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l Paper IF Citations

217 UnicyclerkLResolvingLbacterialLgenomeLassembliesLfromLshortLandLlongLsequencingLreadsZLPLoSi
ComputationaliBiologyXL2017XLbdXLebaaffjf 5 2223

216 sandagekLinteractiveLvisualizationLofLdeLnovoLgenomeLassembliesZLBioinformaticsXL2015XLdbXLddfaYc 7.2 794

215 OutYofYrfricaLmigrationLandLNeolithicLcoexpansionLofLMycobacteriumLtuberculosisLwithLmodernL
humansZLNatureiGeneticsXL2013XLefXLbbhgYic 36.3 676

214 SRSTckLRapidLgenomicLsurveillanceLforLpublicLhealthLandLhospitalLmicrobiologyLlabsZLGenomei
MedicineXL2014XLgXLja 14.4 603

213
xenomicLanalysisLofLdiversityXLpopulationLstructureXLvirulenceXLandLantimicrobialLresistanceLinL
KlebsiellaLpneumoniaeXLanLurgentLthreatLtoLpublicLhealthZLProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaXL2015XLbbcXLvdfheYib

11.5 588

212 TheLinfantLnasopharyngealLmicrobiomeLimpactsLseverityLofLlowerLrespiratoryLinfectionLandLriskLofL
asthmaLdevelopmentZLCelliHostiandiMicrobeXL2015XLbhXLhaeYbf 23.4 512

211 PerformanceLofLneuralLnetworkLbasecallingLtoolsLforLOxfordLNanoporeLsequencingZLGenomeiBiology
XL2019XLcaXLbcj 18.3 490

210 yighYthroughputLsequencingLprovidesLinsightsLintoLgenomeLvariationLandLevolutionLinLSalmonellaL
TyphiZLNatureiGeneticsXL2008XLeaXLjihYjd 36.3 398

209 vpidemicLmultipleLdrugLresistantLSalmonellaLTyphimuriumLcausingLinvasiveLdiseaseLinLsubYSaharanL
rfricaLhaveLaLdistinctLgenotypeZLGenomeiResearchXL2009XLbjXLcchjYih 9.7 374

208 PhylogeographicalLanalysisLofLtheLdominantLmultidrugYresistantLyfiLcladeLofLSalmonellaLTyphiL
identifiesLinterYLandLintracontinentalLtransmissionLeventsZLNatureiGeneticsXL2015XLehXLgdcYj 36.3 305

207 vvolutionaryLdynamicsLofLtlostridiumLdifficileLoverLshortLandLlongLtimeLscalesZLProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2010XLbahXLhfchYdc 11.5 291

206 tompletingLbacterialLgenomeLassembliesLwithLmultiplexLMinzONLsequencingZLMicrobialiGenomicsXL
2017XLdXLeaaabdc 4.4 268

205 zdentificationLofLcapsuleLsynthesisLlociLfromLwholeLgenomeLdataZLMicrobialiGenomicsXL2016XLcXLeaaabac 4.4 216

204 ShigellaLsonneiLgenomeLsequencingLandLphylogeneticLanalysisLindicateLrecentLglobalLdisseminationL
fromLvuropeZLNatureiGeneticsXL2012XLeeXLbafgYj 36.3 203

203 xastrointestinalLtarriageLzsLaLMajorLReservoirLofLKlebsiellaLpneumoniaeLznfectionLinLzntensiveLtareL
PatientsZLClinicaliInfectiousiDiseasesXL2017XLgfXLcaiYcbf 11.6 193

202 PopulationLgenomicsLofLKlebsiellaLpneumoniaeZLNatureiReviewsiMicrobiologyXL2020XLbiXLdeeYdfj 22.2 166

201 KlebsiellaLpneumoniaeLasLaLkeyLtraffickerLofLdrugLresistanceLgenesLfromLenvironmentalLtoLclinicallyL
importantLbacteriaZLCurrentiOpinioniiniMicrobiologyXL2018XLefXLbdbYbdj 7.9 159
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200 xenomicLhistoryLofLtheLseventhLpandemicLofLcholeraLinLrfricaZLScienceXL2017XLdfiXLhifYhij 33.3 157

199 xenomicLinsightsLintoLtheLemergenceLandLspreadLofLantimicrobialYresistantLbacterialLpathogensZL
ScienceXL2018XLdgaXLhddYhdi 33.3 146

198 xenomeYscaleLratesLofLevolutionaryLchangeLinLbacteriaZLMicrobialiGenomicsXL2016XLcXLeaaaaje 4.4 135

197 KlebsiellaLpneumoniaeLPopulationLxenomicsLandLrntimicrobialYResistantLtlonesZLTrendsiini
MicrobiologyXL2016XLceXLjeeYjfg 12.4 130

196 KaptiveLWebkLUserYwriendlyLtapsuleLandLLipopolysaccharideLSerotypeLPredictionLforLKlebsiellaL
xenomesZLJournaliofiClinicaliMicrobiologyXL2018XLfgXL 9.7 126

195 PseudogeneLaccumulationLinLtheLevolutionaryLhistoriesLofLSalmonellaLentericaLserovarsLParatyphiLrL
andLTyphiZLBMCiGenomicsXL2009XLbaXLdg 4.5 120

194 uistinctLevolutionaryLdynamicsLofLhorizontalLgeneLtransferLinLdrugLresistantLandLvirulentLclonesLofL
KlebsiellaLpneumoniaeZLPLoSiGeneticsXL2019XLbfXLebaaibbe 6 115

193 xenomicLinsightsLtoLcontrolLtheLemergenceLofLvancomycinYresistantLenterococciZLMBioXL2013XLeXL 7.8 112

192 OnLtheLoriginLofLMycobacteriumLulceransXLtheLcausativeLagentLofLsuruliLulcerZLBMCiGenomicsXL2012XL
bdXLcfi 4.5 111

191 xeneticLdiversityXLmobilisationLandLspreadLofLtheLyersiniabactinYencodingLmobileLelementLztvKpLinL
KlebsiellaLpneumoniaeLpopulationsZLMicrobialiGenomicsXL2018XLeXL 4.4 106

190 PopulationLgenomicsLofLhypervirulentLKlebsiellaLpneumoniaeLclonalYgroupLcdLrevealsLearlyL
emergenceLandLrapidLglobalLdisseminationZLNatureiCommunicationsXL2018XLjXLchad 17.4 104

189 TyphoidLinLKenyaLisLassociatedLwithLaLdominantLmultidrugYresistantLSalmonellaLentericaLserovarL
TyphiLhaplotypeLthatLisLalsoLwidespreadLinLSoutheastLrsiaZLJournaliofiClinicaliMicrobiologyXL2010XLeiXLcbhbYg9.7 104

