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i Paper IF Citations

267 ⁶mprovementsLofLimmuneLgenesLandLintestinalLmicrobiotaLcompositionLofLturbotLTScophthalmusL
maximusULwithLdietaryLoreganoLoilLandLprobioticsZLAquacultureXL2022XLgfiXLieiffd 4.4 3

266 TheLvisseminationLofLNvMYcLinLscinetobacterLbaumanniiLStrainsZZLCurrenthMicrobiologyXL2022XLikXLcci 2.4

265 gcuovlLLinkedLopenLdataLforLglobalLcoronavirusLstudiesL2022XLcXLkdYkg 1

264 smpliconYbasedLsequencingLandLcoYoccurenceLnetworkLanalysisLrevealsLnotableLdifferencesLofL
microbialLcommunityLstructureLinLhealthyLandLdandruffLscalpsZZLBMChGenomicsXL2022XLdeXLecd 4.5 0

263 yenomicLuharacterizationLofLaLUropathogenicLSTfbgL⁶solateLzarboringLYwncodingL⁶ncx⁶sYx⁶tL
PlasmidXLYwncodingL⁶nc⁶cLPlasmidXLandLPhageYLikeLPlasmidZZLFrontiershinhMicrobiologyXL2022XLceXLjfgbfg 5.7

262 sLfineYscaleLmapLofLgenomeYwideLrecombinationLinLdivergentLwscherichiaLcoliLpopulationZLBriefingsh
inhBioinformaticsXL2021XLddXL 13.4 2

261 ⁶mprovedLkeYccLyenomeLandLTimeYuourseLTranscriptomeLwxpandLResourcesLforLRiceLyenomicsZZL
FrontiershinhPlanthScienceXL2021XLcdXLihkibb 6.2 0

260 ⁶dentifyingLTwoLNovelLulustersLinLualciumLOxalateLStonesLWithLUrinaryLTractL⁶nfectionLUsingLchSL
rvNsLSequencingZLFrontiershinhCellularhandhInfectionhMicrobiologyXL2021XLccXLideijc 5.9 0

259 MonitoringLmicrobialLcommunitiesLinLintensiveLcareLunitsLoverLoneLyearLinLuhinaZZLSciencehofhtheh
TotalhEnvironmentXL2021XLjccXLcgdege 10.2 0

258 SelectionLforLuheaperLsminoLscidsLvrivesLNucleotideLUsageLatLtheLStartLofLTranslationLinL
wukaryoticLyenesZLGenomicsvhProteomicshandhBioinformaticsXL2021XL 6.5 1

257 uompleteLsequencesLofLtwoLnewLKPuYharbouringLplasmidsLinLKlebsiellaLpneumoniaeLSTccLstrainsLinL
uhinaZLJournalhofhGlobalhAntimicrobialhResistanceXL2021XLdfXLccfYcdb 3.4 3

256 yeneticLtracingLofLzuoVYckLforLtheLreYemergingLoutbreakLofLuOV⁶vYckLinLteijingXLuhinaZLProteinhandh
CellXL2021XLcdXLfYh 7.2 8

255 sLMethodLforLwstimatingLdfYzourLUrinaryLSodiumLwxcretionLbyLuasualLUrineLSpecimenLinLuhineseL
zypertensiveLPatientsZLAmericanhJournalhofhHypertensionXL2021XLefXLicjYidj 2.3 2

254 sssociationLofLyeneLPolymorphismsLandLsmlodipineY⁶nducedLPeripheralLwdemaLinLuhineseLzanL
PatientsLwithLwssentialLzypertensionZLPharmacogenomicshandhPersonalizedhMedicineXL2021XLcfXLcjkYcki 2.1 2

253 yenomeLofLtheLyiantLPandaLRoundwormL⁶lluminatesL⁶tsLzostLShiftLandLParasiticLsdaptationZL
GenomicsvhProteomicshandhBioinformaticsXL2021XL 6.5 2

252 wvolutionaryLanalysisLandLlineageLdesignationLofLSsRSYuoVYdLgenomesZLSciencehBulletinXL2021XLhhXLddkiYdecc10.6 12

251 VarwPSlLanLevaluationLandLprewarningLsystemLofLknownLandLvirtualLvariationsLofLSsRSYuoVYdL
genomesZLNucleichAcidshResearchXL2021XL 20.1 2
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250
yeneticLfactorsLrelatedLtoLtheLwidespreadLdisseminationLofLSTccLextensivelyLdrugYresistantL
carbapenemaseYproducingLKlebsiellaLpneumoniaeLstrainsLwithinLhospitalZLChinesehMedicalhJournalXL
2020XLceeXLdgieYdgjg

2.9 1

249
StructuralLandLxunctionalLsnnotationLofLTransposableLwlementsLRevealedLaLPotentialLRegulationLofL
yenesL⁶nvolvedLinLRubberLtiosynthesisLbyLTwYverivedLsiRNsL⁶nterferenceLinZLInternationalhJournalhofh
MolecularhSciencesXL2020XLdcXL

6.3 3

248 yenomeLsssemblyLandLPathwayLsnalysisLofLwdibleLMushroomLsgrocybeLcylindraceaZLGenomicsvh
ProteomicshandhBioinformaticsXL2020XLcjXLefcYegc 6.5 5

247 TheLgenomeLevolutionLandLdomesticationLofLtropicalLfruitLmangoZLGenomehBiologyXL2020XLdcXLhb 18.3 39

246 yeneLfamilyLexpansionLofLpinewoodLnematodeLtoLdetoxifyLitsLhostLdefenceLchemicalsZLMolecularh
EcologyXL2020XLdkXLkfbYkgg 5.7 8

245 SemiYrationalLmutagenesisLofLanLindustrialLStreptomycesLfungicidicusLstrainLforLimprovedL
enduracidinLproductivityZLAppliedhMicrobiologyhandhBiotechnologyXL2020XLcbfXLefgkYefic 5.7 3

244 gYzydroxymethylcytosineLsignaturesLinLcirculatingLcellYfreeLvNsLasLdiagnosticLandLpredictiveL
biomarkersLforLcoronaryLarteryLdiseaseZLClinicalhEpigeneticsXL2020XLcdXLci 7.7 7

243 sLReferenceLyenomeLofLProvidesLNewLResourcesLforLRevealingL⁶tsLvisplacementLbyLPinewoodL
NematodeZLGenesXL2020XLccXL 4.2 4

242 PostYtranscriptionalLregulationLofLseveralLbiologicalLprocessesLinvolvedLinLlatexLproductionLinZLPeerJ
XL2020XLjXLejked 3.1 4

241 ⁶ufRYdZblLRiceLyenomeLReannotationLUsingLMassiveLRNsYseqLvataZLGenomicsvhProteomicshandh
BioinformaticsXL2020XLcjXLchcYcid 6.5 9

240 ⁶dentificationLofLaLmutationLinLaLlargeLuhineseLfamilyLwithLatypicalLnormokalemicLperiodicLparalysisL
usingLwholeYexomeLsequencingZLJournalhofhInternationalhMedicalhResearchXL2020XLfjXLebbbhbgdbkgehfe 1.4

239 sbundantLTaxaLandLxavorableLPathwaysLinLtheLMicrobiomeLofLSodaYSalineLLakesLinL⁶nnerLMongoliaZL
FrontiershinhMicrobiologyXL2020XLccXLcifb 5.7 7

238 yenomicLandLtranscriptomeLidentificationLofLfluconazoleYresistantLgenesLforLTrichosporonLasahiiZL
MedicalhMycologyXL2020XLgjXLekeYfbb 3.9 3

237 yenomeLstructureLandLevolutionLofLsntirrhinumLmajusLLZLNaturehPlantsXL2019XLgXLcifYcje 11.5 39

236 wvolviewLvelLaLwebserverLforLvisualizationXLannotationXLandLmanagementLofLphylogeneticLtreesZL
NucleichAcidshResearchXL2019XLfiXLWdibYWdig 20.1 188

235 xineYTuningLofLMiRgdjLsccumulationLModulatesLxloweringLTimeLinLRiceZLMolecularhPlantXL2019XLcdXLccbeYccce14.4 30

