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96 TheNsharedNantibioticNresistomeNofNsoilNbacteriaNandNhumanNpathogensdNSciencebN2012bNiimbNggfmcgg 33.3 980

95 βunctionalNcharacterizationNofNtheNantibioticNresistanceNreservoirNinNtheNhumanNmicrofloradNSciencebN
2009bNihkbNgghncggig 33.3 620

94 xacteriaNsubsistingNonNantibioticsdNSciencebN2008bNihfbNgffci 33.3 398

93 °volutionaryNdynamicsNofNbacteriaNinNaNhumanNhostNenvironmentdNProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabN2011bNgfnbNmjngcl 11.5 260

92 UseNofNcollateralNsensitivityNnetworksNtoNdesignNdrugNcyclingNprotocolsNthatNavoidNresistanceN
developmentdNSciencefTranslationalfMedicinebN2013bNkbNhfjragih 17.5 253

91 NetSurfPchdfpNImprovedNpredictionNofNproteinNstructuralNfeaturesNbyNintegratedNdeepNlearningdN
Proteins:fStructureufFunctionfandfBioinformaticsbN2019bNnmbNkhfckhm 4.2 214

90 SystematicNinvestigationNofNproteinNphaseNbehaviorNwithNaNmicrofluidicNformulatordNProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabN2004bNgfgbNgjjigcl 11.5 148

89 zisseminationNofNantibioticNresistanceNgenesNfromNantibioticNproducersNtoNpathogensdNNaturef
CommunicationsbN2017bNnbNgkmnj 17.4 147

88 PredictionNofNantibioticNresistancepNtimeNforNaNnewNpreclinicalNparadigmudNNaturefReviewsf
MicrobiologybN2017bNgkbNlnoclol 22.2 145

87 LimitedNdisseminationNofNtheNwastewaterNtreatmentNplantNcoreNresistomedNNaturefCommunicationsbN
2015bNlbNnjkh 17.4 137

86 SurvivalNandN°volutionNofNaNLargeNMultidrugNResistanceNPlasmidNinNNewNylinicalNxacterialNHostsdN
MolecularfBiologyfandfEvolutionbN2016bNiibNhnlfchnmi 8.3 130

85 TheNhumanNmicrobiomeNharborsNaNdiverseNreservoirNofNantibioticNresistanceNgenesdNVirulencebN2010bN
gbNhoocifi 4.7 128

84 wntibioticsNandNtheNresistantNmicrobiomedNCurrentfOpinionfinfMicrobiologybN2011bNgjbNkklcli 7.9 115

83 PredictionNofNresistanceNdevelopmentNagainstNdrugNcombinationsNbyNcollateralNresponsesNtoN
componentNdrugsdNSciencefTranslationalfMedicinebN2014bNlbNhlhragkl 17.5 110

82 ImprovingNbiotechNeducationNthroughNgamifiedNlaboratoryNsimulationsdNNaturefBiotechnologybN2014bN
ihbNlojcm 44.5 108

81 °volutionNofN°scherichiaNcoliNtoNjhN´°yNandNsubsequentNgeneticNengineeringNrevealsNadaptiveN
mechanismsNandNnovelNmutationsdNMolecularfBiologyfandfEvolutionbN2014bNigbNhljmclh 8.3 105

80 OralNsupplementationNofNhealthyNadultsNwithNhVcOcfucosyllactoseNandNlactocNcneotetraoseNisNwellN
toleratedNandNshiftsNtheNintestinalNmicrobiotadNBritishfJournalfoffNutritionbN2016bNgglbNgiklcgiln 3.6 97
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79 yultivationcbasedNmultiplexNphenotypingNofNhumanNgutNmicrobiotaNallowsNtargetedNrecoveryNofN
previouslyNunculturedNbacteriadNNaturefCommunicationsbN2014bNkbNjmgj 17.4 91

78 PredictableNtuningNofNproteinNexpressionNinNbacteriadNNaturefMethodsbN2016bNgibNhiicl 21.6 86

77 ziverseNgeneticNerrorNmodesNconstrainNlargecscaleNbiocbasedNproductiondNNaturefCommunicationsbN
2018bNobNmnm 17.4 82