188 TheLdiversityLofLsurfaceLpolysaccharidesZLMicrobialiGenomicsXL2016XLcXLeaaaahd 4.4 101

187
rnLoutpatientXLambulantYdesignXLcontrolledLhumanLinfectionLmodelLusingLescalatingLdosesLofL
SalmonellaLTyphiLchallengeLdeliveredLinLsodiumLbicarbonateLsolutionZLClinicaliInfectiousiDiseasesXL
2014XLfiXLbcdaYea

11.6 96

186 vmergenceLofLaLgloballyLdominantLzncyzbLplasmidLtypeLassociatedLwithLmultipleLdrugLresistantL
typhoidZLPLoSiNeglectediTropicaliDiseasesXL2011XLfXLebcef 4.8 95

185 wrequentLtransmissionLofLtheLMycobacteriumLtuberculosisLseijingLlineageLandLpositiveLselectionLforL
theLvsxWLseijingLvariantLinLVietnamZLNatureiGeneticsXL2018XLfaXLiejYifg 36.3 94

184 MicrobialLmercuryLmethylationLinLrntarcticLseaLiceZLNatureiMicrobiologyXL2016XLbXLbgbch 26.6 92

183 TrackingLtheLestablishmentLofLlocalLendemicLpopulationsLofLanLemergentLentericLpathogenZL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2013XLbbaXLbhfccYh 11.5 89

(2013-2017)

3



182 rnLextendedLgenotypingLframeworkLforLSalmonellaLentericaLserovarLTyphiXLtheLcauseLofLhumanL
typhoidZLNatureiCommunicationsXL2016XLhXLbcich 17.4 88

181 TheLgenomicLsignaturesLofLShigellaLevolutionXLadaptationLandLgeographicalLspreadZLNatureiReviewsi
MicrobiologyXL2016XLbeXLcdfYfa 22.2 88

180 seginnerSsLguideLtoLcomparativeLbacterialLgenomeLanalysisLusingLnextYgenerationLsequenceLdataZL
MicrobialiInformaticsiandiExperimentationXL2013XLdXLc 87

179 ueepbinnerkLuemultiplexingLbarcodedLOxfordLNanoporeLreadsLwithLdeepLconvolutionalLneuralL
networksZLPLoSiComputationaliBiologyXL2018XLbeXLebaagfid 5 87

178 tombinedLhighYresolutionLgenotypingLandLgeospatialLanalysisLrevealsLmodesLofLendemicLurbanL
typhoidLfeverLtransmissionZLOpeniBiologyXL2011XLbXLbbaaai 7 85

177 TrackingLkeyLvirulenceLlociLencodingLaerobactinLandLsalmochelinLsiderophoreLsynthesisLinLKlebsiellaL
pneumoniaeZLGenomeiMedicineXL2018XLbaXLhh 14.4 83

176 zSMapperkLidentifyingLtransposaseLinsertionLsitesLinLbacterialLgenomesLfromLshortLreadLsequenceL
dataZLBMCiGenomicsXL2015XLbgXLggh 4.5 81

175 rirwayLMicrobiotaLuynamicsLUncoverLaLtriticalLWindowLforLznterplayLofLPathogenicLsacteriaLandL
rllergyLinLthildhoodLRespiratoryLuiseaseZLCelliHostiandiMicrobeXL2018XLceXLdebYdfcZef 23.4 80

174 vvolutionaryLdynamicsLandLgenomicLfeaturesLofLtheLvlizabethkingiaLanophelisLcabfLtoLcabgL
WisconsinLoutbreakLstrainZLNatureiCommunicationsXL2017XLiXLbfeid 17.4 79

173 rLnovelLciprofloxacinYresistantLsubcladeLofLyfiLSalmonellaLTyphiLisLassociatedLwithLfluoroquinoloneL
treatmentLfailureZLELifeXL2016XLfXLebeaad 8.9 79

172 vmergenceLandLrapidLglobalLdisseminationLofLtTXYMYbfYassociatedLKlebsiellaLpneumoniaeLstrainL
STdahZLJournaliofiAntimicrobialiChemotherapyXL2019XLheXLfhhYfib 5.1 75

171 xenomicLsurveillanceLforLhypervirulenceLandLmultiYdrugLresistanceLinLinvasiveLKlebsiellaL
pneumoniaeLfromLSouthLandLSoutheastLrsiaZLGenomeiMedicineXL2020XLbcXLbb 14.4 74

170 rLgenomicLsurveillanceLframeworkLandLgenotypingLtoolLforLKlebsiellaLpneumoniaeLandLitsLrelatedL
speciesLcomplexZLNatureiCommunicationsXL2021XLbcXLebii 17.4 74

169 vxtensiveLtapsuleLLocusLVariationLandLLargeYScaleLxenomicLRecombinationLwithinLtheLKlebsiellaL
pneumoniaeLtlonalLxroupLcfiZLGenomeiBiologyiandiEvolutionXL2015XLhXLbcghYhj 3.9 73

168 VariationLinLSalmonellaLentericaLserovarLtyphiLzncyzbLplasmidsLduringLtheLglobalLspreadLofLresistantL
typhoidLfeverZLAntimicrobialiAgentsiandiChemotherapyXL2009XLfdXLhbgYch 5.9 73

167 rreLPathotypesLStillLRelevantLinLtheLvraLofLWholeYxenomeLSequencingpZLFrontiersiiniCellulariandi
InfectioniMicrobiologyXL2016XLgXLbeb 5.9 73

166 xlobalLexpansionLofLlineageLeLshapedLbyLcolonialLmigrationLandLlocalLadaptationZLScienceiAdvancesXL
2018XLeXLeaatfigj 14.3 71

165 serotypingLofLfromLshortLreadLdataLidentifiesLlimitedLnovelLOYlociLbutLextensiveLdiversityLofLOkyL
serotypeLcombinationsLwithinLandLbetweenLpathogenicLlineagesZLMicrobialiGenomicsXL2016XLcXLeaaaage 4.4 69
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164 wastSparkLrapidLandLscalableLcorrelationLestimationLforLcompositionalLdataZLBioinformaticsXL2019XLdfXLbageYbagg7.2 68

163 TheLsensitivityLofLrealYtimeLPtRLamplificationLtargetingLinvasiveLSalmonellaLserovarsLinLbiologicalL
specimensZLBMCiInfectiousiDiseasesXL2010XLbaXLbcf 4 68

