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n Paper IF Citations

156 αenomicLandLepigenomicLlandscapesLofLadultLdeLnovoLacuteLmyeloidLleukemiacLNewiEnglandi
JournaliofiMedicineaL2013aLhkmaLgejnbli 59.2 3137

155 SomaticLmutationsLaffectLkeyLpathwaysLinLlungLadenocarcinomacLNatureaL2008aLijjaLfeknblj 50.4 2280

154 RecurringLmutationsLfoundLbyLsequencingLanLacuteLmyeloidLleukemiaLgenomecLNewiEnglandi
JournaliofiMedicineaL2009aLhkfaLfejmbkk 59.2 1765

153 TheLImmuneLLandscapeLofLxancercLImmunityaL2018aLimaLmfgbmhecefi 32.3 1754

152 xlonalLevolutionLinLrelapsedLacuteLmyeloidLleukaemiaLrevealedLbyLwholebgenomeLsequencingcL
NatureaL2012aLimfaLjekbfe 50.4 1511

151 vnLintegratedLmapLofLstructuralLvariationLinLgajeiLhumanLgenomescLNatureaL2015aLjgkaLljbmf 50.4 1368

150 TheLoriginLandLevolutionLofLmutationsLinLacuteLmyeloidLleukemiacLCellaL2012aLfjeaLgkiblm 56.2 1143

149 yNvLsequencingLofLaLcytogeneticallyLnormalLacuteLmyeloidLleukaemiaLgenomecLNatureaL2008aLijkaLkkblg50.4 1064

148 wreakyanceroLanLalgorithmLforLhighbresolutionLmappingLofLgenomicLstructuralLvariationcLNaturei
MethodsaL2009aLkaLkllbmf 21.6 1062

147 αenomeLremodellingLinLaLbasalblikeLbreastLcancerLmetastasisLandLxenograftcLNatureaL2010aLikiaLnnnbfeej50.4 935

146 VarScanoLvariantLdetectionLinLmassivelyLparallelLsequencingLofLindividualLandLpooledLsamplescL
BioinformaticsaL2009aLgjaLggmhbj 7.2 890

145 αenomicLlandscapeLofLnonbsmallLcellLlungLcancerLinLsmokersLandLneverbsmokerscLCellaL2012aLfjeaLffgfbhi56.2 860

144 xomprehensiveLxharacterizationLofLxancerLyriverLαenesLandLMutationscLCellaL2018aLflhaLhlfbhmjcefm 56.2 854

143 MappingLcopyLnumberLvariationLbyLpopulationbscaleLgenomeLsequencingcLNatureaL2011aLileaLjnbkj 50.4 833

142 WholebgenomeLanalysisLinformsLbreastLcancerLresponseLtoLaromataseLinhibitioncLNatureaL2012aLimkaLhjhbke50.4 793

141 xlonalLevolutionLinLbreastLcancerLrevealedLbyLsingleLnucleusLgenomeLsequencingcLNatureaL2014aLjfgaLfjjbke50.4 730

140 xlonalLarchitectureLofLsecondaryLacuteLmyeloidLleukemiacLNewiEnglandiJournaliofiMedicineaL2012aL
hkkaLfenebm 59.2 582
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139 SomaticSniperoLidentificationLofLsomaticLpointLmutationsLinLwholeLgenomeLsequencingLdatacL
BioinformaticsaL2012aLgmaLhffbl 7.2 425

138 xRzSTLmapsLsomaticLstructuralLvariationLinLcancerLgenomesLwithLbasebpairLresolutioncLNaturei
MethodsaL2011aLmaLkjgbi 21.6 396

137 MultibplatformLdiscoveryLofLhaplotypebresolvedLstructuralLvariationLinLhumanLgenomescLNaturei
CommunicationsaL2019aLfeaLflmi 17.4 346

136 PathogenicLαermlineLVariantsLinLfeahmnLvdultLxancerscLCellaL2018aLflhaLhjjbhlecefi 56.2 342

135 yriverL usionsLandLTheirLImplicationsLinLtheLyevelopmentLandLTreatmentLofLβumanLxancerscLCelli
ReportsaL2018aLghaLgglbghmceh 10.6 235