76 yontextNmattersNcNtheNcomplexNinterplayNbetweenNresistomeNgenotypesNandNresistanceNphenotypesdN
CurrentfOpinionfinfMicrobiologybN2012bNgkbNkmmcnh 7.9 78

75 zrugczrivenNPhenotypicNyonvergenceNSupportsNRationalNTreatmentNStrategiesNofNyhronicN
InfectionsdNCellbN2018bNgmhbNghgcgijdegj 56.2 75

74 SyntheticNaddictionNextendsNtheNproductiveNlifeNtimeNofNengineeredNpopulationsdNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabN2018bNggkbNhijmchikh 11.5 73

73 zevelopmentNofNaNxacterialNxiosensorNforNRapidNScreeningNofNYeastNpcyoumaricNwcidNProductiondN
ACSfSyntheticfBiologybN2017bNlbNgnlfcgnlo 5.7 72

72 OvercomingNgeneticNheterogeneityNinNindustrialNfermentationsdNNaturefBiotechnologybN2019bNimbNnlocnml44.5 69

71 yollateralNResistanceNandNSensitivityNModulateN°volutionNofNHighcLevelNResistanceNtoNzrugN
yombinationNTreatmentNinNStaphylococcusNaureusdNMolecularfBiologyfandfEvolutionbN2015bNihbNggmkcnk 8.3 66

70 SpatialNandNtemporalNdynamicsNofNSwRScyoVchNinNyOVIzcgoNpatientspNwNsystematicNreviewNandN
metacanalysisdNEBioMedicinebN2020bNknbNgfhogl 8.8 59

69 wNfunctionalNmetagenomicNapproachNforNexpandingNtheNsyntheticNbiologyNtoolboxNforNbiomassN
conversiondNMolecularfSystemsfBiologybN2010bNlbNilf 12.2 54

68 βunctionalNminingNofNtransportersNusingNsyntheticNselectionsdNNaturefChemicalfBiologybN2016bNghbNgfgkcgfhh11.7 52

67 RapidNresistomeNmappingNusingNnanoporeNsequencingdNNucleicfAcidsfResearchbN2017bNjkbNelg 20.1 49

66 zirectNmutagenesisNofNthousandsNofNgenomicNtargetsNusingNmicroarraycderivedNoligonucleotidesdN
ACSfSyntheticfBiologybN2015bNjbNgmchh 5.7 46

65 SharedNstrategiesNforN˛†clactamNcatabolismNinNtheNsoilNmicrobiomedNNaturefChemicalfBiologybN2018bN
gjbNkklcklj 11.7 44

64 xiochemicalNmechanismsNdetermineNtheNfunctionalNcompatibilityNofNheterologousNgenesdNNaturef
CommunicationsbN2018bNobNkhh 17.4 43

63 RelationNbetweenNtetRNandNtetwNexpressionNinNtetracyclineNresistantN°scherichiaNcolidNBMCf
MicrobiologybN2016bNglbNio 4.5 42

62 MOz°STpNaNwebcbasedNdesignNtoolNforNoligonucleotidecmediatedNgenomeNengineeringNandN
recombineeringdNNucleicfAcidsfResearchbN2014bNjhbNWjfncgk 20.1 42
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61 ziscoveryNandNyharacterizationNofNyasoNInhibitorsNzisseminatedNacrossNSevenNxacterialNPhyladNCellf
HostfandfMicrobebN2019bNhkbNhiichjgdek 23.4 41

60 wdaptiveNLaboratoryN°volutionNofNwntibioticNResistanceNUsingNzifferentNSelectionNRegimesNLeadNtoN
SimilarNPhenotypesNandNGenotypesdNFrontiersfinfMicrobiologybN2017bNnbNngl 5.7 41

59 TransferNandNPersistenceNofNaNMulticzrugNResistanceNPlasmidNofNtheNInfantNGutNMicrobiotaNinNtheN
wbsenceNofNwntibioticNTreatmentdNFrontiersfinfMicrobiologybN2017bNnbNgnkh 5.7 39

58 TranscriptionalNinteractionsNsuggestNnicheNsegregationNamongNmicroorganismsNinNtheNhumanNgutdN
NaturefMicrobiologybN2016bNgbNglgkh 26.6 38

57 wdvancingNgutNmicrobiomeNresearchNusingNcultivationdNCurrentfOpinionfinfMicrobiologybN2015bNhmbNghmcih 7.9 36

