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j Paper IF Citations

116 TheNroleNofNwTGglLhNinNautophagyNandNdiseaseddNAutophagybN2022bNgcgf 10.2 2

115 OralNfaecalNmicrobiotaNtransplantationNinNulcerativeNcolitisNcNwuthorsVNreplyddNThecLancetc
GastroenterologycandcHepatologybN2022bNmbNhnlchnm 18.8

114 TheNinfluenceNofNmaternalNunhealthyNdietNonNmaturationNofNoffspringNgutNmicrobiotaNinNratddNAnimalc
MicrobiomebN2022bNjbNig 4.1 1

113 ResponseNtoNfaecalNmicrobiotaNtransplantationNinNulcerativeNcolitisNisNnotNsustainedNlongNtermN
followingNinductionNtherapydNGutbN2021bNmfbNhhgfchhgg 19.2 5

112 LyophilisedNoralNfaecalNmicrobiotaNtransplantationNforNulcerativeNcolitisNWLOTUS[pNaNrandomisedbN
doublecblindbNplaceboccontrolledNtrialdNThecLancetcGastroenterologycandcHepatologybN2021bN 18.8 13

111 NuclearNLeukocyteNImmunoglobulinclikeNReceptorNwiNIsNMonomericNandNIsNInvolvedNinNMultipleN
LayersNofNRegulatedNGeneNγxpressionNandNTranslationdNJournalcofcProteomecResearchbN2021bNhfbNifmncifno5.6

110 LongcTermNxacterialNandNFungalNzynamicsNfollowingNOralNLyophilizedNFecalNMicrobiotaN
TransplantationNinNylostridioidesNdifficileNInfectiondNMSystemsbN2021bNlbN 7.6 7

109 MulticomicsNofNtheNesophagealNmicroenvironmentNidentifiesNsignaturesNassociatedNwithNprogressionN
ofNxarrettVsNesophagusdNGenomecMedicinebN2021bNgibNgii 14.4 3

108
GeneticNvariantsNinvolvedNinNinnateNimmunityNmodulateNtheNriskNofNinflammatoryNbowelNdiseasesNinN
anNunderstudiedNMalaysianNpopulationdNJournalcofcGastroenterologycandcHepatologyclAustraliambN2021
bN

4 1

107 MinocyclinecinducedNmicrobiomeNalterationsNpredictNcafeteriaNdietcinducedNspatialNrecognitionN
memoryNimpairmentsNinNratsdNTranslationalcPsychiatrybN2020bNgfbNoh 8.6 9

106 FecalNtransplantsNasNaNmicrobiomecbasedNtherapeuticdNCurrentcOpinioncincMicrobiologybN2020bNklbNglchi 7.9 5

105 xacillusNcereusNnonchaemolyticNenterotoxinNactivatesNtheNNLRPiNinflammasomedNNaturec
CommunicationsbN2020bNggbNmlf 17.4 26

104 IntermittentNcafeteriaNdietNidentifiesNfecalNmicrobiomeNchangesNasNaNpredictorNofNspatialNrecognitionN
memoryNimpairmentNinNfemaleNratsdNTranslationalcPsychiatrybN2020bNgfbNil 8.6 18

103 γffectsNofNUVRNexposureNonNtheNgutNmicrobiotaNofNmiceNandNhumansdNPhotochemicalcandc
PhotobiologicalcSciencesbN2020bNgobNhfchn 4.2 6

102 SpphjNisNassociatedNwithNendocyticNsignallingbNlipidNmetabolismbNandNdiscriminationNofNtissueN
integrityNforNVleakycgutVNinNinflammatoryNbowelNdiseasedNScientificcReportsbN2020bNgfbNghoih 4.9 2

101 TreadmillNexerciseNhasNminimalNimpactNonNobesogenicNdietcrelatedNgutNmicrobiomeNchangesNbutN
altersNadiposeNandNhypothalamicNgeneNexpressionNinNratsdNNutritioncandcMetabolismbN2020bNgmbNmg 4.6 4