162 wiveLdecadesLofLgenomeLevolutionLinLtheLgloballyLdistributedXLextensivelyLantibioticYresistantLglobalL
cloneLbZLMicrobialiGenomicsXL2016XLcXLeaaaafc 4.4 68

161 znducibleLcolistinLresistanceLviaLaLdisruptedLplasmidYborneLmcrYbLgeneLinLaLcaaiLVietnameseL
ShigellaLsonneiLisolateZLJournaliofiAntimicrobialiChemotherapyXL2016XLhbXLcdbeYh 5.1 67

160 ShortLreadLsequenceLtypingLTSRSTUkLmultiYlocusLsequenceLtypesLfromLshortLreadsZLBMCiGenomicsXL
2012XLbdXLddi 4.5 67

159 tomparativeLgenomicsLofLtrohnSsLdiseaseYassociatedLadherentYinvasiveZLGutXL2017XLggXLbdicYbdij 19.2 64

158 MultidrugYresistantLSalmonellaLentericaLserovarLparatyphiLrLharborsLzncyzbLplasmidsLsimilarLtoL
thoseLfoundLinLserovarLtyphiZLJournaliofiBacteriologyXL2007XLbijXLecfhYge 3.5 64

157 yighYthroughputLbacterialLSNPLtypingLidentifiesLdistinctLclustersLofLSalmonellaLTyphiLcausingL
typhoidLinLNepaleseLchildrenZLBMCiInfectiousiDiseasesXL2010XLbaXLbee 4 61

156 tonvergenceLofLvirulenceLandLMuRLinLaLsingleLplasmidLvectorLinLMuRLKlebsiellaLpneumoniaeLSTbfZL
JournaliofiAntimicrobialiChemotherapyXL2019XLheXLbcbiYbccc 5.1 59

155 rntimicrobialYResistantLKlebsiellaLpneumoniaeLtarriageLandLznfectionLinLSpecializedLxeriatricLtareL
WardsLLinkedLtoLrcquisitionLinLtheLReferringLyospitalZLClinicaliInfectiousiDiseasesXL2018XLghXLbgbYbha 11.6 57

154 SouthLrsiaLasLaLReservoirLforLtheLxlobalLSpreadLofLtiprofloxacinYResistantLShigellaLsonneikLrL
trossYSectionalLStudyZLPLoSiMedicineXL2016XLbdXLebaacaff 11.6 56

153 uifferentialLhostLsusceptibilityLandLbacterialLvirulenceLfactorsLdrivingLKlebsiellaLliverLabscessLinLanL
ethnicallyLdiverseLpopulationZLScientificiReportsXL2016XLgXLcjdbg 4.9 55

152 VitaminLuLoverLtheLfirstLdecadeLandLsusceptibilityLtoLchildhoodLallergyLandLasthmaZLJournaliofi
AllergyiandiClinicaliImmunologyXL2017XLbdjXLehcYeibZej 11.5 55

151 rLbioinformaticLstrategyLforLtheLdetectionXLclassificationLandLanalysisLofLbacterialLautotransportersZL
PLoSiONEXL2012XLhXLeedcef 3.7 55

150 senchmarkingLofLlongYreadLassemblersLforLprokaryoteLwholeLgenomeLsequencingZLF1000ResearchXL
2019XLiXLcbdi 3.6 53

149 TheLphylogeographyLandLincidenceLofLmultiYdrugLresistantLtyphoidLfeverLinLsubYSaharanLrfricaZL
NatureiCommunicationsXL2018XLjXLfaje 17.4 53

148 NovelLSubcloneLofLtarbapenemYResistantLKlebsiellaLpneumoniaeLSequenceLTypeLbbLwithLvnhancedL
VirulenceLandLTransmissibilityXLthinaZLEmergingiInfectiousiDiseasesXL2020XLcgXLcijYcjh 10.2 52

147 vvidenceLofLmicroevolutionLofLSalmonellaLTyphimuriumLduringLaLseriesLofLeggYassociatedLoutbreaksL
linkedLtoLaLsingleLchickenLfarmZLBMCiGenomicsXL2013XLbeXLiaa 4.5 52

(2013-2019)
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146
yighYthroughputLgenotypingLofLSalmonellaLentericaLserovarLTyphiLallowingLgeographicalL
assignmentLofLhaplotypesLandLpathotypesLwithinLanLurbanLuistrictLofLβakartaXLzndonesiaZLJournaliofi
ClinicaliMicrobiologyXL2008XLegXLbhebYg

9.7 52

145 rLxtbLrcinetobacterLbaumanniiLisolateLcarryingLrbaRdLandLtheLaminoglycosideLresistanceL
transposonLTnaphrgLinLaLconjugativeLplasmidZLJournaliofiAntimicrobialiChemotherapyXL2014XLgjXLjffYi 5.1 49

144 NavigatingLtheLfutureLofLbacterialLmolecularLepidemiologyZLCurrentiOpinioniiniMicrobiologyXL2010XL
bdXLgeaYf 7.9 49

143 vvolutionLofLatypicalLenteropathogenicLvZLcoliLbyLrepeatedLacquisitionLofLLvvLpathogenicityLislandL
variantsZLNatureiMicrobiologyXL2016XLbXLbfaba 26.6 48

142 senchmarkingLofLlongYreadLassemblersLforLprokaryoteLwholeLgenomeLsequencingZLF1000ResearchXL
2019XLiXLcbdi 3.6 48

141 xlobalLphylogeographyLandLevolutionaryLhistoryLofLShigellaLdysenteriaeLtypeLbZLNatureiMicrobiology
XL2016XLbXLbgach 26.6 47

140 xenomeLandLtranscriptomeLadaptationLaccompanyingLemergenceLofLtheLdefinitiveLtypeLcL
hostYrestrictedLSalmonellaLentericaLserovarLTyphimuriumLpathovarZLMBioXL2013XLeXLeaafgfYbd 7.8 47

139 LaboratoryLandLmolecularLsurveillanceLofLpaediatricLtyphoidalLSalmonellaLinLNepalkLrntimicrobialL
resistanceLandLimplicationsLforLvaccineLpolicyZLPLoSiNeglectediTropicaliDiseasesXL2018XLbcXLeaaageai 4.8 47

138 TheLburdenLandLcharacteristicsLofLentericLfeverLatLaLhealthcareLfacilityLinLaLdenselyLpopulatedLareaL
ofLKathmanduZLPLoSiONEXL2010XLfXLebdjii 3.7 46

137 tonvergentLadaptationLinLtheLdominantLglobalLhospitalLcloneLSTcdjLofLmethicillinYresistantL
StaphylococcusLaureusZLMBioXL2015XLgXLeaaaia 7.8 44