134 UseLofLwholebgenomeLsequencingLtoLdiagnoseLaLcrypticLfusionLoncogenecLJAMAiyiJournaliofithei
AmericaniMedicaliAssociationaL2011aLhejaLfjllbmi 27.4 199

133 PhblikeLacuteLlymphoblasticLleukemiaoLaLhighbriskLsubtypeLinLadultscLBloodaL2017aLfgnaLjlgbjmf 2.2 191

132 xomprehensiveLanalysisLofLchromothripsisLinLgakjmLhumanLcancersLusingLwholebgenomeL
sequencingcLNatureiGeneticsaL2020aLjgaLhhfbhif 36.3 168

131 wackgroundLmutationsLinLparentalLcellsLaccountLforLmostLofLtheLgeneticLheterogeneityLofLinducedL
pluripotentLstemLcellscLCelliStemiCellaL2012aLfeaLjlebmg 18 165

130 vLdecisionLsupportLframeworkLforLgenomicallyLinformedLinvestigationalLcancerLtherapycLJournaliofi
theiNationaliCanceriInstituteaL2015aLfelaL 9.7 135

129 xomputationalLanalysisLandLpredictionLofLtheLbindingLmotifLandLproteinLinteractingLpartnersLofLtheL
vblLSβhLdomaincLPLoSiComputationaliBiologyaL2006aLgaLef 5 129

128 xharacterizationLofLtwentybfiveLovarianLtumourLcellLlinesLthatLphenocopyLprimaryLtumourscLNaturei
CommunicationsaL2015aLkaLlifn 17.4 125

127 IdentificationLofLaLnovelLTPjhLcancerLsusceptibilityLmutationLthroughLwholebgenomeLsequencingLofL
aLpatientLwithLtherapybrelatedLvMLcLJAMAiyiJournaliofitheiAmericaniMedicaliAssociationaL2011aLhejaLfjkmblk27.4 125

126 PanbcancerLanalysisLofLwholeLgenomesLidentifiesLdriverLrearrangementsLpromotedLbyLLINzbfL
retrotranspositioncLNatureiGeneticsaL2020aLjgaLhekbhfn 36.3 122

125 SystematicLvnalysisLofLSplicebSitebxreatingLMutationsLinLxancercLCelliReportsaL2018aLghaLglebgmfceh 10.6 121

124 SystematicL unctionalLvnnotationLofLSomaticLMutationsLinLxancercLCanceriCellaL2018aLhhaLijebikgcefe 24.3 114

123 MonovaroLsinglebnucleotideLvariantLdetectionLinLsingleLcellscLNatureiMethodsaL2016aLfhaLjejbl 21.6 101

122 IdentificationLofLVariantbSpecificL unctionsLofLPIKhxvLbyLRapidLPhenotypingLofLRareLMutationscL
CanceriResearchaL2015aLljaLjhifbji 10.1 99

(2015-2012)
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121 vLrobustLbenchmarkLforLdetectionLofLgermlineLlargeLdeletionsLandLinsertionscLNatureiBiotechnologyaL
2020aLhmaLfhilbfhjj 44.5 98

120 SequentialLTherapyLwithLPvRPLandLWzzfLInhibitorsLMinimizesLToxicityLwhileLMaintainingLzfficacycL
CanceriCellaL2019aLhjaLmjfbmklcel 24.3 94

119 wreakyanceroLIdentificationLofLαenomicLStructuralLVariationLfromLPairedbzndLReadLMappingcL
CurrentiProtocolsiiniBioinformaticsaL2014aLijaLfjckcfbff 24.2 89

118 NovelLalgorithmicLapproachLpredictsLtumorLmutationLloadLandLcorrelatesLwithLimmunotherapyL
clinicalLoutcomesLusingLaLdefinedLgeneLmutationLsetcLBMCiMedicineaL2016aLfiaLfkm 11.4 87

117 Si itoLinferringLtumorLtreesLfromLsinglebcellLsequencingLdataLunderLfinitebsitesLmodelscLGenomei
BiologyaL2017aLfmaLflm 18.3 83

116 SequencingLaLmouseLacuteLpromyelocyticLleukemiaLgenomeLrevealsLgeneticLeventsLrelevantLforL
diseaseLprogressioncLJournaliofiClinicaliInvestigationaL2011aLfgfaLfiijbjj 15.9 82

