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progenitor cell function. Nature Communications, 2021, 12, 43. 58 45
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774, 145421.
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A two-pronged anti-leukemic agent based on a hyaluronic acidd€“green tea catechin conjugate for
inducing targeted cell death and terminal differentiation. Biomaterials Science, 2020, 8, 497-505.

Overexpression of RUNX3 Represses RUNX1 to Drive Transformation of Myelodysplastic Syndrome. 0.4 13
Cancer Research, 2020, 80, 2523-2536. .

Hematopoietic stem cells acquire survival advantage by loss of RUNX1 methylation identified in
familial leukemia. Blood, 2020, 136, 1919-1932.

Lysine acetyltransferase Tip60 is required for hematopoietic stem cell maintenance. Blood, 2020, 136, 0.6 33
1735-1747. ’

EVI1 triggers metabolic reprogramming associated with leukemogenesis and increases sensitivity to

L-asparaginase. Haematologica, 2020, 105, 2118-2129.

The RUNX1 Enhancer Element eR1: A Versatile Marker for Adult Stem Cells. Molecules and Cells, 2020,
43,121-125. Lo 1
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Rapl regulates hematopoietic stem cell survival and affects oncogenesis and response to
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Stem cell exhaustion and leukemogenesis. Journal of Cellular Biochemistry, 2009, 107, 393-399.

Retroviral integration sites (RIS) mark cis-regulatory elements. Critical Reviews in
Oncology/Hematology, 2009, 71, 1-11.

Expression profiling of a hemopoietic cell survival transcriptome implicates osteopontin as a

functional prognostic factor in AML. Blood, 2009, 114, 4859-4870.
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