234 TranscriptomicLprofilingLrevealsLMwPLpathwayLcontributingLtoLginsenosideLbiosynthesisLinLPanaxL
ginsengZLBMChGenomicsXL2019XLdbXLeje 4.5 20

233 yenomeYwideLanalysisLinLzeveaLbrasiliensisLlaticifersLrevealedLspeciesYspecificLpostYtranscriptionalL
regulationsLofLseveralLredoxYrelatedLgenesZLScientifichReportsXL2019XLkXLgibc 4.9 12

(2019-2020)
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232 wnhancementLofLoxidativeLstressLcontributesLtoLincreasedLpathogenicityLofLtheLinvasiveLpineLwoodL
nematodeZLPhilosophicalhTransactionshofhthehRoyalhSocietyhB:hBiologicalhSciencesXL2019XLeifXLdbcjbede 5.8 16

231 TheLzuangZaoSiLMaizeLyenomeLProvidesL⁶nsightsLintoLyenomicLVariationLandL⁶mprovementLzistoryL
ofLMaizeZLMolecularhPlantXL2019XLcdXLfbdYfbk 14.4 26

230 SequencingLofLuhineseLcastorLlinesLrevealsLgeneticLsignaturesLofLselectionLandLyieldYassociatedLlociZL
NaturehCommunicationsXL2019XLcbXLefcj 17.4 14

229 TheLapricotLTLLZULgenomeLelucidatesLRosaceaeLevolutionLandLbetaYcarotenoidLsynthesisZLHorticultureh
ResearchXL2019XLhXLcdj 7.7 48

228 PlantLeditosomeLdatabaselLaLcuratedLdatabaseLofLRNsLeditosomeLinLplantsZLNucleichAcidshResearchXL
2019XLfiXLvcibYvcif 20.1 20

227 wditomeLviseaseLKnowledgebaseLTwvKUlLaLcuratedLknowledgebaseLofLeditomeYdiseaseLassociationsL
inLhumanZLNucleichAcidshResearchXL2019XLfiXLvijYvje 20.1 20

226 PactioLfullYlengthLcvNsLsequencingLintegratedLwithLRNsYseqLreadsLdrasticallyLimprovesLtheL
discoveryLofLsplicingLtranscriptsLinLriceZLPlanthJournalXL2019XLkiXLdkhYebg 6.9 50

225 RwvOlLRNsLwditingLvetectionLinLPlantLOrganellesLtasedLonLVariantLuallingLResultsZLJournalhofh
ComputationalhBiologyXL2018XLdgXLgbkYgch 1.7 7

224 snalysisLofLgutLmicrobiotaLdiversityLandLauxiliaryLdiagnosisLasLaLbiomarkerLinLpatientsLwithL
schizophrenialLsLcrossYsectionalLstudyZLSchizophreniahResearchXL2018XLckiXLfibYfii 3.6 142

223 sLnovelLantisenseLlongLnoncodingLRNsXLTW⁶STwvLLwsxXLmaintainsLleafLbladeLflatteningLbyL
regulatingLitsLassociatedLsenseLRdReYMYtLgeneLinLriceZLNewhPhytologistXL2018XLdcjXLiifYijj 9.8 34

222 MVPlLaLmicrobeYphageLinteractionLdatabaseZLNucleichAcidshResearchXL2018XLfhXLvibbYvibi 20.1 31

221 uomparativeLanalysisLofLtheLMonochamusLalternatusLimmuneLsystemZLInsecthScienceXL2018XLdgXLgjcYhbe 3.6 10

220 ⁶uylLaLwikiYdrivenLknowledgebaseLofLinternalLcontrolLgenesLforLRTYqPuRLnormalizationZLNucleich
AcidshResearchXL2018XLfhXLvcdcYvcdh 20.1 37

219 OralLMicrobiotaLuommunityLvynamicsLsssociatedLWithLOralLSquamousLuellLuarcinomaLStagingZL
FrontiershinhMicrobiologyXL2018XLkXLjhd 5.7 119

218 ⁶mmuneLtoleranceLofLvectorLbeetleLtoLitsLpartnerLplantLparasiticLnematodeLmodulatedLbyLitsLinsectL
parasiticLnematodeZLFASEBhJournalXL2018XLedXLfjhdYfjii 0.9 6

217 ⁶mpactLofLgrowthLpzLandLglucoseLconcentrationsLonLtheLuodYLregulatoryLnetworkLinLStreptococcusL
salivariusZLBMChGenomicsXL2018XLckXLejh 4.5 2

216 ⁶dentificationLofLaLydYlikeLtranscriptionLfactorXLOsPzLeXLfunctionsLasLaLnegativeLregulatorLofL
floweringLinLriceLbyLcoYexpressionLandLreverseLgeneticLanalysisZLBMChPlanthBiologyXL2018XLcjXLcgi 5.3 7

215
TungLTreeLTVerniciaLfordiiXLzemslZULyenomeLandLTranscriptomeLSequencingLRevealsLuoYOrdinateL
UpYRegulationLofLxattyLscidL˛†YOxidationLandLTriacylglycerolLtiosynthesisLPathwaysLvuringL
wleostearicLscidLsccumulationLinLSeedsZLPlanthandhCellhPhysiologyXL2018XLgkXLckkbYdbbe

4.9 23
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214 tiomonitoringLforLtraditionalLherbalLmedicinalLproductsLusingLvNsLmetabarcodingLandLsingleL
moleculeXLrealYtimeLsequencingZLActahPharmaceuticahSinicahBXL2018XLjXLfjjYfki 15.5 31

213 RiceLyenomicslLoverLtheLPastLTwoLvecadesLandLintoLtheLxutureZLGenomicsvhProteomicshandh
BioinformaticsXL2018XLchXLekiYfbf 6.5 25

212 RyssTlLsLReferenceYbasedLyenomeLsssemblyLandLsnnotationLToolLforLNewLyenomesLandLUpgradeL
ofLKnownLyenomesZLGenomicsvhProteomicshandhBioinformaticsXL2018XLchXLeieYejc 6.5 7

211 uompleteLyenomicLsnalysisLofLaLKingdomYurossingL⁶solateZLFrontiershinhMicrobiologyXL2018XLkXLdfdj 5.7 7

210
TheLcalciumYdependentLproteinLkinaseLTuvPKULandLuvPKYrelatedLkinaseLgeneLfamiliesLinL
YcomparisonLwithLfiveLotherLplantLspeciesLinLstructureXLevolutionXLandLexpressionZLFEBShOpenhBioXL
2017XLiXLfYdf

2.7 21

209 RiceLwxpressionLvatabaseLTRwvUlLsnLintegratedLRNsYSeqYderivedLgeneLexpressionLdatabaseLforLriceZL
JournalhofhGeneticshandhGenomicsXL2017XLffXLdegYdfc 4 69

208 yeneticLslterationsLinLwsophagealLTissuesLxromLSquamousLvysplasiaLtoLuarcinomaZL
GastroenterologyXL2017XLcgeXLchhYcii 13.3 78

207 uYPdshLPolymorphismsLsssociateLwithLOutcomesLofLSYcLPlusLOxaliplatinLuhemotherapyLinLuhineseL
yastricLuancerLPatientsZLGenomicsvhProteomicshandhBioinformaticsXL2017XLcgXLdggYdhd 6.5 5

206 uomparativeLgenomeLanalysisLofLprogrammedLvNsLeliminationLinLnematodesZLGenomehResearchXL
2017XLdiXLdbbcYdbcf 9.7 55

205 ⁶SVsSwlLidentificationLofLsequenceLvariantLassociatedLwithLsplicingLeventLusingLRNsYseqLdataZLBMCh
BioinformaticsXL2017XLcjXLedb 3.6

204 lLsnLOnlineLvateLPalmLyenomicLResourceLvatabaseZLFrontiershinhPlanthScienceXL2017XLjXLcjjk 6.2 13

203 sLmetaYanalysisLofLtheLassociationLofLuKMLgeneLrsjccckjkLpolymorphismLwithLsportLperformanceZL
BiologyhofhSportXL2017XLefXLedeYeeb 4.3 10

202 wnergyLefficiencyLtradeYoffsLdriveLnucleotideLusageLinLtranscribedLregionsZLNaturehCommunicationsXL
2016XLiXLcceef 17.4 41