100
zefinedNmicrobiotaNtransplantNrestoresNThgmeROR˛‡tNregulatoryNTNcellNbalanceNinNmiceNcolonizedN
withNinflammatoryNbowelNdiseaseNmicrobiotasdNProceedingscofcthecNationalcAcademycofcSciencescofc
thecUnitedcStatescofcAmericabN2020bNggmbNhgkilchgkjk

11.5 22
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99 FungalNTransckingdomNzynamicsNLinkedNtoNResponsivenessNtoNFecalNMicrobiotaNTransplantationN
WFMT[NTherapyNinNUlcerativeNyolitisdNCellcHostcandcMicrobebN2020bNhmbNnhicnhodei 23.4 42

98 SutterellaNSpeciesbNIgwcdegradingNxacteriaNinNUlcerativeNyolitisdNTrendscincMicrobiologybN2020bNhnbNkgockhh12.4 32

97 ImpactNofNtheNFoodNwdditiveNTitaniumNzioxideNWγgmg[NonNGutNMicrobiotacHostNInteractiondNFrontiersc
incNutritionbN2019bNlbNkm 6.2 53

96 MicrobialNcarcinogenesispNLacticNacidNbacteriaNinNgastricNcancerdNBiochimicacEtcBiophysicacActa:c
ReviewsconcCancerbN2019bNgnmhbNgnnifo 11.2 52

95 ReplydNGastroenterologybN2019bNgkmbNgglkcggll 13.3 1

94 SpecificNxacteriaNandNMetabolitesNwssociatedNWithNResponseNtoNFecalNMicrobiotaNTransplantationNinN
PatientsNWithNUlcerativeNyolitisdNGastroenterologybN2019bNgklbNgjjfcgjkjdeh 13.3 169

93 OPyMLpNwNPromisingNxiomarkerNandNTherapeuticNwvenuedNTrendscincCancerbN2019bNkbNjlicjll 12.5 5

92 GutNMicrobiotaNinNyhildrenNWithNyysticNFibrosispNwNTaxonomicNandNFunctionalNzysbiosisdNScientificc
ReportsbN2019bNobNgnkoi 4.9 28

91 HighNplasmaNFGFhgNlevelsNpredictsNmajorNcardiovascularNeventsNinNpatientsNtreatedNwithNatorvastatinN
WfromNtheNTreatingNtoNNewNTargetsN[TNT]NStudy[dNMetabolism:cClinicalcandcExperimentalbN2019bNoibNoicoo 12.7 10

90 wNmulticomponentNtoxinNfromNxacillusNcereusNincitesNinflammationNandNshapesNhostNoutcomeNviaNtheN
NLRPiNinflammasomedNNaturecMicrobiologybN2019bNjbNilhcimj 26.6 43

89 MicrobiomeNandNγsophagealNwdenocarcinomacLetterdNCancercResearchbN2018bNmnbNgkmj 10.1 1

88 GutNMicrobiomeNwnalysisNIdentifiesNPotentialNγtiologicalNFactorsNinNwcuteNGastroenteritisdNInfectionc
andcImmunitybN2018bNnlbN 3.7 24

87 yafeteriaNdietNandNprobioticNtherapypNcrossNtalkNamongNmemorybNneuroplasticitybNserotoninN
receptorsNandNgutNmicrobiotaNinNtheNratdNMolecularcPsychiatrybN2018bNhibNikgcilg 15.1 62

86 HighNzoseNVitaminNzNsupplementationNaltersNfaecalNmicrobiomeNandNpredisposesNmiceNtoNmoreN
severeNcolitisdNScientificcReportsbN2018bNnbNggkgg 4.9 28