115 xlinicalLactionabilityLenhancedLthroughLdeepLtargetedLsequencingLofLsolidLtumorscLClinicali
ChemistryaL2015aLkfaLjiibjh 5.5 76

114 xanyrvoLcancerbspecificLdriverLmissenseLmutationLannotationLwithLoptimizedLfeaturescLPLoSiONEaL
2013aLmaLellnij 3.7 76

113 αeneticLwiomarkersLOfLSensitivityLandLResistanceLtoLVenetoclaxLMonotherapyLinLPatientsLWithL
RelapsedLvcuteLMyeloidLLeukemiacLAmericaniJournaliofiHematologyaL2018aLnhaLzgeg 7.1 73

112 TIαRvoLaLtargetedLiterativeLgraphLroutingLassemblerLforLbreakpointLassemblycLGenomeiResearchaL
2014aLgiaLhfebl 9.7 69

111 αeneLmutationsLinLprimaryLtumorsLandLcorrespondingLpatientbderivedLxenograftsLderivedLfromL
nonbsmallLcellLlungLcancercLCanceriLettersaL2015aLhjlaLflnbfmj 9.9 68

110 novowreakoLlocalLassemblyLforLbreakpointLdetectionLinLcancerLgenomescLNatureiMethodsaL2017aLfiaLkjbkl21.6 67

109 PolyScanoLanLautomaticLindelLandLSNPLdetectionLapproachLtoLtheLanalysisLofLhumanLresequencingL
datacLGenomeiResearchaL2007aLflaLkjnbkk 9.7 66

108
PredictionLofLbindingLaffinitiesLbetweenLtheLhumanLamphiphysinbfLSβhLdomainLandLitsLpeptideL
ligandsLusingLhomologyLmodelingaLmolecularLdynamicsLandLmolecularLfieldLanalysiscLJournaliofi
ProteomeiResearchaL2006aLjaLhgbih

5.6 65

107 TargetingLaLcytokineLcheckpointLenhancesLtheLfitnessLofLarmoredLcordLbloodLxvRbNKLcellscLBloodaL
2021aLfhlaLkgibkhk 2.2 60

106 αenomeLModelingLSystemoLvLKnowledgeLManagementLPlatformLforLαenomicscLPLoSiComputationali
BiologyaL2015aLffaLefeeigli 5 59

105 vnalysisLofLdeletionLbreakpointsLfromLfaengLhumansLrevealsLdetailsLofLmutationLmechanismscL
NatureiCommunicationsaL2015aLkaLlgjk 17.4 56

104 RzTLfusionLasLaLnovelLdriverLofLmedullaryLthyroidLcarcinomacLJournaliofiClinicaliEndocrinologyiandi
MetabolismaL2015aLfeeaLlmmbnh 5.6 55
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103 vnLOrganismalLxNVLMutatorLPhenotypeLRestrictedLtoLzarlyLβumanLyevelopmentcLCellaL2017aLfkmaLmhebmigcel56.2 53

102 wreak usionoLtargetedLassemblybbasedLidentificationLofLgeneLfusionsLinLwholeLtranscriptomeL
pairedbendLsequencingLdatacLBioinformaticsaL2012aLgmaLfnghbi 7.2 52

101 vLsurveyLofLintragenicLbreakpointsLinLglioblastomaLidentifiesLaLdistinctLsubsetLassociatedLwithLpoorL
survivalcLGenesiandiDevelopmentaL2013aLglaLfikgblg 12.6 50

100 xMySoLaLpopulationbbasedLmethodLforLidentifyingLrecurrentLyNvLcopyLnumberLaberrationsLinL
cancerLfromLhighbresolutionLdatacLBioinformaticsaL2010aLgkaLikibn 7.2 49

99 SarcomatoidLRenalLxellLxarcinomaLβasLaLyistinctLMolecularLPathogenesisaLyriverLMutationLProfileaL
andLTranscriptionalLLandscapecLClinicaliCanceriResearchaL2017aLghaLkkmkbkknk 12.9 48

98  unctionalLannotationLofLrareLgeneLaberrationLdriversLofLpancreaticLcancercLNatureiCommunicationsaL
2016aLlaLfejee 17.4 47

97 yelineatingLcopyLnumberLandLclonalLsubstructureLinLhumanLtumorsLfromLsinglebcellLtranscriptomescL
NatureiBiotechnologyaL2021aLhnaLjnnbkem 44.5 47