201 uomparativeLgenomicsLrevealsLadaptiveLevolutionLofLssianLtapewormLinLswitchingLtoLaLnewL
intermediateLhostZLNaturehCommunicationsXL2016XLiXLcdjfg 17.4 30

200 TheLrubberLtreeLgenomeLrevealsLnewLinsightsLintoLrubberLproductionLandLspeciesLadaptationZL
NaturehPlantsXL2016XLdXLchbie 11.5 209

199 wvolviewLvdlLanLonlineLvisualizationLandLmanagementLtoolLforLcustomizedLandLannotatedL
phylogeneticLtreesZLNucleichAcidshResearchXL2016XLffXLWdehYfc 20.1 331

198 uonservedL⁶ntramolecularL⁶nteractionsLMaintainLMyosinL⁶nteractingYzeadsLMotifsLwxplainingL
TarantulaLMuscleLSuperYRelaxedLStateLStructuralLtasisZLJournalhofhMolecularhBiologyXL2016XLfdjXLccfdYcchf6.5 53

197 vNsLmotifsLdeterminingLtheLaccuracyLofLrepeatLduplicationLduringLuR⁶SPRLadaptationLinLzaloarculaL
hispanicaZLNucleichAcidshResearchXL2016XLffXLfdhhYii 20.1 32

(2016-2018)
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196 ⁶dentificationLandLanalysisLofLmouseLnonYcodingLRNsLusingLtranscriptomeLdataZLSciencehChinahLifeh
SciencesXL2016XLgkXLgjkYhbe 8.5 5

195 ⁶dentificationLandLanalysisLofLhouseYkeepingLandLtissueYspecificLgenesLbasedLonLRNsYseqLdataLsetsL
acrossLcgLmouseLtissuesZLGeneXL2016XLgihXLghbYib 3.8 18

194 ⁶nformationLuommonsLforLRiceLT⁶ufRUZLNucleichAcidshResearchXL2016XLffXLvccidYjb 20.1 31

193 uompleteLSequenceLandLsnalysisLofLuoconutLPalmLTuocosLnuciferaULMitochondrialLyenomeZLPLoSh
ONEXL2016XLccXLebchekkb 3.7 22

192 veLNovoLSequencingLandLTranscriptomeLsnalysisLofLPleurotusLeryngiiLsubspZLtuoliensisLTtailingguUL
MyceliaLinLResponseLtoLuoldLStimulationZLMoleculesXL2016XLdcXL 4.8 27

191
UyTcscVhXLUyTcsiVeLandLUyTcskVcbLpolymorphismsLareLpredictiveLmarkersLforLsevereLtoxicityLinL
patientsLwithLmetastaticLgastrointestinalLcancerLtreatedLwithLirinotecanYbasedLregimensZLOncologyh
LettersXL2016XLcdXLfdecYfdei

2.6 8

190 veLnovoLTranscriptomeLsnalysisLRevealsLvistinctLvefenseLMechanismsLbyLYoungLandLMatureL
LeavesLofLzeveaLbrasiliensisLTParaLRubberLTreeUZLScientifichReportsXL2016XLhXLeecgc 4.9 26

189 sscarosidesLcoordinateLtheLdispersalLofLaLplantYparasiticLnematodeLwithLtheLmetamorphosisLofLitsL
vectorLbeetleZLNaturehCommunicationsXL2016XLiXLcdefc 17.4 50

188
uompleteLnucleotideLsequenceLofLpzccXLanL⁶ncz⁶dLplasmidLconferringLmultiYantibioticLresistanceL
andLmultiYheavyLmetalLresistanceLgenesLinLaLclinicalLKlebsiellaLpneumoniaeLisolateZLPlasmidXL2016XL
jhXLdhYec

3.3 19

187
⁶ntegratedLanalysisLofLphenomeXLgenomeXLandLtranscriptomeLofLhybridLriceLuncoveredLmultipleL
heterosisYrelatedLlociLforLyieldLincreaseZLProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaXL2016XLcceXLwhbdhYwhbeg

11.5 79

186 MicroRNsLprofilesLandLpotentialLregulatoryLpatternLduringLtheLearlyLstageLofLspermatogenesisLinL
miceZLSciencehChinahLifehSciencesXL2015XLgjXLffdYgb 8.5 12

185 wvaluationLofLtheLoptimalLdosageLofLSYcLinLadjuvantLSOXLchemotherapyLforLgastricLcancerZLOncologyh
LettersXL2015XLkXLcfgcYcfgi 2.6 9

184 veepLsequencingLanalysisLofLmicroRNsLexpressionLinLhumanLmelanocyteLandLmelanomaLcellLlinesZL
GeneXL2015XLgidXLcegYcfg 3.8 13

183 TranscriptomicLinsightLintoLtheLimmuneLdefensesLinLtheLghostLmothXLzepialusLxiaojinensisXLduringL
anLOphiocordycepsLsinensisLfungalLinfectionZLInsecthBiochemistryhandhMolecularhBiologyXL2015XLhfXLcYcg 4.5 27

182 snLintegratedLRNsYSeqLandLnetworkLstudyLrevealsLaLcomplexLregulationLprocessLofLriceLembryoL
duringLseedLgerminationZLBiochemicalhandhBiophysicalhResearchhCommunicationsXL2015XLfhfXLcihYjc 3.4 14

181
xullYlengthLtranscriptomeLsequencesLandLspliceLvariantsLobtainedLbyLaLcombinationLofLsequencingL
platformsLappliedLtoLdifferentLrootLtissuesLofLSalviaLmiltiorrhizaLandLtanshinoneLbiosynthesisZLPlanth
JournalXL2015XLjdXLkgcYkhc

6.9 233

180 LongLnonYcodingLRNssLandLtheirLbiologicalLrolesLinLplantsZLGenomicsvhProteomicshandhBioinformaticsXL
2015XLceXLceiYfi 6.5 157

179 ⁶ntegratedLanalysisLofLgeneLexpressionLandLmicroRNsLregulationLinLthreeLleukemiaYrelatedL
lymphoblasticLcellLlinesZLGeneXL2015XLghfXLekYgd 3.8 3
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178 uomparisonLandLevaluationLofLtwoLexomeLcaptureLkitsLandLsequencingLplatformsLforLvariantLcallingZL
BMChGenomicsXL2015XLchXLgjc 4.5 15

177 ⁶dentificationLofLgeneticLvariationsLassociatedLwithLepsilonYpolyYlysineLbiosynthesisLinLStreptomycesL
albulusLZPMLbyLgenomeLsequencingZLScientifichReportsXL2015XLgXLkdbc 4.9 22

176
yenomeYwideLmappingLofLgYhydroxymethylcytosineLinLthreeLriceLcultivarsLrevealsLitsLpreferentialL
localizationLinLtranscriptionallyLsilentLtransposableLelementLgenesZLJournalhofhExperimentalhBotanyXL
2015XLhhXLhhgcYhe

7 19

175 MetatranscriptomicLanalysesLofLplantLcellLwallLpolysaccharideLdegradationLbyLmicroorganismsLinL
theLcowLrumenZLAppliedhandhEnvironmentalhMicrobiologyXL2015XLjcXLceigYjh 4.8 114

174
TranscriptomicLandLphysiologicalLinsightsLintoLtheLrobustnessLofLlongLfilamentousLcellsLofL
MethanosaetaLharundinaceaXLprevalentLinLupflowLanaerobicLsludgeLblanketLgranulesZLAppliedhandh
EnvironmentalhMicrobiologyXL2015XLjcXLjecYk

4.8 12

173 TranscriptomicLstudyLofLtheLredLpalmLweevilLRhynchophorusLferrugineusLembryogenesisZLInsecth
ScienceXL2015XLddXLhgYjd 3.6 9

172 veLnovoLtranscriptomeLanalysisLofLMedicagoLfalcataLrevealsLnovelLinsightsLaboutLtheLmechanismsL
underlyingLabioticLstressYresponsiveLpathwayZLBMChGenomicsXL2015XLchXLjcj 4.5 36

171 yenomeYwideLvNsLmethylomeLvariationLinLtwoLgeneticallyLdistinctLchickenLlinesLusingLMethyluYseqZL
BMChGenomicsXL2015XLchXLjgc 4.5 30