85 UltravioletNIrradiationNofNSkinNwltersNtheNFaecalNMicrobiomeNIndependentlyNofNVitaminNzNinNMicedN
NutrientsbN2018bNgfbN 6.7 22

84 GastrointestinalNPathobiontsNinNPediatricNyrohnVsNziseaseNPatientsdNInternationalcJournalcofc
MicrobiologybN2018bNhfgnbNohfiofn 3.6 7

83 hypermethylatedNinNaNsubsetNofNpatientsNwithNmetaplasticNchangesNinNtheirNesophagusdNBiomarkerc
ResearchbN2018bNlbNik 8 1

82 ImpactsNofNzietNandNγxerciseNonNMaternalNGutNMicrobiotaNwreNTransferredNtoNOffspringdNFrontierscinc
EndocrinologybN2018bNobNmgl 5.7 25

(2018-2020)
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81 SignaturesNwithinNtheNesophagealNmicrobiomeNareNassociatedNwithNhostNgeneticsbNagebNandNdiseasedN
MicrobiomebN2018bNlbNhhm 16.6 67

80 zualNroleNofNHelicobacterNandNyampylobacterNspeciesNinNIxzpNaNsystematicNreviewNandNmetacanalysisdN
GutbN2017bNllbNhikchjo 19.2 127

79 wlternatingNorNcontinuousNexposureNtoNcafeteriaNdietNleadsNtoNsimilarNshiftsNinNgutNmicrobiotaN
comparedNtoNchowNdietdNMolecularcNutritioncandcFoodcResearchbN2017bNlgbNgkffngk 5.9 15

78 MultidonorNintensiveNfaecalNmicrobiotaNtransplantationNforNactiveNulcerativeNcolitispNaNrandomisedN
placeboccontrolledNtrialdNLancetpcThebN2017bNinobNghgncghhn 40 623

77 FaecalNMicrobiotaNTransplantationNforNInflammatoryNxowelNziseasepNwNSystematicNReviewNandN
MetacanalysisdNJournalcofcCrohnkscandcColitisbN2017bNggbNggnfcggoo 1.5 239

76 yrossctalkNamongNmetabolicNparametersbNesophagealNmicrobiotabNandNhostNgeneNexpressionN
followingNchronicNexposureNtoNanNobesogenicNdietdNScientificcReportsbN2017bNmbNjkmki 4.9 17

75 MoreNFlavorNforNFlavonoidcxasedNInterventionsudNTrendscincMolecularcMedicinebN2017bNhibNhoichok 11.5 12

74 NwFLzbNHelicobacterNspeciesNandNtheNintestinalNmicrobiomedNBaillierekscBestcPracticecandcResearchcinc
ClinicalcGastroenterologybN2017bNigbNlkmclln 2.5 25

73 zysbiosisNofNtheNmicrobiomeNinNgastricNcarcinogenesisdNScientificcReportsbN2017bNmbNgkokm 4.9 103

72
TheNeffectNofNshortctermNexposureNtoNenergycmatchedNdietsNenrichedNinNfatNorNsugarNonNmemorybNgutN
microbiotaNandNmarkersNofNbrainNinflammationNandNplasticitydNBrainpcBehaviorpcandcImmunitybN2016bN
kmbNifjcigi

16.6 57

71 yampylobacterNconcisusNpathotypesNinduceNdistinctNglobalNresponsesNinNintestinalNepithelialNcellsdN
ScientificcReportsbN2016bNlbNijhnn 4.9 15

70 GuidelinesNforNtheNuseNandNinterpretationNofNassaysNforNmonitoringNautophagyNWirdNedition[dN
AutophagybN2016bNghbNgchhh 10.2 3838

69 ImmunoglobulinNGNresponseNinNpatientsNwithNyampylobacterNconcisusNdiarrheadNDiagnosticc
MicrobiologycandcInfectiouscDiseasebN2016bNnjbNgkgcj 2.9

