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Identification of novel risk loci, causal insights, and heritable risk for Parkinson's disease: a
meta-analysis of genome-wide association studies. Lancet Neurology, The, 2019, 18, 1091-1102.

Imputation of sequence variants for identification of genetic risks for Parkinson's disease: a
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<i>GBA<[i>a€associated Parkinson's disease: Reduced survival and more rapid progression in a
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Cortical PIB binding in Lewy body disease is associated with Alzheimer-like characteristics. a4 177
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S100B is increased in Parkinsond€™s disease and ablation protects against MPTP-induced toxicity through
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Genetic modifiers of risk and age at onset in GBA associated Parkinsona€™s disease and Lewy body
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A genome-wide association study in multiple system atrophy. Neurology, 2016, 87, 1591-1598.

A pathway-based analysis provides additional support for an immune-related genetic susceptibility to 9.9 199
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Dissecting the role of the mitochondrial chaperone mortalin in Parkinson's disease: functional

impact of disease-related variants on mitochondrial homeostasis. Human Molecular Genetics, 2010, 19,
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Genetic basis of Parkinson's disease: inheritance, penetrance, and expression. The Application of
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NeuroX, a fast and efficient genotyping platform for investigation of neurodegenerative diseases.
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Evaluating the Use of Circulating MicroRNA Profiles for Lung Cancer Detection in Symptomatic
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Deletions at 22q11.2 in idiopathic Parkinson's disease: a combined analysis of genome-wide association 102 -
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Inflammatory profile in LRRK2-associated prodromal and clinical PD. Journal of Neuroinflammation, 79 57
2016, 13, 122. ’
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NIPA1 polyalanine repeat expansions are associated with amyotrophic lateral sclerosis. Human
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Association between CSF alpha-synuclein seeding activity and genetic status in Parkinsona€™s disease and
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Polymorphisms in TGFB1 and PDGFRB are associated with Moyamoya disease in European patients. Acta
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Finding genetically-supported drug targets for Parkinsond€™s disease using Mendelian randomization of
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Intraindividual Neurofilament Dynamics in Serum Mark the Conversion to Sporadic Parkinson's 3.9 29
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Changes in CD163+, CD11b+, and CCR2+ peripheral monocytes relate to Parkinsond€™s disease and
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Cognitive impairment in Glucocerebrosidase (GBA)&€associated PD: Not primarily associated with
cerebrospinal fluid Abeta and Tau profiles. Movement Disorders, 2017, 32, 1780-1783.
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<scp>Ac</scp>lphad€synuclein gene variants may predict neurostimulation outcome. Movement
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Parkinsona€™s disease: evolution of cognitive impairment and CSF Al2<sub>13€“42<[sub> profiles in a
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screening study. Journal of Neurology, 2012, 259, 2232-2233. 3.6 0