96 xatalyticLmTORLinhibitorsLcanLovercomeLintrinsicLandLacquiredLresistanceLtoLallostericLmTORL
inhibitorscLOncotargetaL2014aLjaLmjiibjl 3.3 46

95 yivergentLviralLpresentationLamongLhumanLtumorsLandLadjacentLnormalLtissuescLScientificiReportsaL
2016aLkaLgmgni 4.9 44

94 SinglebnucleiLRNvbseqLonLhumanLretinalLtissueLprovidesLimprovedLtranscriptomeLprofilingcLNaturei
CommunicationsaL2019aLfeaLjlih 17.4 44

93 TransVaroLaLmultilevelLvariantLannotatorLforLprecisionLgenomicscLNatureiMethodsaL2015aLfgaLfeegbh 21.6 40

92 Sixlone itoLwayesianLinferenceLofLpopulationLstructureaLgenotypeaLandLphylogenyLofLtumorLclonesL
fromLsinglebcellLgenomeLsequencingLdatacLGenomeiResearchaL2019aLgnaLfmilbfmjn 9.7 40

91 RelativeLvbundanceLofLSvRSbxoVbgLzntryLαenesLinLtheLznterocytesLofLtheLLowerLαastrointestinalL
TractcLGenesaL2020aLffaL 4.2 39

90 vbilityLtoLαenerateLPatientbyerivedLwreastLxancerLXenograftsLIsLznhancedLinLxhemoresistantL
yiseaseLandLPredictsLPoorLPatientLOutcomescLPLoSiONEaL2015aLfeaLeefhkmjf 3.7 39

89 MzTLamplificationLinLmetastaticLcolorectalLcanceroLanLacquiredLresponseLtoLzα RLinhibitionaLnotLaLdeL
novoLphenomenoncLOncotargetaL2016aLlaLjikglbjikhf 3.3 39

88 MassivelyLparallelLsequencingLapproachesLforLcharacterizationLofLstructuralLvariationcLMethodsiini
MoleculariBiologyaL2012aLmhmaLhknbmi 1.4 38

87 vnLexpandedLuniverseLofLcancerLtargetscLCellaL2021aLfmiaLffigbffjj 56.2 38

86 xomprehensiveLαenomicLProfilingLofLMetastaticLSquamousLxellLxarcinomaLofLtheLvnalLxanalcL
MoleculariCanceriResearchaL2017aLfjaLfjigbfjje 6.6 36

(2017-2017)
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85 ImplementationLofLbiomarkerbdrivenLcancerLtherapyoLexistingLtoolsLandLremainingLgapscLDiscoveryi
MedicineaL2014aLflaLfefbfi 2.5 35

84 TheLdegreeLofLintratumorLmutationalLheterogeneityLvariesLbyLprimaryLtumorLsubbsitecLOncotargetaL
2016aLlaLglfmjbnm 3.3 34

83 vLrobustLbenchmarkLforLgermlineLstructuralLvariantLdetection 34

82 MegabaseLLengthLβypermutationLvccompaniesLβumanLStructuralLVariationLatLflpffcgcLCellaL2019aL
flkaLfhfebfhgicefe 56.2 34

81 vLPopulationLofLβeterogeneousLwreastLxancerLPatientbyerivedLXenograftsLyemonstrateLwroadL
vctivityLofLPvRPLInhibitorLinLwRxvfdgLWildbTypeLTumorscLClinicaliCanceriResearchaL2017aLghaLkikmbkill 12.9 31

80 wiasLfromLremovingLreadLduplicationLinLultrabdeepLsequencingLexperimentscLBioinformaticsaL2014aL
heaLfelhbfeme 7.2 30

79 SinglebcellLdissectionLofLintratumoralLheterogeneityLandLlineageLdiversityLinLmetastaticLgastricL
adenocarcinomacLNatureiMedicineaL2021aLglaLfifbfjf 50.5 30

78 xombiningLaccurateLtumorLgenomeLsimulationLwithLcrowdsourcingLtoLbenchmarkLsomaticL
structuralLvariantLdetectioncLGenomeiBiologyaL2018aLfnaLfmm 18.3 29

77  unctionalLconsequenceLofLtheLMzTbTfefeILpolymorphismLinLbreastLcancercLOncotargetaL2015aLkaLgkeibfi3.3 27