170 sLuriticalLRoleLforLuLSPdLinLtheLModulationLofLsntifungalL⁶mmuneLResponseLinLMosquitoesZLPLoSh
PathogensXL2015XLccXLecbbfkec 7.6 44

169 ProfilingLmicroRNsLexpressionLduringLmultiYstagedLdateLpalmLTPhoenixLdactyliferaLLZULfruitL
developmentZLGenomicsXL2015XLcbgXLdfdYgc 4.3 26

168 uomparativeLgenomicLanalysisLofLasparticLproteasesLinLeightLparasiticLplatyhelminthslLinsightsLintoL
functionsLandLevolutionZLGeneXL2015XLggkXLgdYhc 3.8 3

167 wthyleneLResponseLxactorsLsreLuontrolledLbyLMultipleLzarvestingLStressesLinLzeveaLbrasiliensisZL
PLoShONEXL2015XLcbXLebcdehcj 3.7 17

166 RNsYSeqLtasedLveLNovoLTranscriptomeLsssemblyLandLyeneLviscoveryLofLuistancheLdeserticolaL
xleshyLStemZLPLoShONEXL2015XLcbXLebcdgidd 3.7 9

165 TranscriptomicLanalysisLrevealsLkeyLregulatorsLofLmammogenesisLandLtheLpregnancyYlactationLcycleZL
SciencehChinahLifehSciencesXL2014XLgiXLefbYegg 8.5 19

164 uassavaLgenomeLfromLaLwildLancestorLtoLcultivatedLvarietiesZLNaturehCommunicationsXL2014XLgXLgccb 17.4 156

163 sdolescentLmouseLtakesLonLanLactiveLtranscriptomicLexpressionLduringLpostnatalLcerebralL
developmentZLGenomicsvhProteomicshandhBioinformaticsXL2014XLcdXLcccYk 6.5 3

162 WholeLtranscriptomeLRNsYseqLanalysislLtumorigenesisLandLmetastasisLofLmelanomaZLGeneXL2014XL
gfjXLdefYfe 3.8 20

161 TranscriptionalLprofilingLofLbiomassLdegradationYrelatedLgenesLduringLTrichodermaLreeseiLgrowthL
onLdifferentLcarbonLsourcesZLJournalhofhBiotechnologyXL2014XLcieXLgkYhf 3.7 14

(2014-2015)
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160 uharacterizationLofLmiRNomesLinLacuteLandLchronicLmyeloidLleukemiaLcellLlinesZLGenomicsvh
ProteomicshandhBioinformaticsXL2014XLcdXLikYkc 6.5 19

159 XwL⁶R⁶LcomparedLwithLxOLx⁶R⁶LasLaLsecondYlineLtreatmentLinLpatientsLwithLmetastaticLcolorectalL
cancerZLOncologyhLettersXL2014XLjXLcjhfYcjid 2.6 2

158
TranscriptomeLandLexpressionLprofilingLanalysisLofLtheLhemocytesLrevealsLaLlargeLnumberLofL
immuneYrelatedLgenesLinLmudLcrabLScyllaLparamamosainLduringLVibrioLparahaemolyticusLinfectionZL
PLoShONEXL2014XLkXLeccfgbb

3.7 30

157 TranscriptomeYwideLNâ�¶YmethyladenosineLprofilingLofLriceLcallusLandLleafLrevealsLtheLpresenceLofL
tissueYspecificLcompetitorsLinvolvedLinLselectiveLmRNsLmodificationZLRNAhBiologyXL2014XLccXLccjbYj 4.8 85

156 sLcomprehensiveLtranscriptomicLanalysisLofLinfantLandLadultLmouseLovaryZLGenomicsvhProteomicsh
andhBioinformaticsXL2014XLcdXLdekYfj 6.5 16

155 RiceWikilLaLwikiYbasedLdatabaseLforLcommunityLcurationLofLriceLgenesZLNucleichAcidshResearchXL2014XL
fdXLvcdddYj 20.1 18

154 voseYfindingLstudyLonLadjuvantLchemotherapyLwithLSYcLplusLoxaliplatinLforLgastricLcancerZLMolecularh
andhClinicalhOncologyXL2014XLdXLkeYkj 1.6 6

153 RibogenomicslLtheLscienceLandLknowledgeLofLRNsZLGenomicsvhProteomicshandhBioinformaticsXL2014XL
cdXLgiYhe 6.5 10

152
veLnovoLcharacterizationLofLtheLspleenLtranscriptomeLofLtheLlargeLyellowLcroakerLTPseudosciaenaL
croceaULandLanalysisLofLtheLimmuneLrelevantLgenesLandLpathwaysLinvolvedLinLtheLantiviralLresponseZL
PLoShONEXL2014XLkXLekific

3.7 73

151 SequenceLandLexpressionLanalysesLofLethyleneLresponseLfactorsLhighlyLexpressedLinLlatexLcellsLfromL
zeveaLbrasiliensisZLPLoShONEXL2014XLkXLekkehi 3.7 20

150 MarineLsedimentLbacteriaLharborLantibioticLresistanceLgenesLhighlyLsimilarLtoLthoseLfoundLinLhumanL
pathogensZLMicrobialhEcologyXL2013XLhgXLkigYjc 4.4 59

149 TranscriptomeLprofilingLofLtheLdevelopingLpostnatalLmouseLtestisLusingLnextYgenerationL
sequencingZLSciencehChinahLifehSciencesXL2013XLghXLcYcd 8.5 33

148 vynamicLtranscriptomesLofLhumanLmyeloidLleukemiaLcellsZLGenomicsXL2013XLcbdXLdgbYh 4.3 26

147 TranscriptomeLdynamicsLduringLhumanLerythroidLdifferentiationLandLdevelopmentZLGenomicsXL2013XL
cbdXLfecYffc 4.3 19

146
⁶nsightLintoLtheLspecificLvirulenceLrelatedLgenesLandLtoxinYantitoxinLvirulentLpathogenicityLislandsLinL
swineLstreptococcosisLpathogenLStreptococcusLequiLsspZLzooepidemicusLstrainLsTuuegdfhZLBMCh
GenomicsXL2013XLcfXLeii

4.5 19

145 SeasonallyLvariableLintestinalLmetagenomesLofLtheLredLpalmLweevilLTRhynchophorusLferrugineusUZL
EnvironmentalhMicrobiologyXL2013XLcgXLebdbYk 5.2 33

144 TheLgenomesLofLfourLtapewormLspeciesLrevealLadaptationsLtoLparasitismZLNatureXL2013XLfkhXLgiYhe 50.4 483

143 yenomeLsequenceLofLtheLdateLpalmLPhoenixLdactyliferaLLZLNaturehCommunicationsXL2013XLfXLddif 17.4 189
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142 TheLsmallLRNsLprofileLinLlatexLfromLzeveaLbrasiliensisLtreesLisLaffectedLbyLtappingLpanelLdrynessZL
TreehPhysiologyXL2013XLeeXLcbjfYkj 4.2 29

141 vigitalLgeneLexpressionLtagLprofilingLanalysisLofLtheLgeneLexpressionLpatternsLregulatingLtheLearlyL
stageLofLmouseLspermatogenesisZLPLoShONEXL2013XLjXLegjhjb 3.7 18

140 TheLcompleteLmitochondrialLgenomeLofLyossypiumLhirsutumLandLevolutionaryLanalysisLofLhigherL
plantLmitochondrialLgenomesZLPLoShONEXL2013XLjXLehkfih 3.7 37

139 RegulationLofLM⁶RLgenesLinLresponseLtoLabioticLstressLinLzeveaLbrasiliensisZLInternationalhJournalhofh
MolecularhSciencesXL2013XLcfXLckgjiYhbf 6.3 23

138 sLlargeYscaleLgeneLdiscoveryLforLtheLredLpalmLweevilLRhynchophorusLferrugineusLTuoleopteralL
uurculionidaeUZLInsecthScienceXL2013XLdbXLhjkYibd 3.6 14

137 uomparativeLtranscriptomeLanalysisLofLtheLaccessoryLsexLglandLandLtestisLfromLtheLuhineseLmittenL
crabLTwriocheirLsinensisUZLPLoShONEXL2013XLjXLegekcg 3.7 49

