersiiniImmunologybM2021bMghbMlmhhkk 8.4 1

4 wMnovelMMendelianMrandomizationMmethodMidentifiesMcausalMrelationshipsMbetweenMgeneMexpressionM
andMlowcdensityMlipoproteinMcholesterolMlevels 1

(-2021)
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3 γostMimmuneMgeneticMvariationsMinfluenceMtheMriskMofMdevelopingMacuteMmyeloidMleukaemiapMresultsM
fromMtheMNuyL wRMconsortiumdMBloodiCanceriJournalbM2020bMgfbMmk 7 1

2 yommonMgeneMvariantsMwithinMiTcuntranslatedMregionsMasMmodulatorsMofMmultipleMmyelomaMriskMandM
survivaldMInternationaliJournaliofiCancerbM2021bMgjnbMgnnmcgnoj 7.5 1

1 TypeMhMziabetescRelatedMVariantsMδnfluenceMtheMRiskMofMzevelopingMProstateMyancerpMwM
PopulationcxasedMyasecyontrolMStudyMandMMetacwnalysisdMCancersbM2022bMgjbMhiml 6.6 1
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