76 MultibplatformLdiscoveryLofLhaplotypebresolvedLstructuralLvariationLinLhumanLgenomes 26

75
yistinctLwiologicalLTypesLofLOcularLvdnexalLSebaceousLxarcinomaoLβPVbyrivenLandLVirusbNegativeL
TumorsLvriseLthroughLNonoverlappingLMolecularbαeneticLvlterationscLClinicaliCanceriResearchaL
2019aLgjaLfgmebfgne

12.9 24

74 SimultaneousLrecognitionLofLwordsLandLprosodyLinLtheLwostonLUniversityLRadioLSpeechLxorpuscL
SpeechiCommunicationaL2005aLikaLifmbihn 2.8 23

73 SurvivalLOutcomesLbyLMutationLStatusLinLMetastaticLwreastLxancercLJCOiPrecisioniOncologyaL2018aL
gefmaL 3.6 23

72 βotspotLmutationsLdelineatingLdiverseLmutationalLsignaturesLandLbiologicalLutilitiesLacrossLcancerL
typescLBMCiGenomicsaL2016aLflLSupplLgaLhni 4.5 21

71 βySvoLaLβybridLStructuralLvariantLvssemblyLapproachLusingLnextbgenerationLandLsinglebmoleculeL
sequencingLtechnologiescLGenomeiResearchaL2017aLglaLlnhbmee 9.7 20

70 TargetedLnextLgenerationLsequencingLofLwellbdifferentiatedddedifferentiatedLliposarcomaLrevealsL
novelLgeneLamplificationsLandLmutationscLOncotargetaL2018aLnaLfnmnfbfnmnn 3.3 19

69 InLvivoLscreeningLidentifiesLαvTvygwLasLaLmetastasisLdriverLinLKRvSbdrivenLlungLcancercLNaturei
CommunicationsaL2018aLnaLglhg 17.4 18

68 wreakTransoLuncoveringLtheLgenomicLarchitectureLofLgeneLfusionscLGenomeiBiologyaL2013aLfiaLRml 18.3 18
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67 TargetingLtheL˛–vLintegrindTα b˛†LaxisLimprovesLnaturalLkillerLcellLfunctionLagainstLglioblastomaLstemL
cellscLJournaliofiClinicaliInvestigationaL2021aLfhfaL 15.9 17

66 zlevatedLzndogenousLSyβvLyrivesLPathologicalLMetabolismLinLβighlyLMetastaticLUvealLMelanomaL
2019aLkeaLifmlbifnj 15

65 UseLofLTargetedLNextbαenerationLSequencingLtoLIdentifyLvctivatingLβotLSpotLMutationsLinLxherryL
vngiomascLJAMAiDermatologyaL2019aLfjjaLgffbgfj 5.1 15

64 αenomeVIPoLaLcloudLplatformLforLgenomicLvariantLdiscoveryLandLinterpretationcLGenomeiResearchaL
2017aLglaLfijebfijn 9.7 14

63 UntyingLtheLgordionLknotLofLtargetingLMzTLinLcancercLCanceriTreatmentiReviewsaL2018aLkkaLnjbfeh 14.4 14

62 βybridLoncocyticdchromophobeLrenalLtumorsLareLmolecularlyLdistinctLfromLoncocytomaLandL
chromophobeLrenalLcellLcarcinomacLModerniPathologyaL2019aLhgaLfknmbflel 9.8 14

61 ValidationLofLvmplificationLasLaLPredictiveLwiomarkerLforLvntibzpidermalLαrowthL actorLReceptorL
vntibodyLTherapyLinLMetastaticLxolorectalLxancerccLJCOiPrecisioniOncologyaL2019aLhaLfbfh 3.6 14

60 SxMarkeroLvbLinitioLmarkerLselectionLforLsingleLcellLtranscriptomeLprofilingcLPLoSiComputationali
BiologyaL2019aLfjaLefeeliij 5 13

59 yynamicLclonalLremodellingLinLbreastLcancerLmetastasesLisLassociatedLwithLsubtypeLconversioncL
EuropeaniJournaliofiCanceraL2019aLfgeaLjibki 7.5 13