68 yampylobacterNconcisusNpathotypesNareNpresentNatNsignificantNlevelsNinNpatientsNwithN
gastroenteritisdNJournalcofcMedicalcMicrobiologybN2016bNlkbNhgochhl 3.2 6

67 yampylobacterNconcisusNutilizesNbloodNbutNnotNshortNchainNfattyNacidsNdespiteNshowingNassociationsN
withNFirmicutesNtaxadNMicrobiologyclUnitedcKingdommbN2016bNglhbNginncgiom 2.9 3

66 ReductionNinNGutNMicrobialNziversityNasNaNMechanismNofNwctionNofNγxclusiveNγnteralNNutritiondN
AmericancJournalcofcGastroenterologybN2016bNgggbNgfii 0.7 6

65 IsNthereNaNroleNforNstoolNmetabolomicsNinNcysticNfibrosisudNPediatricscInternationalbN2016bNknbNnfncgg 1.2 10

64 TheNoesophagealNmicrobiomepNanNunexploredNlinkNinNobesitycassociatedNoesophagealN
adenocarcinomadNFEMScMicrobiologycEcologybN2016bNohbN 4.3 13
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63 wutophagyNinNHelicobacterNpyloriNInfectionNandNRelatedNGastricNyancerdNHelicobacterbN2015bNhfbNikiclo 4.9 32

62 IsNyampylobacterNtoNesophagealNadenocarcinomaNasNHelicobacterNisNtoNgastricNadenocarcinomaudN
TrendscincMicrobiologybN2015bNhibNjkkclh 12.4 27

61 NovelNgeneticNmarkersNdefineNaNsubgroupNofNpathogenicNγscherichiaNcoliNstrainsNbelongingNtoNtheNxhN
phylogeneticNgroupdNFEMScMicrobiologycLettersbN2015bNilhbN 2.9 11

60 γffectNofNexclusiveNenteralNnutritionNonNtheNmicrobiotaNofNchildrenNwithNnewlyNdiagnosedNyrohnVsN
diseasedNClinicalcandcTranslationalcGastroenterologybN2015bNlbNemg 4.2 80

59 yampylobacterN2015bNggnmcghil 1

58 zonorNRecruitmentNforNFecalNMicrobiotaNTransplantationdNInflammatorycBowelcDiseasesbN2015bNhgbNglffcl4.5 87

57 InsightsNintoNtheNRoleNofNγrysipelotrichaceaeNinNtheNHumanNHostdNFrontierscincCellularcandcInfectionc
MicrobiologybN2015bNkbNnj 5.9 296

56 yhangesNinNgutNmicrobiotaNinNratsNfedNaNhighNfatNdietNcorrelateNwithNobesitycassociatedNmetabolicN
parametersdNPLoScONEbN2015bNgfbNefghloig 3.7 261

55 GlobalNγpidemiologyNofNyampylobacterNInfectiondNClinicalcMicrobiologycReviewsbN2015bNhnbNlnmcmhf 34 705

54 TranscriptomicNandNproteomicNanalysesNrevealNkeyNinnateNimmuneNsignaturesNinNtheNhostNresponseN
toNtheNgastrointestinalNpathogenNyampylobacterNconcisusdNInfectioncandcImmunitybN2015bNnibNnihcjk 3.7 36

53 GastroenterologistNperceptionsNofNfaecalNmicrobiotaNtransplantationdNWorldcJournalcofc
GastroenterologybN2015bNhgbNgfofmcgj 5.6 25

52 FaecalNlevelsNofNzonulaNoccludensNtoxinNinNpaediatricNpatientsNwithNyrohnVsNdiseaseNandNtheirN
associationNwithNtheNintestinalNmicrobiotadNJournalcofcMedicalcMicrobiologybN2015bNljbNificifl 3.2 5