56 βunctionalNmetagenomicNinvestigationsNofNtheNhumanNintestinalNmicrobiotadNFrontiersfinf
MicrobiologybN2011bNhbNgnn 5.7 34

55 MiningbNanalyzingbNandNintegratingNviralNsignalsNfromNmetagenomicNdatadNMicrobiomebN2019bNmbNjh 16.6 33

54 TheN°nvironmentalN°xposuresNandNInnercNandNIntercityNTrafficNβlowsNofNtheNMetroNSystemNMayN
yontributeNtoNtheNSkinNMicrobiomeNandNResistomedNCellfReportsbN2018bNhjbNggofcghfhdek 10.6 32

53 wntibioticNTreatmentNzrivesNtheNziversificationNofNtheNHumanNGutNResistomedNGenomicsufProteomicsf
andfBioinformaticsbN2019bNgmbNiockg 6.5 31

52 °xperimentalNapproachesNforNdefiningNfunctionalNrolesNofNmicrobesNinNtheNhumanNgutdNAnnualfReviewf
offMicrobiologybN2013bNlmbNjkocmk 17.5 31

51 TransientNoverexpressionNofNzNwNadenineNmethylaseNenablesNefficientNandNmobileNgenomeN
engineeringNwithNreducedNoffctargetNeffectsdNNucleicfAcidsfResearchbN2016bNjjbNeil 20.1 30

50 GenomeNzynamicsNofNduringNwntibioticNTreatmentpNTransferbNLossbNandNPersistenceNofNGeneticN
°lementsNofNtheNInfantNGutdNFrontiersfinfCellularfandfInfectionfMicrobiologybN2017bNmbNghl 5.9 30

49 SoftwarecsupportedNUS°RNcloningNstrategiesNforNsitecdirectedNmutagenesisNandNzNwNassemblydNACSf
SyntheticfBiologybN2015bNjbNijhco 5.7 29

48 TheNevolvingNinterfaceNbetweenNsyntheticNbiologyNandNfunctionalNmetagenomicsdNNaturefChemicalf
BiologybN2018bNgjbNmkhcmko 11.7 29

47 yollateralNsensitivityNconstrainsNresistanceNevolutionNofNtheNyTXcMcgkN˛†clactamasedNNaturef
CommunicationsbN2019bNgfbNlgn 17.4 28

46 MetabolicNandNgutNmicrobiomeNchangesNfollowingNGLPcgNorNdualNGLPcgeGLPchNreceptorNagonistN
treatmentNinNdietcinducedNobeseNmicedNScientificfReportsbN2019bNobNgkknh 4.9 27

45 wNsyntheticNmediumNtoNsimulateNsugarcaneNmolassesdNBiotechnologyfforfBiofuelsbN2018bNggbNhhg 7.8 25

44 βorecastingNtheNdisseminationNofNantibioticNresistanceNgenesNacrossNbacterialNgenomesdNNaturef
CommunicationsbN2021bNghbNhjik 17.4 22
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43 yTXcMcgN˛†clactamaseNexpressionNinN°scherichiaNcoliNisNdependentNonNcefotaximeNconcentrationbN
growthNphaseNandNgeneNlocationdNJournalfoffAntimicrobialfChemotherapybN2015bNmfbNlhcmf 5.1 19

42 wssessingNglycolyticNfluxNalterationsNresultingNfromNgeneticNperturbationsNinN°dNcoliNusingNaN
biosensordNMetabolicfEngineeringbN2017bNjhbNgojchfh 9.7 19

41 wNsustainableNrouteNtoNproduceNtheNscytoneminNprecursorNusingN°scherichiaNcolidNGreenfChemistrybN
2014bNglbNihkkcihlk 10 17

40
wNrandomizedbNdoublecblindbNplaceboccontrolledNphaseNgNtrialNofNinhaledNandNintranasalNniclosamidepN
wNbroadNspectrumNantiviralNcandidateNforNtreatmentNofNyOVIzcgodNLancetfRegionalfHealthfvfEuropeuf
ThebN2021bNjbNgfffnj

17

39 HumanNintestinalNcellsNmodulateNconjugationalNtransferNofNmultidrugNresistanceNplasmidsNbetweenN
clinicalN°scherichiaNcoliNisolatesdNPLoSfONEbN2014bNobNegffmio 3.7 16