136 scquisitionLofLhydrogenosomalLpresequenceslLexamplesLfromLTrichomonasLvaginalisZLFEMSh
MicrobiologyhLettersXL2012XLeebXLcdiYec 2.9 1

135
TheLgenomeLandLtranscriptomeLofLaLnewlyLdescribedLpsychrophilicLarchaeonXLMethanolobusL
psychrophilusLRcgXLrevealLitsLcoldLadaptiveLcharacteristicsZLEnvironmentalhMicrobiologyhReportsXL
2012XLfXLheeYfc

3.7 38

134 vistinctLcontributionsLofLreplicationLandLtranscriptionLtoLmutationLrateLvariationLofLhumanL
genomesZLGenomicsvhProteomicshandhBioinformaticsXL2012XLcbXLfYcb 6.5 25

133 TheLtranscriptYcentricLmutationsLinLhumanLgenomesZLGenomicsvhProteomicshandhBioinformaticsXL2012XL
cbXLccYdd 6.5 17

132 snLRNsYseqYbasedLgeneLexpressionLprofilingLofLradiationYinducedLtumorigenicLmammaryLepithelialL
cellsZLGenomicsvhProteomicshandhBioinformaticsXL2012XLcbXLedhYeg 6.5 9

131 uomparativeLtranscriptomeLanalysisLofLtransportersXLphytohormoneLandLlipidLmetabolismLpathwaysL
inLresponseLtoLarsenicLstressLinLriceLTOryzaLsativaUZLNewhPhytologistXL2012XLckgXLkiYccd 9.8 145

130 SequencingLandLanalysisLofLfourLtsuLclonesLcontainingLinnateLimmuneLgenesLfromLtheLZhikongL
scallopLTuhlamysLfarreriUZLGeneXL2012XLgbdXLkYcg 3.8 5

129 wvolutionalLandLfunctionalLanalysisLofLaLserineLproteaseLinLSpodopteraLlituraZLArchiveshofhInsecth
BiochemistryhandhPhysiologyXL2012XLjcXLcdcYeg 2.3

128 MolecularLidentificationLofLviphyllobothriumLlatumLandLaLbriefLreviewLofLdiphyllobothriosisLinL
uhinaZLActahParasitologicaXL2012XLgiXLdkeYh 1.7 11

127 TheLassociationLbetweenLzeKfmeeLandLantisenseLtranscriptionZLGenomicsvhProteomicshandh
BioinformaticsXL2012XLcbXLifYjc 6.5 11

126 uomparativeLanalysesLofLzeKfLandLzeKdiLtrimethylationsLbetweenLtheLmouseLcerebrumLandLtestisZL
GenomicsvhProteomicshandhBioinformaticsXL2012XLcbXLjdYke 6.5 18

125 TranscriptomeLcomparisonLbetweenLhoneyLbeeLqueenYLandLworkerYdestinedLlarvaeZLInsecth
BiochemistryhandhMolecularhBiologyXL2012XLfdXLhhgYie 4.5 59

(2012-2013)
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124 uompleteLgenomeLandLtranscriptomesLofLStreptococcusLparasanguinisLxWdcelLphylogenicLrelationsL
andLpotentialLvirulenceLmechanismsZLPLoShONEXL2012XLiXLeefihk 3.7 13

123 PyrosequencingLtheLtemisiaLtabaciLtranscriptomeLrevealsLaLhighlyLdiverseLbacterialLcommunityLandL
aLrobustLsystemLforLinsecticideLresistanceZLPLoShONEXL2012XLiXLeegcjc 3.7 56

122 TransposableYelementLassociatedLsmallLRNssLinLtombyxLmoriLgenomeZLPLoShONEXL2012XLiXLeehgkk 3.7 20

121 OnLtheLmolecularLmechanismLofLyuLcontentLvariationLamongLeubacterialLgenomesZLBiologyhDirectXL
2012XLiXLd 7.2 72

120 zighYthroughputLsequencingYbasedLgeneLprofilingLonLmultiYstagedLfruitLdevelopmentLofLdateLpalmL
TPhoenixLdactyliferaXLLZUZLPlanthMolecularhBiologyXL2012XLijXLhciYdh 4.6 35

119 LargeYscaleLcollectionLandLannotationLofLgeneLmodelsLforLdateLpalmLTPhoenixLdactyliferaXLLZUZLPlanth
MolecularhBiologyXL2012XLikXLgdcYeh 4.6 21

118 uomparativeLanalysisLofLtheLgenomesLofLtwoLfieldLisolatesLofLtheLriceLblastLfungusLMagnaportheL
oryzaeZLPLoShGeneticsXL2012XLjXLecbbdjhk 6 125

117 wvolViewXLanLonlineLtoolLforLvisualizingXLannotatingLandLmanagingLphylogeneticLtreesZLNucleichAcidsh
ResearchXL2012XLfbXLWghkYid 20.1 258

116
uompleteLgenomeLsequenceLofLtheLmetabolicallyLversatileLhalophilicLarchaeonLzaloferaxL
mediterraneiXLaLpolyTeYhydroxybutyrateYcoYeYhydroxyvalerateULproducerZLJournalhofhBacteriologyXL
2012XLckfXLffheYf

3.5 63

115
ReplicationYsssociatedLMutationalLPressureLTRMPULyovernsLStrandYtiasedLuompositionalL
ssymmetryLTSusULandLyeneLOrganizationLinLsnimalLMitochondrialLyenomesZLCurrenthGenomicsXL
2012XLceXLdjYeh

2.6 7

114 TheLcompleteLchloroplastLandLmitochondrialLgenomeLsequencesLofLtoeaLhygrometricalLinsightsL
intoLtheLevolutionLofLplantLorganellarLgenomesZLPLoShONEXL2012XLiXLeebgec 3.7 66

113 sLcompleteLsequenceLandLtranscriptomicLanalysesLofLdateLpalmLTPhoenixLdactyliferaLLZUL
mitochondrialLgenomeZLPLoShONEXL2012XLiXLeeichf 3.7 82

112 MetagenomicLinsightsLintoLtheLfibrolyticLmicrobiomeLinLyakLrumenZLPLoShONEXL2012XLiXLefbfeb 3.7 71

111 TheLorganelleLgenomesLofLzassawiLriceLTOryzaLsativaLLZULandLitsLhybridLinLsaudiLarabialLgenomeL
variationXLrearrangementXLandLoriginsZLPLoShONEXL2012XLiXLefdbfc 3.7 18

110 wSTYbasedLidentificationLofLgenesLexpressedLinLskeletalLmuscleLofLtheLmandarinLfishLTSinipercaL
chuatsiUZLGenomicsvhProteomicshandhBioinformaticsXL2011XLkXLebYh 6.5 3

109 t⁶yprelLaLqualityLassessmentLpackageLforLnextYgenerationLsequencingLdataZLGenomicsvhProteomicsh
andhBioinformaticsXL2011XLkXLdejYff 6.5 22

108 ThousandsLofLNovelLTranscriptsL⁶dentifiedLinLMouseLuerebrumXLTestisXLandLwSLuellsLtasedLonL
riboYminusLRNsLSequencingZLFrontiershinhGeneticsXL2011XLdXLke 4.5 12

107 TheLtryopsisLhypnoidesLplastidLgenomelLmultimericLformsLandLcompleteLnucleotideLsequenceZLPLoSh
ONEXL2011XLhXLecfhhe 3.7 27
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106 sLcomparativeLtranscriptomicLanalysisLofLuvealLmelanomaLandLnormalLuvealLmelanocyteZLPLoShONEXL
2011XLhXLechgch 3.7 23

105 snalysisLofLpSucejXLtheLmultidrugLresistanceLplasmidLofLSalmonellaLentericaLserotypeLuholeraesuisL
SuYthiZLPlasmidXL2011XLhgXLcedYfb 3.3 11

104 ⁶nvolvementLofLtheLyPheLproteaseLinLinfectionLofLTrichomonasLvaginalisZLParasitologyhResearchXL
2011XLcbkXLicYk 2.4 24

103 snLevolutionaryLanalysisLofLtrypanosomatidLyPheLproteasesZLParasitologyhResearchXL2011XLcbkXLcbigYjf 2.4 21