136
rLconjugativeLplasmidLcarryingLtheLcarbapenemLresistanceLgeneLblaOXrYcdLinLrbaReLinLanL
extensivelyLresistantLxtbLrcinetobacterLbaumanniiLisolateZLJournaliofiAntimicrobialiChemotherapyXL
2014XLgjXLcgcfYi

5.1 44

135 uiversityYxeneratingLMachineskLxeneticsLofLsacterialLSugarYtoatingZLTrendsiiniMicrobiologyXL2018XL
cgXLbaaiYbacb 12.4 42

134 WxSLrnalysisLandLznterpretationLinLtlinicalLandLPublicLyealthLMicrobiologyLLaboratorieskLWhatLrreL
theLRequirementsLandLyowLuoLvxistingLToolsLtomparepZLPathogensXL2014XLdXLedhYfi 4.5 42

133
zdentificationLofLlociLforLcapsularLpolysaccharideLTKLULandLlipooligosaccharideLouterLcoreLTOtLUL
synthesisLinLgenomeLassembliesLusingLcuratedLreferenceLdatabasesLcompatibleLwithZLMicrobiali
GenomicsXL2020XLgXL

4.4 41

132 toYcirculationLofLMultidrugYresistantLShigellaLrmongLMenLWhoLyaveLSexLWithLMenLinLrustraliaZL
ClinicaliInfectiousiDiseasesXL2019XLgjXLbfdfYbfee 11.6 41

131 uynamicsLofLantimicrobialLresistanceLinLintestinalLvscherichiaLcoliLfromLchildrenLinLcommunityL
settingsLinLSouthLrsiaLandLsubYSaharanLrfricaZLNatureiMicrobiologyXL2018XLdXLbagdYbahd 26.6 40

130 TheLmultidrugYresistantLPMvNbLpneumococcusLisLaLparadigmLforLgeneticLsuccessZLGenomeiBiologyXL
2012XLbdXLRbad 18.3 39

129 xenomicLresistanceLislandLrxzbLcarryingLaLcomplexLclassLbLintegronLinLaLmultiplyLantibioticYresistantL
STcfLrcinetobacterLbaumanniiLisolateZLJournaliofiAntimicrobialiChemotherapyXL2015XLhaXLcfbjYcd 5.1 38
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128 TemporalLfluctuationLofLmultidrugLresistantLsalmonellaLtyphiLhaplotypesLinLtheLmekongLriverLdeltaL
regionLofLVietnamZLPLoSiNeglectediTropicaliDiseasesXL2011XLfXLejcj 4.8 38

127 rLSalmonellaLTyphimuriumYTyphiLgenomicLchimerakLaLmodelLtoLstudyLViLpolysaccharideLcapsuleL
functionLinLvivoZLPLoSiPathogensXL2011XLhXLebaacbdb 7.6 38

126 vvolutionLofLcarbapenemLresistanceLinLrcinetobacterLbaumanniiLduringLaLprolongedLinfectionZL
MicrobialiGenomicsXL2018XLeXL 4.4 37

125 RepeatedLlocalLemergenceLofLcarbapenemYresistantLinLaLsingleLhospitalLwardZLMicrobialiGenomicsXL
2016XLcXLeaaaafa 4.4 36

124 uetectingLSNPsLandLestimatingLalleleLfrequenciesLinLclonalLbacterialLpopulationsLbyLsequencingL
pooledLuNrZLBioinformaticsXL2009XLcfXLcaheYf 7.2 34

123
TheLSTRrTrrLstudyLprotocolkLaLprogrammeLtoLassessLtheLburdenLofLentericLfeverLinLsangladeshXL
MalawiLandLNepalLusingLprospectiveLpopulationLcensusXLpassiveLsurveillanceXLserologicalLstudiesLandL
healthcareLutilisationLsurveysZLBMJiOpenXL2017XLhXLeabgcid

3 33

122
rLmultiplexLsingleLnucleotideLpolymorphismLtypingLassayLforLdetectingLmutationsLthatLresultLinL
decreasedLfluoroquinoloneLsusceptibilityLinLSalmonellaLentericaLserovarsLTyphiLandLParatyphiLrZL
JournaliofiAntimicrobialiChemotherapyXL2010XLgfXLbgdbYeb

5.1 33

121 xlobalLphylogenomicsLofLmultidrugYresistantLSalmonellaLentericaLserotypeLKentuckyLSTbjiZL
MicrobialiGenomicsXL2019XLfXL 4.4 33

120 znformalLgenomicLsurveillanceLofLregionalLdistributionLofLSalmonellaLTyphiLgenotypesLandL
antimicrobialLresistanceLviaLreturningLtravellersZLPLoSiNeglectediTropicaliDiseasesXL2019XLbdXLeaaahgca 4.8 29

119 PredictionLofLantibioticLresistanceLfromLantibioticLresistanceLgenesLdetectedLinLantibioticYresistantL
commensalLvscherichiaLcoliLusingLPtRLorLWxSZLJournaliofiAntimicrobialiChemotherapyXL2017XLhcXLhaaYhae5.1 29

118 VariantsLofLrbxRzdLcarryingLtheLarmrLgeneLinLextensivelyLantibioticYresistantLrcinetobacterL
baumanniiLfromLSingaporeZLJournaliofiAntimicrobialiChemotherapyXL2017XLhcXLbadbYbadj 5.1 28

117 rLScalableLPermutationLrpproachLRevealsLReplicationLandLPreservationLPatternsLofLNetworkL
ModulesLinLLargeLuatasetsZLCelliSystemsXL2016XLdXLhbYic 10.6 28

116 vmpiricalLwaysLtoLidentifyLnovelLsedaquilineLresistanceLmutationsLinLrtpvZLPLoSiONEXL2019XLbeXLeacbhbgj3.7 27

115 ptvRtdLfromLaLcommensalLSTjfLvscherichiaLcolikLrLtolVLvirulenceYmultiresistanceLplasmidLcarryingL
aLsuldYassociatedLclassLbLintegronZLPlasmidXL2016XLieYifXLbbYj 3.3 27

114 MolecularLSurveillanceLzdentifiesLMultipleLTransmissionsLofLTyphoidLinLWestLrfricaZLPLoSiNeglectedi
TropicaliDiseasesXL2016XLbaXLeaaaehib 4.8 27

113 TheLMolecularLandLSpatialLvpidemiologyLofLTyphoidLweverLinLRuralLtambodiaZLPLoSiNeglectedi
TropicaliDiseasesXL2016XLbaXLeaaaehif 4.8 26

