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582 uvolutionaryIplasticityIandIfunctionalIversatilityIofIsαyωâαIsystemsWWIPLoSaBiologyUI2022UIbZUIecZZadha 9.7 8

581 TowardIaItheoryIofIevolutionIasImultilevelIlearningWWIProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaUI2022UIaaiUI 11.5 6

580 ThermodynamicsIofIevolutionIandItheIoriginIofIlifeWWIProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaUI2022UIaaiUI 11.5 9

579 ysIâroteinIvoldingIaIThermodynamicallyIUnfavorableUIqctiveUIunergyVtependentIârocessoWI
InternationalaJournalaofaMolecularaSciencesUI2022UIbcUI 6.3 2

578 qIthreeVorganelleIcomplexImadeIbyIwrappuαIcontactsIwithIperoxisomesIandImitochondriaI
respondsItoIliverIlipidIfluxIchangesWIJournalaofaCellaScienceUI2022UIaceUI 5.3 2

577 upistasisIatItheIωqαωVsoVVbIαeceptorVrindingItomainIynterfaceIandItheIâropitiouslyIroringI
ymplicationsIforIVaccineIuscapeWWIMBioUI2022UIeZZacebb 7.8 3

576 âhylogenomicIanalysisIofItheIdiversityIofIgraspetidesIandIproteinsIinvolvedIinItheirIbiosynthesisWWI
BiologyaDirectUI2022UIagUIg 7.2 0

575 qInovelIgroupIofInegativeVsenseIα—qIvirusesIassociatedIwithIepizooticsIinImanagedIandI
freeVrangingIfreshwaterIturtlesIinIvloridaUIUωqWWIPLoSaPathogensUI2022UIahUIeaZaZbeh 7.6

574 qlternatingIlysisIandIlysogenyIisIaIwinningIstrategyIinIbacteriophagesIdueItoIâarrondoPsIparadoxWWI
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2022UIaaiUIebaaeadeaai11.5 3

573 urratumIforIrenlerIetIalWUIKsargoIwenesIofITnV’ikeITransposonsIsompriseIanIunormousItiversityIofI
tefenseIωystemsUI–obileIweneticIulementsUIandIqntibioticIαesistanceIwenesKWWIMBioUI2022UIeZZbegbb 7.8

572 αecruitmentIofI–obileIweneticIulementsIforItiverseIsellularIvunctionsIinIârokaryotesWWIFrontiersaina
MolecularaBiosciencesUI2022UIiUIhbaaig 5.6 1

571 sargoIwenesIofITnV’ikeITransposonsIsompriseIanIunormousItiversityIofItefenseIωystemsUI–obileI
weneticIulementsUIandIqntibioticIαesistanceIwenesWIMBioUI2021UIeZbichba 7.8 1

570 TemplateIswitchingIandIduplicationsIinIωqαωVsoVVbIgenomesIgiveIriseItoIinsertionIvariantsIthatI
meritImonitoringWICommunicationsaBiologyUI2021UIdUIacdc 6.7 7

569 ViroidtrjIaIdatabaseIofIviroidsIandIviroidVlikeIcircularIα—qsWINucleicaAcidsaResearchUI2021UI 20.1 1

568 qIphylogenomicIframeworkIforIchartingItheIdiversityIandIevolutionIofIgiantIvirusesWIPLoSaBiologyUI
2021UIaiUIecZZadcZ 9.7 8

567 qnalysisIofImetagenomeVassembledIviralIgenomesIfromItheIhumanIgutIrevealsIdiverseIputativeI
srqssVlikeIphagesIwithIuniqueIgenomicIfeaturesWINatureaCommunicationsUI2021UIabUIaZdd 17.4 20

566  ngoingIwlobalIandIαegionalIqdaptiveIuvolutionIofIωqαωVsoVVbI2021UI 15
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565 ThousandsIofIpreviouslyIunknownIphagesIdiscoveredIinIwholeVcommunityIhumanIgutI
metagenomesWIMicrobiomeUI2021UIiUIgh 16.6 19