102 ⁶dentificationLandLanalysisLofLmuscleYrelatedLproteinLisoformsLexpressedLinLtheLwhiteLmuscleLofLtheL
mandarinLfishLTSinipercaLchuatsiUZLMarinehBiotechnologyXL2011XLceXLcgcYhd 3.4 24

101 snLefficientLprocedureLforLplantLorganellarLgenomeLassemblyXLbasedLonLwholeLgenomeLdataLfromL
theLfgfLySLxLXLsequencingLplatformZLPlanthMethodsXL2011XLiXLej 5.8 45

100 uomparativeLanalysisLofLmitochondrialLgenomesLbetweenLaLwheatLKYtypeLcytoplasmicLmaleLsterilityL
TuMSULlineLandLitsLmaintainerLlineZLBMChGenomicsXL2011XLcdXLche 4.5 60

99 snalysisLofLuYPesfLgeneticLpolymorphismsLinLzanLuhineseZLJournalhofhHumanhGeneticsXL2011XLghXLfcgYdd 4.3 29

98
RapidLgrowthLofLaLhepatocellularLcarcinomaLandLtheLdrivingLmutationsLrevealedLbyLcellYpopulationL
geneticLanalysisLofLwholeYgenomeLdataZLProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaXL2011XLcbjXLcdbfdYi

11.5 110

97 uompleteLgenomeLanalysisLofLSulfobacillusLacidophilusLstrainLTPYXLisolatedLfromLaLhydrothermalL
ventLinLtheLPacificLOceanZLJournalhofhBacteriologyXL2011XLckeXLggggYh 3.5 26

96 uompleteLgenomeLsequenceLofLStreptococcusLequiLsubspZLzooepidemicusLstrainLsTuuLegdfhZL
JournalhofhBacteriologyXL2011XLckeXLggjeYf 3.5 24

95 uompleteLgenomeLsequenceLofLtheLpathogenicLbacteriumLRiemerellaLanatipestiferLstrainLRsYyvZL
JournalhofhBacteriologyXL2011XLckeXLdjkhYi 3.5 26

94 wapRNslLaLwebYbasedLapplicationLforLtheLprocessingLofLRNsLsequencesZLBioinformaticsXL2011XLdiXLebihYi7.2 51

93 yenomeLsequenceLofLsgrobacteriumLtumefaciensLstrainLxdXLaLbioflocculantYproducingLbacteriumZL
JournalhofhBacteriologyXL2011XLckeXLggec 3.5 12

92 uompleteLgenomeLsequenceLofLtheLureolyticLStreptococcusLsalivariusLstrainLgiZ⁶ZLJournalhofh
BacteriologyXL2011XLckeXLggkhYi 3.5 14

91 uompleteLgenomeLsequenceLofLtifidobacteriumLlongumLsubspZLlongumLttMNhjXLaLnewLstrainLfromL
aLhealthyLchineseLcentenarianZLJournalhofhBacteriologyXL2011XLckeXLijiYj 3.5 27

90 yeneticLlinkageLanalysesLandLuxgbLmutationLdetectionLinLaLlargeLmultiplexLuhineseLfamilyLwithL
hereditaryLnuclearLcataractZLOphthalmichGeneticsXL2011XLedXLfjYge 1.2 8

89 yenomicLanalysisLofLtheLmultidrugYresistantLscinetobacterLbaumanniiLstrainLMvRYZβbhLwidelyL
spreadLinLuhinaZLAntimicrobialhAgentshandhChemotherapyXL2011XLggXLfgbhYcd 5.9 105

(2011-2011)
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88 uompleteLgenomeLsequenceLofLslicyclobacillusLacidocaldariusLstrainLTcYfYcZLJournalhofhBacteriologyXL
2011XLckeXLghbdYe 3.5 8

87 TheLdisequilibriumLofLnucleosomesLdistributionLalongLchromosomesLplaysLaLfunctionalLandL
evolutionarilyLroleLinLregulatingLgeneLexpressionZLPLoShONEXL2011XLhXLededck 3.7 6

86
TranscriptLprofilesLofLPanaxLquinquefoliusLfromLflowerXLleafLandLrootLbringLnewLinsightsLintoLgenesL
relatedLtoLginsenosidesLbiosynthesisLandLtranscriptionalLregulationZLPhysiologiahPlantarumXL2010XL
cejXLcefYfk

4.6 42

85 sLnovelLroleLforLminimalLintronslLroutingLmRNssLtoLtheLcytosolZLPLoShONEXL2010XLgXLecbcff 3.7 27

84 zydroxyureaYinducedLglobalLtranscriptionalLsuppressionLinLmouseLwSLcellsZLCarcinogenesisXL2010XLecXLchhcYj4.6 9

83 uompleteLgenomeLsequenceLofLLactobacillusLcaseiLZhangXLaLnewLprobioticLstrainLisolatedLfromL
traditionalLhomemadeLkoumissLinL⁶nnerLMongoliaXLuhinaZLJournalhofhBacteriologyXL2010XLckdXLgdhjYk 3.5 68

82 yeneticLrelationshipsLofLethnicLminoritiesLinLSouthwestLuhinaLrevealedLbyLmicrosatelliteLmarkersZL
PLoShONEXL2010XLgXLekjkg 3.7 13

81
srginineLmethylationLmediatedLbyLtheLsrabidopsisLhomologLofLPRMTgLisLessentialLforLproperL
preYmRNsLsplicingZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL
2010XLcbiXLckccfYk

11.5 135

80 NucleotideLpolymorphismLofLtheLTNxLgeneLclusterLinLsixLuhineseLpopulationsZLJournalhofhHumanh
GeneticsXL2010XLggXLegbYi 4.3 4

79 yenomicLorganizationLandLpromoterLanalysisLofLtheLTrichomonasLvaginalisLcoreLhistoneLgeneL
familiesZLParasitologyhInternationalXL2010XLgkXLdkYef 2.1 8

78 sLnovelLmechanismLofLepigeneticLregulationlLnucleosomeYspaceLoccupancyZLBiochemicalhandh
BiophysicalhResearchhCommunicationsXL2010XLekcXLjjfYk 3.4 18

77 NucleotideLcompositionalLasymmetryLbetweenLtheLleadingLandLlaggingLstrandsLofLeubacterialL
genomesZLResearchhinhMicrobiologyXL2010XLchcXLjejYfh 4 14

76 sLcomparisonLbetweenLriboYminusLRNsYsequencingLandLpolysYselectedLRNsYsequencingZLGenomicsXL
2010XLkhXLdgkYhg 4.3 135

75 uharacterizationLofLevolutionarilyLconservedLmicroRNssLinLamphioxusZLGenomicsvhProteomicshandh
BioinformaticsXL2010XLjXLcbYdc 6.5 2

74 sLmodifiedLenrichmentLmethodLtoLconstructLmicrosatelliteLlibraryLfromLplateauLpikaLgenomeL
TOchotonaLcurzoniaeUZLGenomicsvhProteomicshandhBioinformaticsXL2010XLjXLidYh 6.5 5

73 TheLmostLredundantLsequencesLinLhumanLupyLislandLlibraryLareLderivedLfromLmitochondrialL
genomeZLGenomicsvhProteomicshandhBioinformaticsXL2010XLjXLjcYkc 6.5 1

72 SequenceLsignaturesLofLnucleosomeLpositioningLinLuaenorhabditisLelegansZLGenomicsvhProteomicsh
andhBioinformaticsXL2010XLjXLkdYcbd 6.5 10

71 viscoveryXLidentificationLandLcomparativeLanalysisLofLnonYspecificLlipidLtransferLproteinLTnsLtpUL
familyLinLSolanaceaeZLGenomicsvhProteomicshandhBioinformaticsXL2010XLjXLddkYei 6.5 22
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70
⁶dentificationLofLyenesLPotentiallyL⁶nvolvedLinLPearlLxormationLbyLwxpressedLSequenceLTagLsnalysisL
ofLMantleLfromLxreshwaterLPearlLMusselTzyriopsisLuumingiiLLeaUZLJournalhofhShellfishhResearchXL2010
XLdkXLgdiYgef

1 8

69 snalysisLofLexpressedLsequenceLtagsLfromLtheLUlvaLproliferaLTuhlorophytaUZLChinesehJournalhofh
OceanologyhandhLimnologyXL2010XLdjXLdhYeh 9