58 vdaptiveLresponsesLinLaLPvRPLinhibitorLwindowLofLopportunityLtrialLillustrateLlimitedLfunctionalL
interlesionalLheterogeneityLandLpotentialLcombinationLtherapyLoptionscLOncotargetaL2019aLfeaLhjhhbhjik3.3 12

57 vLfeasibilityLstudyLofLreturningLclinicallyLactionableLsomaticLgenomicLalterationsLidentifiedLinLaL
researchLlaboratorycLOncotargetaL2017aLmaLifmekbifmfi 3.3 12

56 vLnovelLimmatureLnaturalLkillerLcellLsubpopulationLpredictsLrelapseLafterLcordLbloodL
transplantationcLBloodiAdvancesaL2019aLhaLifflbifhe 7.8 12

55 xomputationalLapproachesLforLinferringLtumorLevolutionLfromLsinglebcellLgenomicLdatacLCurrenti
OpinioniiniSystemsiBiologyaL2018aLlaLfkbgj 3.2 12

54 αenotypingLtumorLclonesLfromLsinglebcellLdatacLNatureiMethodsaL2016aLfhaLjjjbk 21.6 11

53 vnLautomaticLprosodyLlabelingLsystemLusingLvNNbbasedLsyntacticbprosodicLmodelLandLαMMbbasedL
acousticbprosodicLmodel 11

52 PanbcancerLanalysisLofLwholeLgenomesLrevealsLdriverLrearrangementsLpromotedLbyLLINzbfL
retrotranspositionLinLhumanLtumours 10

51 RetrospectiveLevaluationLofLwholeLexomeLandLgenomeLmutationLcallsLinLlikLcancerLsamplescL
NatureiCommunicationsaL2020aLffaLilim 17.4 10

50 xlinSeKoLaLtargetedLvariantLcharacterizationLframeworkLforLclinicalLsequencingcLGenomeiMedicineaL
2015aLlaLhi 14.4 9

(2015-2021)
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49 xancerLdriverLmutationLpredictionLthroughLwayesianLintegrationLofLmultibomicLdatacLPLoSiONEaL2018
aLfhaLeefnknhn 3.7 8

48 αenomicLanalysisLofLexceptionalLresponderLtoLregorafenibLinLtreatmentbrefractoryLmetastaticLrectalL
canceroLaLcaseLreportLandLreviewLofLtheLliteraturecLOncotargetaL2017aLmaLjlmmgbjlmmm 3.3 8

47 αenerationLofLglucocorticoidbresistantLSvRSbxoVbgLT´ cellsLforLadoptiveLcellLtherapycLCelliReportsaL
2021aLhkaLfenihg 10.6 8

46 VariantsLwithLaLlowLalleleLfrequencyLdetectedLinLgenomicLyNvLaffectLtheLaccuracyLofLmutationL
detectionLinLcellbfreeLyNvLbyLnextbgenerationLsequencingcLCanceraL2018aLfgiaLfekfbfekn 6.4 8

45 βypervirulentLgroupLvLStreptococcusLemergenceLinLanLacaspularLbackgroundLisLassociatedLwithL
markedLremodelingLofLtheLbacterialLcellLsurfacecLPLoSiONEaL2018aLfhaLeegelmnl 3.7 8

44 OxidativeLPhosphorylationLIsLaLMetabolicLVulnerabilityLinLxhemotherapybResistantLTriplebNegativeL
wreastLxancercLCanceriResearchaL2021aLmfaLjjlgbjjmf 10.1 8

43 ProspectiveLxlinicalLSequencingLofLvdultLαliomacLMoleculariCanceriTherapeuticsaL2019aLfmaLnnfbfeee 6.1 7

42 TowardsLaccurateLcharacterizationLofLclonalLheterogeneityLbasedLonLstructuralLvariationcLBMCi
BioinformaticsaL2014aLfjaLgnn 3.6 7

41
xombiningLv MfhaLaLwispecificLxyhedxyfkLvntibodyaLwithLxytokinebvctivatedLwloodLandLxordL
wloodbyerivedLNKLxellsL acilitatesLxvRblikeLResponsesLvgainstLxyheLMalignanciescLClinicaliCanceri
ResearchaL2021aLglaLhliibhljk

12.9 7

40 PloidybSeqoLinferringLmutationalLchronologyLbyLsequencingLpolyploidLtumorLsubpopulationscL
GenomeiMedicineaL2015aLlaLk 14.4 6