51 yampylobacterNconcisusNandNexotoxinNoNlevelsNinNpaediatricNpatientsNwithNyrohnVsNdiseaseNandNtheirN
associationNwithNtheNintestinalNmicrobiotadNJournalcofcMedicalcMicrobiologybN2014bNlibNoocgfk 3.2 16

50 ToolsNtoNcovisualizeNandNcoanalyzeNproteomicNdataNwithNgenomesNandNtranscriptomespNvalidationNofN
genesNandNalternativeNmRNwNsplicingdNJournalcofcProteomecResearchbN2014bNgibNnjcon 5.6 35

49 GeneticNpolymorphismsNinNtheNTollclikeNreceptorNsignallingNpathwayNinNHelicobacterNpyloriNinfectionN
andNrelatedNgastricNcancerdNHumancImmunologybN2014bNmkbNnfncgk 2.3 48

48 TheNinterplayNbetweenNyampylobacterNandNHelicobacterNspeciesNandNotherNgastrointestinalN
microbiotaNofNcommercialNbroilerNchickensdNGutcPathogensbN2014bNlbNgn 5.4 67

47 TheNroleNofNautophagyNinNtheNintracellularNsurvivalNofNyampylobacterNconcisusdNFEBScOpencBiobN2014bN
jbNifgco 2.7 15

46 RoleNofNemergingNyampylobacterNspeciesNinNinflammatoryNbowelNdiseasesdNInflammatorycBowelc
DiseasesbN2014bNhfbNhgnocom 4.5 38

(2014-2015)
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45 PatterncrecognitionNreceptorsNandNgastricNcancerdNFrontierscincImmunologybN2014bNkbNiil 8.4 80

44 TheNFamilyNHelicobacteraceaeN2014bNiimcioh 16

43 PotentialNinvolvementNofNyampylobacterNcurvusNandNHaemophilusNparainfluenzaeNinNpretermNbirthdN
BMJcCasecReportsbN2014bNhfgjbN 0.9 9

42 TheNNOzclikeNreceptorNsignallingNpathwayNinNHelicobacterNpyloriNinfectionNandNrelatedNgastricN
cancerpNaNcaseccontrolNstudyNandNgeneNexpressionNanalysesdNPLoScONEbN2014bNobNeonnoo 3.7 59

41 wcinetobacterNSpeciesNwssociatedNwithNSpontaneousNPretermNxirthNandNHistologicalN
yhorioamnionitisdNBritishcJournalcofcMedicinecandcMedicalcResearchbN2014bNjbNkhoickhom 3

40 FunctionalNrelationshipNbetweenNyampylobacterNconcisusNandNtheNstomachNecosystemNinNhealthNandN
diseasedNISMEcJournalbN2013bNmbNhhjkcm 11.9 4

39 yomparativeNgenomicsNofNyampylobacterNconcisusNisolatesNrevealsNgeneticNdiversityNandNprovidesN
insightsNintoNdiseaseNassociationdNBMCcGenomicsbN2013bNgjbNknk 4.5 32

38 TheNpathogenicNpotentialNofNHelicobacterNpullorumpNpossibleNroleNforNtheNtypeNVINsecretionNsystemdN
HelicobacterbN2013bNgnbNgfhcgg 4.9 14

37 GenomeNSequenceNofNyampylobacterNshowaeNUNSWyzbNIsolatedNfromNaNPatientNwithNyrohnVsN
ziseasedNGenomecAnnouncementsbN2013bNgbN 2

36 MultipleNGenomeNSequencesNofNHelicobacterNpyloriNStrainsNofNziverseNziseaseNandNwntibioticN
ResistanceNxackgroundsNfromNMalaysiadNGenomecAnnouncementsbN2013bNgbN 10

35 InflammatoryNbowelNdiseaseNtherapiesNandNgutNfunctionNinNaNcolitisNmouseNmodeldNBioMedcResearchc
InternationalbN2013bNhfgibNofolgi 3 34