68 ⁶dentificationLofLimmuneLgenesLofLtheLsgamakiLclamLTSinonovaculaLconstrictaULbyLsequencingLandL
bioinformaticLanalysisLofLwSTsZLMarinehBiotechnologyXL2010XLcdXLdjdYkc 3.4 33

67 NovelLmicroRNssLinLsilkwormLTtombyxLmoriUZLFunctionalhandhIntegrativehGenomicsXL2010XLcbXLfbgYcg 3.8 37

66 sLcomprehensiveLanalysisLofLproteinLphosphatasesLinLriceLandLsrabidopsisZLPlanthSystematicshandh
EvolutionXL2010XLdjkXLcccYcdh 1.3 7

65
sLchymotrypsinYlikeLserineLproteaseLcvNsLinvolvedLinLfoodLproteinLdigestionLinLtheLcommonL
cutwormXLSpodopteraLlituralLuloningXLcharacterizationXLdevelopmentalLandLinducedLexpressionL
patternsXLandLlocalizationZLJournalhofhInsecthPhysiologyXL2010XLghXLijjYkk

2.4 26

64 zumanLfunctionalLgeneticLstudiesLareLbiasedLagainstLtheLmedicallyLmostLrelevantLprimateYspecificL
genesZLBMChEvolutionaryhBiologyXL2010XLcbXLech 3 14

63 wffectivenessLofLcbLpolymorphicLmicrosatelliteLmarkersLforLparentageLandLpedigreeLanalysisLinL
plateauLpikaLTOchotonaLcurzoniaeUZLBMChGeneticsXL2010XLccXLcbc 2.6 8

62 TheLcomparativeLanalysisLofLaLprophageLremnantLLcazhcLinLrelationLtoLotherLLactobacillusL
prophagesXLparticularlyLLpeZLInternationalhJournalhofhDairyhTechnologyXL2010XLheXLfceYfci 3.7 5

61 TheLslterationsLofLwnergyLMetabolismYrelatedLProteinLPatternsLinLtrownLsdiposeLTissueLofLRatsL
vuringLuoldYinducedLThermogenesisZLProgresshinhBiochemistryhandhBiophysicsXL2010XLeiXLccbjYccck

60 SalmonellaLparatyphiLulLgeneticLdivergenceLfromLSalmonellaLcholeraesuisLandLpathogenicL
convergenceLwithLSalmonellaLtyphiZLPLoShONEXL2009XLfXLefgcb 3.7 72

59 snalysisLofLtarantulaLskeletalLmuscleLproteinLsequencesLandLidentificationLofLtranscriptionalL
isoformsZLBMChGenomicsXL2009XLcbXLcci 4.5 20

58 xunctionalLannotationLandLanalysisLofLexpressedLsequenceLtagsLfromLtheLhepatopancreasLofLmittenL
crabLTwriocheirLsinensisUZLMarinehBiotechnologyXL2009XLccXLeciYdh 3.4 62

57
⁶dentificationLofLgenesLinvolvedLinLimmuneLresponseXLmicrosatelliteXLandLSNPLmarkersLfromL
expressedLsequenceLtagsLgeneratedLfromLhemocytesLofLfreshwaterLpearlLmusselLTzyriopsisL
cumingiiUZLMarinehBiotechnologyXL2009XLccXLgdbYeb

3.4 27

56 PatternsLofLnucleotideLdiversityLinLwildLandLcultivatedLriceZLPlanthSystematicshandhEvolutionXL2009XL
djcXLkiYcbh 1.3 12

55 snalysisLofLexpressedLsequenceLtagsLinLporcineLuterusLtissueZLBiochemicalhGeneticsXL2009XLfiXLcciYdg 2.4 2

54 ⁶solationLandLcharacterizationLofLceLmicrosatelliteLlociLinLtheLplateauLpikaLTOchotonaLcurzoniaeUZL
ConservationhGeneticsXL2009XLcbXLijgYiji 2.6 4

53 ⁶solationLandLcharacterizationLofLelevenLmicrosatelliteLlociLinLsmallLabaloneXLzaliotisLdiversicolorL
ReeveZLConservationhGeneticsXL2009XLcbXLccjgYccji 2.6 10

(2009-2010)
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52 zRyvlLaLdatabaseLforLminingLpotentialLheterosisYrelatedLgenesLinLplantsZLPlanthMolecularhBiologyXL
2009XLhkXLdggYhb 4.6 5

51 WholeLgenomeLsequencingLofLlambLrotavirusLandLcomparativeLanalysisLwithLotherLmammalianL
rotavirusesZLVirushGenesXL2009XLejXLebdYcb 2.3 16

50 sLcompleteLmitochondrialLgenomeLofLwheatLTTriticumLaestivumLcvZLuhineseLYumaiUXLandLfastL
evolvingLmitochondrialLgenesLinLhigherLplantsZLJournalhofhGeneticsXL2009XLjjXLdkkYebi 1.2 21

49
uhasingLrelationshipsLbetweenLnutritionLandLreproductionlLsLcomparativeLtranscriptomeLanalysisLofL
hepatopancreasLandLtestisLfromLwriocheirLsinensisZLComparativehBiochemistryhandhPhysiologyhParthD:h
GenomicshandhProteomicsXL2009XLfXLddiYef

2 25

48 ⁶dentificationLofLmicroRNsLinLtheLprotistLTrichomonasLvaginalisZLGenomicsXL2009XLkeXLfjiYke 4.3 56

47 PleiotropicLeffectsLofLRecQLinLveinococcusLradioduransZLGenomicsXL2009XLkfXLeeeYfb 4.3 14

46 sLdiscoveryLofLnovelLmicroRNssLinLtheLsilkwormLTtombyxLmoriULgenomeZLGenomicsXL2009XLkfXLfejYff 4.3 29

45 viscoveryLofLimmuneYrelatedLgenesLinLuhineseLmittenLcrabLTwriocheirLsinensisULbyLexpressedL
sequenceLtagLanalysisLofLhaemocytesZLAquacultureXL2009XLdjiXLdkiYebe 4.4 45

44
ScreeningLandLassessingLccLMycobacteriumLtuberculosisLproteinsLasLpotentialLserodiagnosticalL
markersLforLdiscriminatingLTtLpatientsLfromLtuyLvaccineesZLGenomicsvhProteomicshandh
BioinformaticsXL2009XLiXLcbiYcg

6.5 16

43 zowLdoLvariableLsubstitutionLratesLinfluenceLKaLandLKsLcalculationsqZLGenomicsvhProteomicshandh
BioinformaticsXL2009XLiXLcchYdi 6.5 17

42 sLbriefLreviewLonLtheLmechanismsLofLmiRNsLregulationZLGenomicsvhProteomicshandhBioinformaticsXL
2009XLiXLcfiYgf 6.5 461

41 TranscriptomicLprofilingLofLmatureLembryoLfromLanLeliteLsuperYhybridLriceLLYPkLandLitsLparentalL
linesZLBMChPlanthBiologyXL2008XLjXLccf 5.3 37

40 uompleteLnucleotideLsequenceLofLplasmidLplcaehLisolatedLfromLLactobacillusLcaseiLZhangZLPlasmidXL
2008XLhbXLcecYg 3.3 26

39 OnLtheLnatureLofLhumanLhousekeepingLgenesZLTrendshinhGeneticsXL2008XLdfXLfjcYf 8.5 194

38 wvolutionLofLgenesLonLtheLSalmonellaLVirulenceLplasmidLphylogenyLrevealedLfromLsequencingLofL
theLvirulenceLplasmidsLofLSZLentericaLserotypeLvublinLandLcomparativeLanalysisZLGenomicsXL2008XLkdXLeekYfe4.3 30

37 uomparativeLanalysisLofLwSTsLinLresponseLtoLdroughtLstressLinLchickpeaLTuZLarietinumLLZUZLBiochemicalh
andhBiophysicalhResearchhCommunicationsXL2008XLeihXLgijYje 3.4 41

36 PhylogeneticLanalysisLofLbrineLshrimpLTsrtemiaULinLuhinaLusingLvNsLbarcodingZLGenomicsvh
ProteomicshandhBioinformaticsXL2008XLhXLcggYhd 6.5 11

