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RNA Polymerase-Promoter Interactions: the Comings and Goings of RNA Polymerase. Journal of 10 268
Bacteriology, 1998, 180, 3019-3025. :
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DNA Binding Mode Transitions of Escherichia coli HUI+{2: Evidence for Formation of a Bent DNA 4€” Protein
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Single-Exponential Regime: Application to Kinetics of OFen Complex Formation between Elf70 RNA
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Biophysical Journal, 2016, 111, 1854-1865. ’
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