112 TrycyclerkLconsensusLlongYreadLassembliesLforLbacterialLgenomesZLGenomeiBiologyXL2021XLccXLcgg 18.3 26

111
rdaptiveLchangeLinferredLfromLgenomicLpopulationLanalysisLofLtheLSTjdLepidemicLcloneLofL
communityYassociatedLmethicillinYresistantLStaphylococcusLaureusZLGenomeiBiologyiandiEvolutionXL
2014XLgXLdggYhi

3.9 25

(2014-2011)
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110
rnalysisLofLSalmonellaLentericaLserovarLTyphimuriumLvariableYnumberLtandemYrepeatLdataLforL
publicLhealthLinvestigationLbasedLonLmeasuredLmutationLratesLandLwholeYgenomeLsequenceL
comparisonsZLJournaliofiBacteriologyXL2014XLbjgXLdadgYee

3.5 24

109 tarbapenemLandLamikacinLresistanceLonLaLlargeLconjugativeLrcinetobacterLbaumanniiLplasmidZL
JournaliofiAntimicrobialiChemotherapyXL2015XLhaXLbcfjYgb 5.1 23

108 xenomeLSequenceLofLrcinetobacterLbaumanniiLStrainLrbXLanLvarlyLvxampleLofLrntibioticYResistantL
xlobalLtloneLbZLGenomeiAnnouncementsXL2015XLdXL 22

107 rLlinearLplasmidLtruncationLinducesLunidirectionalLflagellarLphaseLchangeLinLykzggLpositiveL
SalmonellaLTyphiZLMoleculariMicrobiologyXL2007XLggXLbcahYbi 4.1 21

106 znsertionsLinLtheLOtLbLlocusLofLrcinetobacterLbaumanniiLleadLtoLshortenedLlipooligosaccharidesZL
ResearchiiniMicrobiologyXL2014XLbgfXLehcYf 4 20

105 uevelopmentalLpatternsLinLtheLnasopharyngealLmicrobiomeLduringLinfancyLareLassociatedLwithL
asthmaLriskZLJournaliofiAllergyiandiClinicaliImmunologyXL2021XLbehXLbgidYbgjb 11.5 19

104 yighYresolutionLgenotypingLofLtheLendemicLSalmonellaLTyphiLpopulationLduringLaLViLTtyphoidUL
vaccinationLtrialLinLKolkataZLPLoSiNeglectediTropicaliDiseasesXL2012XLgXLebeja 4.8 18

103 SmallLzncQbLandLtolYLikeLPlasmidsLyarboringLandLNonYTnLvlementsLTNTvYzzdULinLyighYRiskLLineagesL
ofLtxcfiZLAntimicrobialiAgentsiandiChemotherapyXL2019XLgdXL 5.9 18

102 uissectingLtheLmolecularLevolutionLofLfluoroquinoloneYresistantLShigellaLsonneiZLNaturei
CommunicationsXL2019XLbaXLeici 17.4 17

101 hicapkLSerotypingLofLtheLyaemophilusLinfluenzaeLtapsuleLLocusZLJournaliofiClinicaliMicrobiologyXL
2019XLfhXL 9.7 16

100 MultipleLxeneticLMutationsLrssociatedLwithLPolymyxinLResistanceLinLrcinetobacterLbaumanniiZL
AntimicrobialiAgentsiandiChemotherapyXL2015XLfjXLhijjYjac 5.9 16

99 PopulationLstructureLandLantimicrobialLresistanceLpatternsLofLSalmonellaLTyphiLisolatesLinLurbanL
uhakaXLsangladeshLfromLcaaeLtoLcabgZLPLoSiNeglectediTropicaliDiseasesXL2020XLbeXLeaaaiadg 4.8 16

98
xlobalLphylogenyLofLShigellaLsonneiLstrainsLfromLlimitedLsingleLnucleotideLpolymorphismsLTSNPsUL
andLdevelopmentLofLaLrapidLandLcostYeffectiveLSNPYtypingLschemeLforLstrainLidentificationLbyL
highYresolutionLmeltingLanalysisZLJournaliofiClinicaliMicrobiologyXL2013XLfbXLdadYf

9.7 16

97 tordLbloodLhemopoieticLprogenitorLprofilesLpredictLacuteLrespiratoryLsymptomsLinLinfancyZL
PediatriciAllergyiandiImmunologyXL2008XLbjXLcdjYeh 4.2 16

96
vvolutionLofLaLcladeLofLrcinetobacterLbaumanniiLglobalLcloneLbXLlineageLbLviaLacquisitionLofL
carbapenemYLandLaminoglycosideYresistanceLgenesLandLdispersionLofLzSrbabZLMicrobialiGenomicsXL
2019XLfXL

4.4 16

95 TheLcompleteLsequenceLofLSalmonellaLgenomicLislandLSxzbYKZLJournaliofiAntimicrobiali
ChemotherapyXL2015XLhaXLdafYg 5.1 15

94 zdentificationLofLaLmarkerLforLtwoLlineagesLwithinLtheLxtbLcloneLofLrcinetobacterLbaumanniiZL
JournaliofiAntimicrobialiChemotherapyXL2014XLgjXLffhYi 5.1 15

93
rLtypeLcLr_tcLplasmidLcarryingLtheLaacteLapramycinLresistanceLgeneLandLtheLermTecULerythromycinL
resistanceLgeneLrecoveredLfromLtwoLSalmonellaLentericaLserovarsZLJournaliofiAntimicrobiali
ChemotherapyXL2015XLhaXLbacbYf

5.1 15
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92 MercuryLmethylationLbyLmetabolicallyLversatileLandLcosmopolitanLmarineLbacteriaZLISMEiJournalXL
2021XLbfXLbibaYbicf 11.9 15

91 WholeLxenomeLSequenceLrnalysisLofLSalmonellaLTyphiLzsolatedLinLThailandLbeforeLandLafterLtheL
zntroductionLofLaLNationalLzmmunizationLProgramZLPLoSiNeglectediTropicaliDiseasesXL2017XLbbXLeaaafche4.8 14

90 senchmarkingLofLlongYreadLassemblersLforLprokaryoteLwholeLgenomeLsequencingZLF1000Research
XiXLcbdi 3.6 14

89 TrajectoriesLofLchildhoodLimmuneLdevelopmentLandLrespiratoryLhealthLrelevantLtoLasthmaLandL
allergyZLELifeXL2018XLhXL 8.9 14

88 torrectingLindexLdatabasesLimprovesLmetagenomicLstudies 14

87 rLsmallLrcinetobacterLplasmidLcarryingLtheLtetdjLtetracyclineLresistanceLdeterminantZLJournaliofi
AntimicrobialiChemotherapyXL2016XLhbXLcgjYhb 5.1 13