35
PlasmidYmediatedLquinoloneLresistanceLdeterminantsLqnrLandLaacThSUY⁶bYcrLinLextendedYspectrumL
betaYlactamaseYproducingLwscherichiaLcoliLandLKlebsiellaLpneumoniaeLinLuhinaZLJournalhofh
AntimicrobialhChemotherapyXL2008XLhcXLcbbeYh

5.1 143
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34 sLnovelLvNsLsequenceLperiodicityLdecodesLnucleosomeLpositioningZLNucleichAcidshResearchXL2008XL
ehXLhddjYeh 20.1 29

33 wnvironmentalLadaptationlLgenomicLanalysisLofLtheLpiezotolerantLandLpsychrotolerantLdeepYseaL
ironLreducingLbacteriumLShewanellaLpiezotoleransLWPeZLPLoShONEXL2008XLeXLeckei 3.7 101

32 uonstructionLofLtheLphysicalLmapLofLtheLgpaiLlocusLrevealsLthatLaLlargeLsegmentLwasLdeletedLduringL
riceLdomesticationZLPlanthCellhReportsXL2008XLdiXLcbjiYkd 5.1 2

31
uonstructionLofLaLbacterialLartificialLchromosomeLTtsuULlibraryLofLcommonLwildLriceLTOryzaL
rufipogonLyriffZULforLmapYbasedLcloningLofLgenesLselectedLduringLtheLdomesticationLofLriceZL
BiotechnologyhLettersXL2008XLebXLgggYhc

3 6

30 ProteomicLprofilingLofLriceLembryosLfromLaLhybridLriceLcultivarLandLitsLparentalLlinesZLProteomicsXL
2008XLjXLfjbjYdc 4.8 47

29 wxpressedLsequenceLtagLanalysisLofLmarineLfungusLSchizochytriumLproducingLdocosahexaenoicLacidZL
JournalhofhBiotechnologyXL2008XLcejXLkYch 3.7 18

28 wvolutionLandLpathogenesisLofLStaphylococcusLaureuslLlessonsLlearnedLfromLgenotypingLandL
comparativeLgenomicsZLFEMShMicrobiologyhReviewsXL2008XLedXLdeYei 15.1 111

27 SingleLnucleotideLpolymorphismsLandLhaplotypeLofLfourLgenesLencodingLcardiacLionLchannelsLinL
uhineseLandLtheirLassociationLwithLarrhythmiaZLAnnalshofhNoninvasivehElectrocardiologyXL2008XLceXLcjbYkb 1.5 3

26 sLnovelLOxyRLsensorLandLregulatorLofLhydrogenLperoxideLstressLwithLoneLcysteineLresidueLinL
veinococcusLradioduransZLPLoShONEXL2008XLeXLechbd 3.7 85

25 TheLsilkwormLTtombyxLmoriULmicroRNssLandLtheirLexpressionsLinLmultipleLdevelopmentalLstagesZL
PLoShONEXL2008XLeXLedkki 3.7 105

24 slleleLfrequenciesLofLmitochondrialLvYloopLTusUnLrepeatLpolymorphismLinLsixLuhineseLethnicLgroupsZL
LegalhMedicineXL2007XLkXLeebYc 1.9 3

23 vifferentialLgeneLexpressionLinLanLeliteLhybridLriceLcultivarLTOryzaLsativaXLLULandLitsLparentalLlinesL
basedLonLSsywLdataZLBMChPlanthBiologyXL2007XLiXLfk 5.3 33

22
TheLdiscriminatoryLtransferLroutesLofLtRNsLgenesLamongLorganellarLandLnuclearLgenomesLinL
floweringLplantslLaLgenomeYwideLinvestigationLofLindicaLriceZLJournalhofhMolecularhEvolutionXL2007XL
hfXLdkkYebi

3.1 8

21 sLgenomeYwideLmicrosatelliteLpolymorphismLdatabaseLforLtheLindicaLandLjaponicaLriceZLDNAh
ResearchXL2007XLcfXLeiYfg 4.5 73

20 sLcomparativeLgeneLexpressionLprofileLofLtheLwholeLeyeLfromLhumanXLmouseXLandLguineaLpigZL
MolecularhVisionXL2007XLceXLddcfYdc 2.3 7

19 uompleteLnucleotideLsequenceLofLpSuVgbXLtheLvirulenceLplasmidLofLSalmonellaLentericaLserovarL
uholeraesuisLSuYthiZLPlasmidXL2006XLggXLcfgYgc 3.3 15

18 TheLriceLmitochondrialLgenomesLandLtheirLvariationsZLPlanthPhysiologyXL2006XLcfbXLfbcYcb 6.6 91

17 TheLvNsLsequenceXLannotationLandLanalysisLofLhumanLchromosomeLeZLNatureXL2006XLffbXLcckfYj 50.4 43

(2006-2008)
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16 TheLgenomeLsequenceLofLSalmonellaLentericaLserovarLuholeraesuisXLaLhighlyLinvasiveLandLresistantL
zoonoticLpathogenZLNucleichAcidshResearchXL2005XLeeXLchkbYj 20.1 170

15 TheLyenomesLofLOryzaLsativalLaLhistoryLofLduplicationsZLPLoShBiologyXL2005XLeXLeej 9.7 695

14 snalysisLofLwSTsLandLgeneLexpressionLpatternsLofLtheLposteriorLsilkglandLinLtheLfifthLinstarLlarvaeLofL
silkwormXLtombyxLmoriLLZLSciencehinhChinahSerieshC:hLifehSciencesXL2005XLfjXLdgYee 12

13 vNsLsequenceLcomparativeLanalysisLofLtheLepterYpdhLregionLofLhumanLgenomeZLSciencehinhChinah
SerieshC:hLifehSciencesXL2005XLfjXLefYfb 1

12 sLcomparisonLofLriceLchloroplastLgenomesZLPlanthPhysiologyXL2004XLcegXLfcdYdb 6.6 124

11 sLgeneticLvariationLmapLforLchickenLwithLdZjLmillionLsingleYnucleotideLpolymorphismsZLNatureXL2004XL
fedXLiciYdd 50.4 341

10 ⁶dentificationLofLdifferentiallyLexpressedLgenesLinLhumanLlungLsquamousLcellLcarcinomaLusingL
suppressionLsubtractiveLhybridizationZLCancerhLettersXL2004XLdcdXLjeYke 9.9 70

9 snalysisLofLimmuneYrelevantLgenesLexpressedLinLredLseaLbreamLTuhrysophrysLmajorULspleenZL
AquacultureXL2004XLdfbXLccgYceb 4.4 42

8 wSTYbasedLanalysisLofLgeneLexpressionLinLtheLporcineLbrainZLGenomicsvhProteomicshandhBioinformatics
XL2004XLdXLdeiYff 6.5 6

7 SpecialLfasciculiformLcataractLcausedLbyLaLmutationLinLtheLgammavYcrystallinLgeneZLMolecularhVision
XL2004XLcbXLdeeYk 2.3 29

6 yeneLidentificationLandLexpressionLanalysisLofLjhXcehLwxpressedLSequenceLTagsLTwSTULfromLtheLriceL
genomeZLGenomicsvhProteomicshandhBioinformaticsXL2003XLcXLdhYfd 6.5 17

5 yeneLexpressionLprofilingLinLporcineLfetalLthymusZLGenomicsvhProteomicshandhBioinformaticsXL2003XLcXLcicYd6.5 1

4 sLcompleteLsequenceLofLtheLTZLtengcongensisLgenomeZLGenomehResearchXL2002XLcdXLhjkYibb 9.7 189

3 sLdraftLsequenceLofLtheLriceLgenomeLTOryzaLsativaLLZLsspZLindicaUZLScienceXL2002XLdkhXLikYkd 33.3 2356

2 yenomicLorganizationXLtranscriptLvariantsLandLcomparativeLanalysisLofLtheLhumanLnucleoporinLcggL
TNUPcggULgeneZLGeneXL2002XLdjjXLkYcj 3.8 8

1 yenomeLofLtheLgiantLpandaLroundwormLilluminatesLitsLhostLshiftLandLparasiticLadaptation 2

Song-Nian Hu
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