34 TheNsecretomeNofNHelicobacterNtrogontumdNHelicobacterbN2013bNgnbNiglchf 4.9 7

33 zoNtypeNVINsecretionNsystemsNtranslocateNmoreNthanNproteinsudNHelicobacterbN2013bNgnbNhjhci 4.9

32 xacterialNaetiologicalNagentsNofNintracamnioticNinfectionsNandNpretermNbirthNinNpregnantNwomendN
FrontierscincCellularcandcInfectioncMicrobiologybN2013bNibNkn 5.9 88

31 TheNroleNofNTLRhbNTLRjNandNyzgjNgeneticNpolymorphismsNinNgastricNcarcinogenesispNaNcaseccontrolN
studyNandNmetacanalysisdNPLoScONEbN2013bNnbNelfihm 3.7 61

30 InvestigationNofNmotilityNandNbiofilmNformationNbyNintestinalNyampylobacterNconcisusNstrainsdNGutc
PathogensbN2012bNjbNhh 5.4 11

29 yampylobacterNconcisusNcNwNnewNplayerNinNintestinalNdiseasedNFrontierscincCellularcandcInfectionc
MicrobiologybN2012bNhbNj 5.9 57

28 zraftNgenomeNsequencesNofNHelicobacterNpyloriNisolatesNfromNMalaysiabNculturedNfromNpatientsNwithN
functionalNdyspepsiaNandNgastricNcancerdNJournalcofcBacteriologybN2012bNgojbNklokcl 3.5 7
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27 MicrobialNdysbiosisNinNpediatricNpatientsNwithNyrohnVsNdiseasedNJournalcofcClinicalcMicrobiologybN2012bN
kfbNihkncll 9.7 89

26 PathogenicNpotentialNofNyampylobacterNureolyticusdNInfectioncandcImmunitybN2012bNnfbNnnicof 3.7 24

25 PwRcgNpolymorphismsNandNriskNofNHelicobacterNpyloricrelatedNgastricNcancerNinNaNyhineseNpopulationdN
AnticancercResearchbN2012bNihbNimgkchg 2.3 5

24 TheNroleNofNbacteriaNandNpatterncrecognitionNreceptorsNinNyrohnVsNdiseasedNNaturecReviewsc
GastroenterologycandcHepatologybN2011bNnbNgkhcln 24.2 120

23 ImmunoreactiveNproteinsNofNyampylobacterNconcisusbNanNemergentNintestinalNpathogendNFEMSc
ImmunologycandcMedicalcMicrobiologybN2011bNlibNinmcol 26

22 zidNtransmissionNofNHelicobacterNpyloriNfromNhumansNcauseNaNdiseaseNoutbreakNinNaNcolonyNofN
StripecfacedNzunnartsNWSminthopsisNmacroura[udNVeterinarycResearchbN2011bNjhbNhl 3.8 1

21 yomparativeNanalysesNofNyampylobacterNconcisusNstrainsNrevealNtheNgenomeNofNtheNreferenceNstrainN
xwwcgjkmNisNnotNrepresentativeNofNtheNspeciesdNGutcPathogensbN2011bNibNgk 5.4 19

20 SequencingNandNvalidationNofNtheNgenomeNofNaNyampylobacterNconcisusNrevealsNintracspeciesN
diversitydNPLoScONEbN2011bNlbNehhgmf 3.7 30

19 PrevalenceNofNyampylobacterNspeciesNinNadultNyrohnVsNdiseaseNandNtheNpreferentialNcolonizationN
sitesNofNyampylobacterNspeciesNinNtheNhumanNintestinedNPLoScONEbN2011bNlbNehkjgm 3.7 90

18 TheNpathogenicNpotentialNofNyampylobacterNconcisusNstrainsNassociatedNwithNchronicNintestinalN
diseasesdNPLoScONEbN2011bNlbNehofjk 3.7 56