86 znferringLdemographicLparametersLinLbacterialLgenomicLdataLusingLsayesianLandLhybridL
phylogeneticLmethodsZLBMCiEvolutionaryiBiologyXL2018XLbiXLjf 3 13

85 PersistentLcirculationLofLaLfluoroquinoloneYresistantLSalmonellaLentericaLTyphiLcloneLinLtheLzndianL
subcontinentZLJournaliofiAntimicrobialiChemotherapyXL2020XLhfXLddhYdeb 5.1 13

84 vlucidationLofLpathwaysLdrivingLasthmaLpathogenesiskLdevelopmentLofLaLsystemsYlevelLanalyticL
strategyZLFrontiersiiniImmunologyXL2014XLfXLeeh 8.4 13

83 PolypolishkLShortYreadLpolishingLofLlongYreadLbacterialLgenomeLassembliesZZLPLoSiComputationali
BiologyXL2022XLbiXLebaajiac 5 13

82 TheLcompleteLsequenceLofLSalmonellaLgenomicLislandLSxzcZLJournaliofiAntimicrobialiChemotherapyXL
2015XLhaXLgbhYj 5.1 12

81 xenomeLSequenceLofLrcinetobacterLbaumanniiLStrainLudgXLanLrntibioticYResistantLzsolateLfromL
LineageLcLofLxlobalLtloneLbZLGenomeiAnnouncementsXL2015XLdXL 12

80 TheLinflatedLmitochondrialLgenomesLofLsiphonousLgreenLalgaeLreflectLprocessesLdrivingLexpansionL
ofLnoncodingLuNrLandLproliferationLofLintronsZLPeerJXL2020XLiXLeichd 3.1 12

79 tlinicalLandLlaboratoryYinducedLcolistinYresistanceLmechanismsLinLrcinetobacterLbaumanniiZL
MicrobialiGenomicsXL2019XLfXL 4.4 12

78 rLglobalLresourceLforLgenomicLpredictionsLofLantimicrobialLresistanceLandLsurveillanceLofL
SalmonellaLTyphiLatLpathogenwatchZLNatureiCommunicationsXL2021XLbcXLcihj 17.4 12

77 trossYvalidationLtoLselectLsayesianLhierarchicalLmodelsLinLphylogeneticsZLBMCiEvolutionaryiBiologyXL
2016XLbgXLbbf 3 12

76 zmpactLofLinsertionLsequencesLonLconvergentLevolutionLofLShigellaLspeciesZLPLoSiGeneticsXL2020XLbgXLebaaijdb6 11

75 MorphologicalXLgenomicLandLtranscriptomicLresponsesLofLKlebsiellaLpneumoniaeLtoLtheLlastYlineL
antibioticLcolistinZLScientificiReportsXL2018XLiXLjigi 4.9 11

(2018-2021)
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74 SystemsLbiologyLandLbigLdataLinLasthmaLandLallergykLrecentLdiscoveriesLandLemergingLchallengesZL
EuropeaniRespiratoryiJournalXL2020XLffXL 13.6 11

73
znvestigationLofLsequentialLoutbreaksLofLsurkholderiaLcepaciaLandLmultidrugYresistantLextendedL
spectrumL˛†YlactamaseLproducingLKlebsiellaLspeciesLinLaLWestLrfricanLtertiaryLhospitalLneonatalLunitkL
aLretrospectiveLgenomicLanalysisZZLLancetiMicrobexiTheXL2020XLbXLebbjYebcj

22.2 11

72 uiversityLandLevolutionLofLsurfaceLpolysaccharideLsynthesisLlociLinLvnterobacterialesZLISMEiJournalXL
2020XLbeXLbhbdYbhda 11.9 10

71 ModulewinderLandLtoRegkLalternativeLtoolsLforLlinkingLgeneLexpressionLmodulesLwithLpromoterL
sequencesLmotifsLtoLuncoverLgeneLregulationLmechanismsLinLplantsZLPlantiMethodsXL2006XLcXLi 5.8 9

70 xlobalLpopulationLstructureLandLgenotypingLframeworkLforLgenomicLsurveillanceLofLtheLmajorL
dysenteryLpathogenXLShigellaLsonneiZLNatureiCommunicationsXL2021XLbcXLcgie 17.4 9

69 RecoveryLofLsmallLplasmidLsequencesLviaLOxfordLNanoporeLsequencingZLMicrobialiGenomicsXL2021XLhXL 4.4 9

68
xenomeYResolvedLMetagenomicsLandLuetailedLxeochemicalLSpeciationLrnalysesLYieldLNewLznsightsL
intoLMicrobialLMercuryLtyclingLinLxeothermalLSpringsZLAppliediandiEnvironmentaliMicrobiologyXL2020
XLigXL

4.8 8

67 MultidrugYresistantLShigellaLsonneiLcarryingLtheLplasmidYmediatedLmcrYbLgeneLinLthinaZL
InternationaliJournaliofiAntimicrobialiAgentsXL2018XLfcXLbeYcb 14.3 8

66 zdentificationLofLSalmonellaLentericaLserovarLTyphiLgenotypesLbyLuseLofLrapidLmultiplexL
ligationYdependentLprobeLamplificationZLJournaliofiClinicaliMicrobiologyXL2013XLfbXLcjfaYi 9.7 8

65
znvolvementLofLPatvXLaLprophageYencodedLrratYlikeLregulatorXLinLtheLtranscriptionalLactivationLofL
acidLresistanceLpathwaysLofLenterohemorrhagicLvscherichiaLcoliLstrainLvuLjddZLAppliediandi
EnvironmentaliMicrobiologyXL2012XLhiXLfaidYjc

4.8 8

64 zntroductionLandLestablishmentLofLfluoroquinoloneYresistantLintoLshutanZLMicrobialiGenomicsXL2015XL
bXLeaaaaec 4.4 8

63 UnicyclerkLresolvingLbacterialLgenomeLassembliesLfromLshortLandLlongLsequencingLreads 8

62 uemultiplexingLbarcodedLOxfordLNanoporeLreadsLwithLdeepLconvolutionalLneuralLnetworks 8

61 PerformanceLofLneuralLnetworkLbasecallingLtoolsLforLOxfordLNanoporeLsequencing 8

60 NeonatalLgeneticsLofLgeneLexpressionLrevealLpotentialLoriginsLofLautoimmuneLandLallergicLdiseaseL
riskZLNatureiCommunicationsXL2020XLbbXLdhgb 17.4 8

59 uirectLNanoporeLSequencingLofLmRNrLRevealsLLandscapeLofLTranscriptLzsoformsLinLrpicomplexanL
ParasitesZLMSystemsXL2021XLgXL 7.6 8

