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Binding and Its Structural Consequences at the Transcription Start Site. Biochemistry, 1995, 34,
15624-15632.

1.2 106

27 A semiempirical extension of polyelectrolyte theory to the treatment of oligoelectrolytes:
Application to oligonucleotide helix-coil transitions. Biopolymers, 1978, 17, 159-166. 1.2 103

28 Interactions of the Osmolyte Glycine Betaine with Molecular Surfaces in Water: Thermodynamics,
Structural Interpretation, and Prediction of <i>m</i>-Values. Biochemistry, 2009, 48, 10372-10379. 1.2 103

29 Chemical Interactions of Polyethylene Glycols (PEGs) and Glycerol with Protein Functional Groups:
Applications to Effects of PEG and Glycerol on Protein Processes. Biochemistry, 2015, 54, 3528-3542. 1.2 93

30
Thermodynamic Characterization of Interactions of Native Bovine Serum Albumin with Highly
Excluded (Glycine Betaine) and Moderately Accumulated (Urea) Solutes by a Novel Application of
Vapor Pressure Osmometryâ€ . Biochemistry, 1996, 35, 10506-10516.

1.2 89

31 Regulation of the kinetics of the interaction of Escherichia coli RNA polymerase with the .lambda.PR
promoter by salt concentration. Biochemistry, 1985, 24, 4721-4726. 1.2 88

32 Importance of oligoelectrolyte end effects for the thermodynamics of conformational transitions of
nucleic acid oligomers: A grand canonical Monte Carlo analysis. Biopolymers, 1991, 31, 1593-1604. 1.2 87

33
Real-time footprinting of DNA in the first kinetically significant intermediate in open complex
formation by Escherichia coli RNA polymerase. Proceedings of the National Academy of Sciences of the
United States of America, 2007, 104, 7833-7838.

3.3 85

34 Application of the Local-Bulk Partitioning and Competitive Binding Models to Interpret Preferential
Interactions of Glycine Betaine and Urea with Protein Surfaceâ€ . Biochemistry, 2004, 43, 9276-9288. 1.2 79

35 Thermal and Urea-Induced Unfolding of the Marginally Stable Lac Repressor DNA-Binding Domain:Â  A
Model System for Analysis of Solute Effects on Protein Processesâ€ . Biochemistry, 2003, 42, 2202-2217. 1.2 73

36
Mechanism of transcription initiation and promoter escape by <i>E</i> . <i>coli</i> RNA polymerase.
Proceedings of the National Academy of Sciences of the United States of America, 2017, 114,
E3032-E3040.

3.3 72



4

M Thomas Record

# Article IF Citations

37 Protein surface salt bridges and paths for DNA wrapping. Current Opinion in Structural Biology,
2002, 12, 311-319. 2.6 70

38
The Importance of Coulombic End Effects: Experimental Characterization of the Effects of
Oligonucleotide Flanking Charges on the Strength and Salt Dependence of Oligocation (L8+) Binding
to Single-Stranded DNA Oligomers. Biophysical Journal, 1999, 76, 1008-1017.

0.2 62

39
Quantifying Additive Interactions of the Osmolyte Proline with Individual Functional Groups of
Proteins: Comparisons with Urea and Glycine Betaine, Interpretation of <i>m</i>-Values. Biochemistry,
2013, 52, 5997-6010.

1.2 59

40 The effects of upstream DNA on open complex formation by Escherichia coli RNA polymerase.
Proceedings of the National Academy of Sciences of the United States of America, 2005, 102, 285-290. 3.3 56

41

Solute Probes of Conformational Changes in Open Complex (RPo) Formation by Escherichia coli RNA
Polymerase at the Î»PR Promoter:â€‰ Evidence for Unmasking of the Active Site in the Isomerization Step
and for Large-Scale Coupled Folding in the Subsequent Conversion to RPo. Biochemistry, 2006, 45,
2161-2177.

1.2 52

42
Formation of a Wrapped DNAâ€“Protein Interface: Experimental Characterization and Analysis of the
Large Contributions of Ions and Water to the Thermodynamics of Binding IHF to Hâ€² DNA. Journal of
Molecular Biology, 2008, 377, 9-27.

2.0 52

43
One-step DNA melting in the RNA polymerase cleft opens the initiation bubble to form an unstable open
complex. Proceedings of the National Academy of Sciences of the United States of America, 2010, 107,
10418-10423.

3.3 50

44 Quantifying Functional Group Interactions That Determine Urea Effects on Nucleic Acid Helix
Formation. Journal of the American Chemical Society, 2013, 135, 5828-5838. 6.6 49

45 Use of Urea and Glycine Betaine To Quantify Coupled Folding and Probe the Burial of DNA Phosphates
in Lac Repressorâˆ’Lac Operator Binding. Biochemistry, 2005, 44, 16896-16911. 1.2 48

46
Probing DNA Binding, DNA Opening, and Assembly of a Downstream Clamp/Jaw in <i>Escherichia
coli</i> RNA Polymeraseâˆ’Î»P<sub>R</sub> Promoter Complexes Using Salt and the Physiological Anion
Glutamate. Biochemistry, 2010, 49, 4361-4373.

1.2 45

47 E. coli RNA Polymerase Determinants of Open Complex Lifetime and Structure. Journal of Molecular
Biology, 2015, 427, 2435-2450. 2.0 45

48 Separating chemical and excluded volume interactions of polyethylene glycols with native proteins:
Comparison with PEG effects on DNA helix formation. Biopolymers, 2015, 103, 517-527. 1.2 44

49
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