38 GeneticcMetabolicNyouplingNforNTargetedNMetabolicN°ngineeringdNCellfReportsbN2017bNhfbNgfhocgfim 10.6 15

37 MicrobiologypNxarriersNtoNtheNspreadNofNresistancedNNaturebN2014bNkfobNklmcn 50.4 13

36 zirectedN°volutionNofNMembraneNTransportNUsingNSyntheticNSelectionsdNACSfSyntheticfBiologybN2018bN
mbNmnocmoi 5.7 12

35 yrystallizingNproteinsNonNtheNbasisNofNtheirNprecipitationNdiagramNdeterminedNusingNaNmicrofluidicN
formulatordNJournalfoffSynchrotronfRadiationbN2005bNghbNmmocnk 2.4 12

34 yomplexNyeastcbacteriaNinteractionsNaffectNtheNyieldNofNindustrialNethanolNfermentationdNNaturef
CommunicationsbN2021bNghbNgjon 17.4 12

33 °nhancedNMetaboliteNProductivityNofNwdaptedNtoNGlucoseNMoNMinimalNMediumdNFrontiersfinf
BioengineeringfandfBiotechnologybN2018bNlbNgll 5.8 11

32 RegulatoryNcontrolNcircuitsNforNstabilizingNlongctermNanabolicNproductNformationNinNyeastdNMetabolicf
EngineeringbN2020bNlgbNilocinf 9.7 10

31 SimulatingNSerialcTargetNwntibacterialNzrugNSynergiesNUsingNβluxNxalanceNwnalysisdNPLoSfONEbN2016bN
ggbNefgjmlkg 3.7 10

30 zominantNresistanceNandNnegativeNepistasisNcanNlimitNtheNcocselectionNofNdeNnovoNresistanceN
mutationsNandNantibioticNresistanceNgenesdNNaturefCommunicationsbN2020bNggbNggoo 17.4 9

29 WiringNcellNgrowthNtoNproductNformationdNCurrentfOpinionfinfBiotechnologybN2019bNkobNnkcoh 11.4 8

28 zistinctNcompositionNandNmetabolicNfunctionsNofNhumanNgutNmicrobiotaNareNassociatedNwithN
cachexiaNinNlungNcancerNpatientsdNISMEfJournalbN2021bNgkbNihfmcihhf 11.9 8

27 MolecularNxuffersNPermitNSensitivityNTuningNandNInversionNofNRiboswitchNSignalsdNACSfSyntheticf
BiologybN2016bNkbNlihcn 5.7 8

26 MetabolicNmodelingNpredictsNspecificNgutNbacteriaNasNkeyNdeterminantsNforNyandidaNalbicansN
colonizationNlevelsdNISMEfJournalbN2021bNgkbNghkmcghmf 11.9 8
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25 deβUM°pNzynamicNexplorationNofNfunctionalNmetagenomicNsequencingNdatadNBMCfResearchfNotesbN
2015bNnbNihn 2.3 7

24 yhromosomalNbarcodingNasNaNtoolNforNmultiplexedNphenotypicNcharacterizationNofNlaboratoryN
evolvedNlineagesdNScientificfReportsbN2018bNnbNlolg 4.9 7

23 yompatibilityNofN°volutionaryNResponsesNtoNyonstituentNwntibioticsNzriveNResistanceN°volutionNtoN
zrugNPairsdNMolecularfBiologyfandfEvolutionbN2021bNinbNhfkmchflo 8.3 7

22 RecombinationcstableNmultimericNgreenNfluorescentNproteinNforNcharacterizationNofNweakNpromoterN
outputsNinNSaccharomycesNcerevisiaedNFEMSfYeastfResearchbN2015bNgkbN 3.1 6

21 ImprovedNbiotinbNthiaminebNandNlipoicNacidNbiosynthesisNbyNengineeringNtheNglobalNregulatorNIscRdN
MetabolicfEngineeringbN2020bNlfbNomcgfo 9.7 6