58 SilentLspreadLofLmobileLcolistinLresistanceLgeneLmcrYjZbLonLzncyzcLSsuperplasmidsSLinLclinicalL
carbapenemYresistantLvnterobacteralesZLClinicaliMicrobiologyiandiInfectionXL2021XLchXLbifgZehYbifgZebd 9.5 8

57 tharacterizationLofLtheLyehUTLtwoYcomponentLregulatoryLsystemLofLSalmonellaLentericaLSerovarL
TyphiLandLTyphimuriumZLPLoSiONEXL2013XLiXLeiefgh 3.7 7

Kat Holt

10



56 RapidLxenomicLtharacterizationLandLxlobalLSurveillanceLofLKlebsiellaLUsingLPathogenwatchZLClinicali
InfectiousiDiseasesXL2021XLhdXLSdcfYSddf 11.6 7

55
uesignLofLmultipleLsequenceLalignmentLalgorithmsLonLparallelXLdistributedLmemoryL
supercomputersZLAnnualiInternationaliConferenceiofitheiIEEEiEngineeringiiniMedicineiandiBiologyi
SocietyiIEEEiEngineeringiiniMedicineiandiBiologyiSocietyiAnnualiInternationaliConferenceXL2011XL
cabbXLjceYh

0.9 6

54 SNPParkLidentifyingLconvergentLevolutionLandLotherLhomoplasiesLfromLmicrobialLwholeYgenomeLalignments 6

53 xastrointestinalLcarriageLofLKlebsiellaLpneumoniaeLinLaLgeneralLadultLpopulationkLaLcrossYsectionalL
studyLofLriskLfactorsLandLbacterialLgenomicLdiversityZLGutiMicrobesXL2021XLbdXLbjdjfjj 8.8 6

52 rLplatformLforLleveragingLnextLgenerationLsequencingLforLroutineLmicrobiologyLandLpublicLhealthL
useZLHealthiInformationiScienceiandiSystemsXL2015XLdXLSh 5.1 5

51 uraftLxenomeLSequenceLofLaLtlinicalLzsolateLofLSerratiaLmarcescensXLStrainLryagfa_SmbZLGenomei
AnnouncementsXL2015XLdXL 5

50 senchmarkingLofLlongYreadLassemblersLforLprokaryoteLwholeLgenomeLsequencingZLF1000Research
XiXLcbdi 3.6 5

49 znsightsLfromLtheLrevisedLcompleteLgenomeLsequencesLofLstrainsLrsdahYacjeLandLrtztULbelongingL
toLglobalLclonesLbLandLcZLMicrobialiGenomicsXL2019XLfXL 4.4 5

48 tompletingLbacterialLgenomeLassembliesLwithLmultiplexLMinzONLsequencing 5

47 KaptiveLWebkLuserYfriendlyLcapsuleLandLlipopolysaccharideLserotypeLpredictionLforKlebsiellagenomes 5

46 xeneMateskLanLRLpackageLforLdetectingLhorizontalLgeneLcoYtransferLbetweenLbacteriaLusingL
geneYgeneLassociationsLcontrolledLforLpopulationLstructureZLBMCiGenomicsXL2020XLcbXLgfi 4.5 5

45 wiveLyearsLofLxenoTyphikLupdatesLtoLtheLglobalLSalmonellaLTyphiLgenotypingLframeworkZLJournaliofi
InfectiousiDiseasesXL2021XL 7 5

44 Z_zbLyybridLVirulenceLPlasmidsLtarryingLrntimicrobialLResistanceLgenesLinLTyphimuriumLfromL
rustralianLwoodLrnimalLProductionZLMicroorganismsXL2019XLhXL 4.9 4

43 uynamicsLofLtheLupperLairwayLmicrobiomeLinLtheLpathogenesisLofLasthmaYassociatedLpersistentL
wheezeLinLpreschoolLchildren 4

42 ShigellaLsonneiZLTrendsiiniMicrobiologyXL2020XLciXLgjgYgjh 12.4 4

41 xenomicLsurveillanceLofLantimicrobialLresistantLbacterialLcolonisationLandLinfectionLinLintensiveLcareL
patientsZLBMCiInfectiousiDiseasesXL2021XLcbXLgid 4 4

40 tompleteLxenomeLSequenceLofLrdiiXLanLrntibioticYResistantLrcinetobacterLbaumanniiLxlobalL
tloneLbLzsolateLfromLxreeceZLMicrobiologyiResourceiAnnouncementsXL2019XLiXL 1.3 4

39 MultipleLintroductionsLofLmultidrugYresistantLtyphoidLassociatedLwithLacuteLinfectionLandL
asymptomaticLcarriageXLKenyaZLELifeXL2021XLbaXL 8.9 4

(2021-2021)
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38 uraftLxenomeLSequencesLforLTenLSalmonellaLentericaLSerovarLTyphimuriumLPhageLTypeLbdfL
VariantsZLGenomeiAnnouncementsXL2013XLbXL 3

37 surdenLofLentericLfeverLatLthreeLurbanLsitesLinLrfricaLandLrsiakLaLmulticentreLpopulationYbasedL
studyZLTheiLancetiGlobaliHealthXL2021XLjXLebgiiYebgjg 13.6 3

36 MercuryLmethylationLbyLmetabolicallyLversatileLandLcosmopolitanLmarineLbacteria 3

35 xenomicLsurveillanceLforLhypervirulenceLandLmultiYdrugLresistanceLinLinvasiveLKlebsiellaL
pneumoniaeLfromLsouthLandLsoutheastLrsia 3

34 xastrointestinalLcarriageLisLaLmajorLreservoirLofLKZLpneumoniaeLinfectionLinLintensiveLcareLpatients 3

33 KlebsiellaLMrLuzLTypeRkLaLwebYbasedLtoolLforLKlebsiellaLidentificationLbasedLonLMrLuzYTOwLmassL
spectrometryZLResearchiiniMicrobiologyXL2021XLbhcXLbadidf 4 3

32 uistinctLincreaseLinLantimicrobialLresistanceLgenesLamongLvscherichiaLcoliLduringLfaLyearsLofL
antimicrobialLuseLinLlivestockLproductionLinLthinaZLNatureiFoodXL2022XLdXLbjhYcaf 14.4 3

31 xenomeYscaleLratesLofLevolutionaryLchangeLinLbacteria 2

30 uirectLnanoporeLsequencingLofLmRNrLrevealsLlandscapeLofLtranscriptLisoformsLinLapicomplexanLparasites 2