564 –itochondriaVroughVuαIcontactsIinItheIliverIregulateIsystemicIlipidIhomeostasisWICellaReportsUI2021UI
cdUIaZhhgc 10.6 21

563 yncorporatingI–achineI’earningIintoIustablishedIrioinformaticsIvrameworksWIInternationalaJournala
ofaMolecularaSciencesUI2021UIbbUI 6.3 9

562 ToxinVantitoxinIα—qIpairsIsafeguardIsαyωâαVsasIsystemsWIScienceUI2021UIcgbUI 33.3 16

561 ynsertionsIinIωqαωVsoVVbIgenomeIcausedIbyItemplateIswitchIandIduplicationsIgiveIriseItoInewI
variantsIofIpotentialIconcernI2021UI 2

560 uxpandedIdiversityIofIqsgardIarchaeaIandItheirIrelationshipsIwithIeukaryotesWINatureUI2021UIeicUIeecVeeg50.4 41

559 ωubstantialIimpactIofIpostVvaccinationIcontactsIonIcumulativeIinfectionsIduringIviralIepidemicsWI
FtsssResearchUI2021UIaZUIcae 3.6 7

558 ydentificationIofIcombinationsIofIsomaticImutationsIthatIpredictIcancerIsurvivalIandI
immunotherapyIbenefitWINARaCancerUI2021UIcUIzcabZag 5.2 1

557 TheIhealthyIhumanIviromejIfromIvirusVhostIsymbiosisItoIdiseaseWICurrentaOpinionainaVirologyUI2021UI
dgUIhfVid 7.5 9

556 —onVessentialIribosomalIproteinsIinIbacteriaIandIarchaeaIidentifiedIusingIs wsWIJournalaofa
BacteriologyUI2021UI 3.5 2

555
ωtructuralIrasisIforIaItualIvunctionIqTâIwraspI’igaseIThatIynstallsIωingleIandIricyclicIˇ�VusterI
–acrocyclesIinIaI—ewI–ulticoreIαiââI—aturalIâroductWIJournalaofatheaAmericanaChemicalaSocietyUI
2021UIadcUIhZefVhZfh

16.4 5

554 uvolutionIofIhumanIrespiratoryIvirusIepidemicsWIFtsssResearchUI2021UIaZUIddg 3.6 2

553 qllostericIqctivationIofIωqαωVsoVVbIα—qVtependentIα—qIâolymeraseIbyIαemdesivirITriphosphateI
andI therIâhosphorylatedI—ucleotidesWIMBioUI2021UIabUIeZadbcba 7.8 5

552 ωtructureVbasedIinsightsIintoIevolutionIofIrhodopsinsWICommunicationsaBiologyUI2021UIdUIhba 6.7 5

551 jIaI—ewIαealmIforIqrchaealIvilamentousIVirusesIwithI’inearIqVvormItoubleVωtrandedIt—qI
wenomesWIJournalaofaVirologyUI2021UIieUIeZZfgcba 6.6 9

550 uvolutionIofIhumanIrespiratoryIvirusIepidemicsWIFtsssResearchUI2021UIaZUIddg 3.6 2

549 TheIwreaterIVirusIWorldIandIytsIuvolutionI2021UIchVdf

548 s wIdatabaseIupdatejIfocusIonImicrobialIdiversityUImodelIorganismsUIandIwidespreadIpathogensWI
NucleicaAcidsaResearchUI2021UIdiUItbgdVtbha 20.1 84
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547 –utationVselectionIbalanceIandIcompensatoryImechanismsIinItumourIevolutionWINatureaReviewsa
GeneticsUI2021UIbbUIbeaVbfb 30.1 16

546 ωtructureIandIfunctionIofIvirionIα—qIpolymeraseIofIaIcrqssVlikeIphageWINatureUI2021UIehiUIcZfVcZi 50.4 17

545 sαyωâαidentifyjIidentificationIofIsαyωâαIarraysIusingImachineIlearningIapproachWINucleicaAcidsa
ResearchUI2021UIdiUIebZ 20.1 11

544 uvolutionIofIt—qIpackagingIinIgeneItransferIagentsWIVirusaEvolutionUI2021UIgUIveabZae 3.7 11