20
NiclosamideNshowsNstrongNantiviralNactivityNinNaNhumanNairwayNmodelNofNSwRScyoVchNinfectionNandNaN
conservedNpotencyNagainstNtheNwlphaNWxdgdgdmXbNxetaNWxdgdikgXNandNzeltaNvariantNWxdgdlgmdhXdNPLoSf
ONEbN2021bNglbNefhlfokn

3.7 6

19
wdaptiveNresponsesNtoNcefotaximeNtreatmentNinN°SxLcproducingN°scherichiaNcoliNandNtheNpossibleN
useNofNsignificantlyNregulatedNpathwaysNasNnovelNsecondaryNtargetsdNJournalfoffAntimicrobialf
ChemotherapybN2016bNmgbNhjjocko

5.1 5

18 ImmersiveNvirtualNrealityNasNaNcompetitiveNtrainingNstrategyNforNtheNbiopharmaNindustrydNNaturef
BiotechnologybN2021bNiobNgglcggo 44.5 5

17 TheNresistomeNofNcommonNhumanNpathogens 4

16 ShortNandNlongcreadNultracdeepNsequencingNprofilesNemergingNheterogeneityNacrossNfiveNplatformN
°scherichiaNcoliNstrainsdNMetabolicfEngineeringbN2021bNlkbNgomchfl 9.7 4

15 °xpansionNandNpersistenceNofNantibioticcspecificNresistanceNgenesNfollowingNantibioticNtreatmentdN
GutfMicrobesbN2021bNgibNgcgo 8.8 4

14 RapidNdiagnosisNofNlungNinfectionsdNNaturefBiotechnologybN2019bNimbNmhkcmhl 44.5 3

13 zraftNGenomeNSequencesNofNThreeN˛†cLactamcyatabolizingNSoildNGenomefAnnouncementsbN2017bNkbN 3

12 °cologicalNandNylinicalNyonsequencesNofNwntibioticNSubsistenceNbyN°nvironmentalNMicrobesN2011bNhocjg 3

11 RIxOSWITyH°SdNWMetacXgenomeNminingNforNnewNribocregulatorsdNSciencebN2016bNikhbNgjjck 33.3 3

10 yharacterizationNofNlocalNgutNmicrobiomeNandNintestinalNtranscriptomeNresponsesNtoNrosiglitazoneN
treatmentNinNdiabeticNdbedbNmicedNBiomedicinefandfPharmacotherapybN2021bNgiibNggfoll 7.5 3

9 xacterialNresistanceNtoNyRISPRcyasNantimicrobialsdNScientificfReportsbN2021bNggbNgmhlm 4.9 3

8 GlobalNresponsesNtoNoxytetracyclineNtreatmentNinNtetracyclinecresistantN°scherichiaNcolidNScientificf
ReportsbN2020bNgfbNnjin 4.9 2
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7 TheNnovelNanticyRISPRNwcrIIwhhNrelievesNzNwNtorsionNinNtargetNplasmidsNandNimpairsNSpyyasoN
activitydNPLoSfBiologybN2021bNgobNeiffgjhn 9.7 2

6
TopicalNniclosamideNWwTxhfgXNreducesNStaphylococcusNaureusNcolonizationNandNincreasesNShannonN
diversityNofNtheNskinNmicrobiomeNinNatopicNdermatitisNpatientsNinNaNrandomizedbNdoublecblindbN
placeboccontrolledNPhaseNhNtrialddNClinicalfandfTranslationalfMedicinebN2022bNghbNemof

5.7 2

5 RapidNresistomeNmappingNusingNnanoporeNsequencing 1

4 wntibioticNTreatmentNzrivesNtheNziversificationNofNtheNHumanNGutNResistome 1

3 StrainNdynamicsNofNspecificNcontaminantNbacteriaNmodulateNtheNperformanceNofNethanolNbiorefineries 1

2 yomparisonNofNnoncinvasiveNStaphylococcusNaureusNsamplingNmethodsNonNlesionalNskinNinNpatientsN
withNatopicNdermatitisdNEuropeanfJournalfoffClinicalfMicrobiologyfandfInfectiousfDiseasesbN2021bNjgbNhjk 5.3 0

1 °xploringNSelectiveNPressureNTradecOffsNforNSyntheticNwddictionNtoN°xtendNMetaboliteNProductiveN
LifetimesNinNYeastdNACSfSyntheticfBiologybN2021bNgfbNhnjhchnjo 5.7 0
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