39 LatentLperiodicLprocessLinferenceLfromLsinglebcellLRNvbseqLdatacLNatureiCommunicationsaL2020aLffaLfiif17.4 6

38 SinglebcellLRNvbseqLanalysisLrevealsLcompartmentbspecificLheterogeneityLandLplasticityLofL
microgliacLIScienceaL2021aLgiaLfegfmk 6.1 6

37 αMPbxompliantLUniversalLvntigenLPresentingLxellsLUuvPxVLPromoteLtheLMetabolicL itnessLandL
vntitumorLvctivityLofLvrmoredLxordLwloodLxvRbNKLxellscLFrontiersiiniImmunologyaL2021aLfgaLkgkenm 8.4 6

36 wreakPointLSurveyoroLaLpipelineLforLstructuralLvariantLvisualizationcLBioinformaticsaL2017aLhhaLhfgfbhfgg 7.2 5

35 xomparisonLofLdifferentLfunctionalLpredictionLscoresLusingLaLgenebbasedLpermutationLmodelLforL
identifyingLcancerLdriverLgenescLBMCiMedicaliGenomicsaL2019aLfgaLgg 3.7 4

34 IntegratedLtranscriptomicbgenomicLtoolLTexomerLprofilesLcancerLtissuescLNatureiMethodsaL2019aLfkaLiefbiei21.6 4

33 Sixlone itoLwayesianLinferenceLofLpopulationLstructureaLgenotypeaandLphylogenyLofLtumorLclonesL
fromLsinglebcellLgenomeLsequencingLdata 4

32 SinglebcellLmanifoldbpreservingLfeatureLselectionLforLdetectingLrareLcellLpopulationscLNaturei
ComputationaliScienceaL2021aLfaLhlibhmi 4
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31 xomputationalLPredictionLofLαeneticLyriversLinLxancerL2016aLfbfk 4

30 zxpandedLanalysisLofLsecondaryLgermlineLfindingsLfromLmatchedLtumordnormalLsequencingL
identifiesLadditionalLclinicallyLsignificantLmutationscLJCOiPrecisioniOncologyaL2019aLhaL 3.6 4

29 StructuralLVariantLwreakpointLyetectionLwithLnovowreakcLMethodsiiniMoleculariBiologyaL2018aLfmhhaLfgnbfif1.4 3

28 WholeLαenomeLSequencingLinLxancerLxlinicscLEBioMedicineaL2015aLgaLfjbk 8.8 3

27 InhibitionLofLtheL˛–vLintegrinbTα b˛†LaxisLimprovesLnaturalLkillerLcellLfunctionLagainstLglioblastomaL
stemLcells 3

26 MetabolicLReprogrammingLofLαMPLαradeLxordLTissueLyerivedLMesenchymalLStemLxellsLznhancesL
TheirLSuppressiveLPotentialLinLαVβycLFrontiersiiniImmunologyaL2021aLfgaLkhfhjh 8.4 3

25 MzyvLToLsinglebcellLcopyLnumberLlineageLtracingLenablingLgeneLdiscoverycLGenomeiBiologyaL2021aL
ggaLle 18.3 3

24 xlinicalLandLMolecularLxharacterizationLofLMutationsLasLPredictiveLwiomarkersLofLResponseLtoL
ImmuneLxheckpointLInhibitorsLinLvdvancedLxancersccLJCOiPrecisioniOncologyaL2022aLkaLegfeegkl 3.6 2

23 αenomicLalterationsLdrivingLbreastLcancerLUwxVLmetastasesLandLtheirLrelationshipLwithLtheLsubtypeL
switchLinLtheLαzIxvMLxonvertβzRLstudyccLJournaliofiClinicaliOncologyaL2017aLhjaLfeflbfefl 2.2 2

22 StratifiedLTestLvlleviatesLwatchLzffectsLinLSinglebxellLyatacLLectureiNotesiiniComputeriScienceaL2020aLfklbfll0.9 2

21 SenseioLβowLmanyLsamplesLtoLtellLevolutionLinLsinglebcellLstudiest 2

20 vbLinitioLspilloverLcompensationLinLmassLcytometryLdatacLCytometryiPartiA:itheiJournaliofithei
InternationaliSocietyiforiAnalyticaliCytologyaL2021aLnnaLmnnbnen 4.6 2