29 rLglobalLresourceLforLgenomicLpredictionsLofLantimicrobialLresistanceLandLsurveillanceLofL
SalmonellaLTyphiLatLPathogenwatch 2

28 xenomicLadaptationsLtoLanLendolithicLlifestyleLinLtheLcoralYassociatedLalgaLOstreobium 2

27 xenomicLsurveillanceLofLantimicrobialLresistantLbacterialLcolonisationLandLinfectionLinLintensiveLcareLpatients 2

26 PopulationLstructureLandLantimicrobialLresistanceLpatternsLofLSalmonellaLTyphiLisolatesLinL
sangladeshLfromLcaaeLtoLcabg 2

25 NeonatalLgeneticsLofLgeneLexpressionLrevealLtheLoriginsLofLautoimmuneLandLallergicLdiseaseLrisk 2

24
zdentificationLofrcinetobacterLbaumanniilociLforLcapsularLpolysaccharideLTKLULandL
lipooligosaccharideLouterLcoreLTOtLULsynthesisLinLgenomeLassembliesLusingLcuratedLreferenceL
databasesLcompatibleLwithLKaptive

2

23 vvolutionLandLgenomicLinsightLintoLmethicillinYresistantLStaphylococcusLaureusLSTjLinLthinaZL
JournaliofiAntimicrobialiChemotherapyXL2021XLhgXLbhadYbhbb 5.1 2

22
tompleteLxenomeLSequenceLofLWMjjcXLanLrntibioticYResistantLrcinetobacterLbaumanniiLxlobalL
tloneLcLTxtcULStrainLRepresentingLanLrustralianLxtcLLineageZLMicrobiologyiResourcei
AnnouncementsXL2018XLhXL

1.3 2

21 SNPParkLidentifyingLconvergentLevolutionLandLotherLhomoplasiesLfromLmicrobialLwholeYgenomeL
alignmentsZLMicrobialiGenomicsXL2021XLhXL 4.4 2
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20
rLnationwideLgenomicLstudyLofLclinicalLKlebsiellaLpneumoniaeLinLNorwayLcaabYbfkLintroductionLandL
spreadLofLvSsLsLfacilitatedLbyLclonalLgroupsLtxbfLandLtxdahZZLJournaliofiAntimicrobiali
ChemotherapyXL2021XL

5.1 2

19 zdentifyingLadaptiveLdifferencesLcouldLprovideLinsightZLNatureXL2009XLefiXLbef 50.4 1

18 vmergenceLandLrapidLglobalLdisseminationLofLtTXYMYbfYassociatedLKlebsiellaLpneumoniaeLstrainLSTdah 1

17 xenomicLevolutionLandLlocalLepidemiologyLofLfromLaLmajorLhospitalLinLseijingXLthinaXLoverLaLbfLyearL
periodkLdisseminationLofLknownLandLnovelLhighYriskLclonesZLMicrobialiGenomicsXL2019XLhXL 4.4 1

16
xenomicLanalysisLofLMycobacteriumLtuberculosisLrevealsLcomplexLetiologyLofLtuberculosisLinL
VietnamLincludingLfrequentLintroductionLandLtransmissionLofLseijingLlineageLandLpositiveLselectionL
forLvsxWLseijingLvariant

1

15 xenomicLdiversityLandLantimicrobialLresistanceLofLyaemophilusLcolonisingLtheLairwaysLofLyoungL
childrenLwithLcysticLfibrosis 1

14 LaboratoryLandLMolecularLSurveillanceLofLPaediatricLTyphoidalLSalmonellaLinLNepalkLrntimicrobialL
ResistanceLandLzmplicationsLforLVaccineLPolicy 1

13 ProtectionLconferredLbyLtyphoidLfeverLagainstLrecurrentLtyphoidLfeverLinLurbanLKolkataZLPLoSi
NeglectediTropicaliDiseasesXL2020XLbeXLeaaaifda 4.8 1

12 MultipleLintroductionsLofLmultidrugYresistantLtyphoidLassociatedLwithLacuteLinfectionLandL
asymptomaticLcarriageXLKenya 1

11 uetectionLofLplasmidLcontigsLinLdraftLgenomeLassembliesLusingLcustomizedLKrakenLdatabasesZL
MicrobialiGenomicsXL2021XLhXL 4.4 1

10 wiveLyearsLofLxenoTyphikLupdatesLtoLtheLglobalLSalmonellaLTyphiLgenotypingLframework 1

9
tommentLonkLtxcfiLKlebsiellaLpneumoniaeLisolatesLwithoutL˛†YlactamLresistanceLatLtheLonsetLofL
theLcarbapenemYresistantLvnterobacteriaceaeLepidemicLinLNewLYorkLtityZLJournaliofiAntimicrobiali
ChemotherapyXL2019XLheXLidbYidd

5.1 1

8 RecoveryLofLsmallLplasmidLsequencesLviaLOxfordLNanoporeLsequencing 1

7 xenomicLuiversityLandLrntimicrobialLResistanceLofLyaemophilusLtolonizingLtheLrirwaysLofLYoungL
thildrenLwithLtysticLwibrosisZLMSystemsXL2021XLeaabhicb 7.6 1

6 MelLgenomeLremainsLstableLafterLhLyearsLinLrustralianLfieldLpopulationsZLMicrobialiGenomicsXL2021XL
hXL 4.4 1

5 NovelLstrainsLofLKlebsiellaLafricanaLandLKlebsiellaLpneumoniaeLinLrustralianLfruitLbatsLTPteropusL
poliocephalusUZLResearchiiniMicrobiologyXL2021XLbhcXLbadihj 4 1

4
WholeLgenomeLsequenceLanalysisLofLSalmonellaLTyphiLinLPapuaLNewLxuineaLrevealsLanLestablishedL
populationLofLgenotypeLcZbZhLsensitiveLtoLantimicrobialsZZLPLoSiNeglectediTropicaliDiseasesXL2022XL
bgXLeaabadag

4.8 1

3 LinearLplasmidsLinLandLotherLZZLMicrobialiGenomicsXL2022XLiXL 4.4 1

(2022-2021)

13



2 KlebsiellaLpneumoniaeLwithLcapsuleLtypeLKgeLisLoverrepresentedLamongLinvasiveLdiseaseLinL
VietnamZLF1000ResearchXbaXLefe 3.6 0

1 PathogenLgenomicLsurveillanceLofLtyphoidalLinfectionLinLadultsLandLchildrenLrevealsLnoLassociationL
betweenLclinicalLoutcomesLandLinfectingLgenotypesZLTropicaliMedicineiandiHealthXL2020XLeiXLfi 3.4
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