17 TheNsecretomeNofNyampylobacterNconcisusdNFEBScJournalbN2010bNhmmbNglflcgm 5.7 54

16
HostNattachmentbNinvasionbNandNstimulationNofNproinflammatoryNcytokinesNbyNyampylobacterN
concisusNandNotherNnoncyampylobacterNjejuniNyampylobacterNspeciesdNJournalcofcInfectiouscDiseasesbN
2010bNhfhbNgnkkclk

7 92

15
TheNinternalNtranscribedNspacerNregionbNaNnewNtoolNforNuseNinNspeciesNdifferentiationNandNdelineationN
ofNsystematicNrelationshipsNwithinNtheNyampylobacterNgenusdNAppliedcandcEnvironmentalc
MicrobiologybN2010bNmlbNifmgcng

4.8 29

14 zetectionNofNHelicobacteraceaeNinNintestinalNbiopsiesNofNchildrenNwithNyrohnVsNdiseasedNHelicobacterbN
2010bNgkbNkjockm 4.9 33

13
TheNcagNPwINisNintactNandNfunctionalNbutNHPfkhgNvariesNsignificantlyNinNHelicobacterNpyloriNisolatesN
fromNMalaysiaNandNSingaporedNEuropeancJournalcofcClinicalcMicrobiologycandcInfectiouscDiseasesbN2010
bNhobNjiockg

5.3 32

12 PhosphonateNmetabolismNinNHelicobacterNpyloridNAntoniecVancLeeuwenhoekbN2010bNombNkgclf 2.1 14

11 wNredoxNbasisNforNmetronidazoleNresistanceNinNHelicobacterNpyloridNAntimicrobialcAgentscandc
ChemotherapybN2009bNkibNgnnjcog 5.9 33

10 InsightsNintoNtheNmolecularNbasisNofNtheNmicroaerophilyNofNthreeNyampylobacteralespNaNcomparativeN
studydNAntoniecVancLeeuwenhoekbN2009bNolbNkjkckm 2.1 8

(2009-2012)
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9 yharacterisationNofNyampylobacterNjejuniNgenesNpotentiallyNinvolvedNinNphosphonateNdegradationdN
GutcPathogensbN2009bNgbNgi 5.4 4

8
TheNprevalenceNofNtheNduodenalNulcerNpromotingNgeneNWdupw[NinNHelicobacterNpyloriNisolatesNvariesN
byNethnicNgroupNandNisNnotNuniversallyNassociatedNwithNdiseaseNdevelopmentpNaNcaseccontrolNstudydN
GutcPathogensbN2009bNgbNk

5.4 43

7 MolecularNresponsesNofNyampylobacterNjejuniNtoNcadmiumNstressdNFEBScJournalbN2008bNhmkbNkfhgcii 5.7 16

6 PotentialNroleNofNthiolpdisulfideNoxidoreductasesNinNtheNpathogenesisNofNHelicobacterNpyloridNFEMSc
ImmunologycandcMedicalcMicrobiologybN2007bNkfbNgmmcni 15

5 IdentificationNofNdisulfideNreductasesNinNyampylobacteralespNaNbioinformaticsNinvestigationdNAntoniec
VancLeeuwenhoekbN2007bNohbNjhocjg 2.1 12

4 OxygenNrequirementNandNtoleranceNofNyampylobacterNjejunidNResearchcincMicrobiologybN2007bNgknbNljjckf4 34

3 IsNHelicobacterNpyloriNaNtrueNmicroaerophileudNHelicobacterbN2006bNggbNholcifi 4.9 45

2 HelicobacterNpyloriNdisulphideNreductasespNroleNinNmetronidazoleNreductiondNFEMScImmunologycandc
MedicalcMicrobiologybN2005bNjjbNgimcjh 9

1 IntraspeciesNstrainNexclusionbNantibioticNpretreatmentbNandNdonorNselectionNcontrolNmicrobiotaN
engraftmentNafterNfecalNtransplantation 2
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