19 SpatiallyLinteractingLphosphorylationLsitesLandLmutationsLinLcancercLNatureiCommunicationsaL2021aL
fgaLghfh 17.4 2

18 SpatialLdriversLandLprebcancerLpopulationsLcollaborateLwithLtheLmicroenvironmentLinLuntreatedLandL
chemobresistantLpancreaticLcancer 2

17 wiborderLmultimodalLintegrationLofLsinglebcellLdataccLGenomeiBiologyaL2022aLghaLffg 18.3 2

16 vctiveLyisclosureLofLSecondaryLαermlineL indingsLtoLyeceasedLResearchLParticipantsTLPersonalL
RepresentativesoLProcessLandLOutcomescLJCOiPrecisioniOncologyaL2017aLfaL 3.6 1

15 TargetingLPoloblikeLKinaseLiLTriggersLPolyploidyLandLvpoptoticLxellLyeathLinLTPjhbMutantLvcuteL
MyeloidLLeukemiacLBloodaL2021aLfhmaLffklbffkl 2.2 1

14 SenseioLhowLmanyLsamplesLtoLtellLaLchangeLinLcellLtypeLabundancetcLBMCiBioinformaticsaL2022aLghaLg 3.6 1

(2022-2016)
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13 xombiningLaccurateLtumourLgenomeLsimulationLwithLcrowdbsourcingLtoLbenchmarkLsomaticL
structuralLvariantLdetection 1

12 βySvoLvLβybridLStructuralLvariantLvssemblyLapproachLusingLnextLgenerationLandLsinglebmoleculeL
sequencingLtechnologies 1

11 Si itoLvLMethodLforLInferringLTumorLTreesLfromLSinglebxellLSequencingLyataLunderL initebsiteLModels 1

10 αenomicaLTranscriptomicaLandLProteomicLProfilingLofLMetastaticLwreastLxancercLClinicaliCanceri
ResearchaL2021aLglaLhgihbhgjg 12.9 1

9 zxtendedLlivebcellLbarcodingLapproachLforLmultiplexedLmassLcytometrycLScientificiReportsaL2021aLffaLfghmm4.9 1

8 SpatiallyLresolvedLtranscriptomicsLofLhighbgradeLserousLovarianLcarcinomaccLIScienceaL2022aLgjaLfehngh 6.1 1

7 xommentsLonLtheLmodelLparametersLinLNSi itoLinferringLtumorLtreesLfromLsinglebcellLsequencingL
dataLunderLfinitebsitesLmodelsNcLGenomeiBiologyaL2019aLgeaLnj 18.3 0

6
MetachronousLMedulloblastomaLinLaLxhildLWithLSuccessfullyLTreatedLNeuroblastomaoLxaseLReportL
andLNovelL indingsLofLyNvLSequencingcLJournaliofitheiNationaliComprehensiveiCanceriNetwork:i
JNCCNaL2018aLfkaLkmhbknf

7.3 0

5 ResponseLtoLβypomethylatingLvgentsLinLMyelodysplasticLSyndromeLIsLvssociatedLWithLzmergenceL
ofLNovelLTxRLxlonotypescLFrontiersiiniImmunologyaL2021aLfgaLkjnkgj 8.4 0

4 UncouplingLofLgeneLexpressionLfromLcopyLnumberLpresentsLtherapeuticLopportunitiesLinLaneuploidL
cancerscLCelliReportsiMedicineaL2021aLgaLfeehin 18 0

3 StratifiedLTestLvccuratelyLIdentifiesLyifferentiallyLzxpressedLαenesLUnderLwatchLzffectsLinL
SinglebxellLyatacLIEEE/ACMiTransactionsioniComputationaliBiologyiandiBioinformaticsaL2021aLfmaLgelgbgeln3 0

2 yecouplingLLineagebvssociatedLαenesLinLvcuteLMyeloidLLeukemiaLRevealsLInflammatoryLandL
MetabolicLSignaturesLvssociatedLWithLOutcomescLFrontiersiiniOncologyaL2021aLffaLlejkgl 5.3 0

1 WholeLgenomeLsequencingLtoLcharacterizeLluminalbtypeLbreastLcancerccLJournaliofiClinicaliOncologyaL
2012aLheaLjehbjeh 2.2
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