543
uvolutionIinItheIweakVmutationIlimitjIωtasisIperiodsIpunctuatedIbyIfastItransitionsIbetweenIsaddleI
pointsIonItheIfitnessIlandscapeWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaUI2021UIaahUI

11.5 2

542 tefenseIqgainstIVirusesIandI therIweneticIâarasitesIinIârokaryotesI2021UIfZfVfaf

541 qssessmentIofIassumptionsIunderlyingImodelsIofIprokaryoticIpangenomeIevolutionWIBMCaBiologyUI
2021UIaiUIbg 7.3 1

540  ngoingIglobalIandIregionalIadaptiveIevolutionIofIωqαωVsoVVbWIProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2021UIaahUI 11.5 74

539 uvolutionIofI–icrobialIwenomicsjIsonceptualIωhiftsIoverIaIêuarterIsenturyWITrendsainaMicrobiologyUI
2021UIbiUIehbVeib 12.4 12

538 qnIalternatingIactiveVdormitiveIstrategyIenablesIdisadvantagedIpreyItoIoutcompeteItheI
perenniallyIactiveIpreyIthroughIâarrondoPsIparadoxWIBMCaBiologyUI2021UIaiUIafh 7.3 4

537 upistasisIatItheIωqαωVsoVVbIαrtIynterfaceIandItheIâropitiouslyIroringIymplicationsIforIVaccineI
uscapeI2021UI 4

536 qIUniqueIweneI–oduleIinIqrchaeaIsenteredIonIaIxypervariableIâroteinIsontainingI
ymmunoglobulinItomainsWIFrontiersainaMicrobiologyUI2021UIabUIgbacib 5.7 0

535 –ammalianIretrovirusVlikeIproteinIâuwaZIpackagesIitsIownImα—qIandIcanIbeIpseudotypedIforI
mα—qIdeliveryWIScienceUI2021UIcgcUIhhbVhhi 33.3 45

534 ωubstantialIimpactIofIpostVvaccinationIcontactsIonIcumulativeIinfectionsIduringIviralIepidemicsWI
FtsssResearchUI2021UIaZUIcae 3.6 6

533 vishingIforIphagesIinImetagenomesjIwhatIdoIweIcatchUIwhatIdoIweImissoWICurrentaOpinionaina
VirologyUI2021UIdiUIadbVaeZ 7.5 2

532 TheIraltimoreIslassificationIofIVirusesIeZIYearsI’aterjIxowItoesIytIωtandIinItheI’ightIofIVirusI
uvolutionoWIMicrobiologyaandaMolecularaBiologyaReviewsUI2021UIheUIeZZZecba 13.2 7

531 sαyωâαclassifyjIαepeatVrasedIslassificationIofIsαyωâαI’ociWICRISPRaJournalUI2021UIdUIeehVegd 2.5 1

530 bZbaITaxonomicIupdateIofIphylumI—egarnaviricotaIQαiboviriajI rthornaviraeRUIincludingItheIlargeI
ordersIrunyaviralesIandI–ononegaviralesWIArchivesaofaVirologyUI2021UIaffUIceacVceff 2.6 10

Eugene V Koonin

4



529 sompactIα—qIeditorsIwithIsmallIsasacIproteinsWINatureaBiotechnologyUI2021UI 44.5 20

528 qncientIweneIsaptureIandIαecentIweneI’ossIωhapeItheIuvolutionIofI rthopoxvirusVxostI
ynteractionIwenesWIMBioUI2021UIabUIeZadieba 7.8 7

527 qIvastIpoolIofIlineageVspecificImicroproteinsIencodedIbyIlongInonVcodingIα—qsIinIplantsWINucleica
AcidsaResearchUI2021UIdiUIaZcbhVaZcdf 20.1 5

526 VirusesItefinedIbyItheIâositionIofItheIVirosphereIwithinItheIαeplicatorIωpaceWIMicrobiologyaanda
MolecularaBiologyaReviewsUI2021UIeZZaicbZ 13.2 7

525 uvolutionIofITypeIyVIsαyωâαVsasIωystemsjIynsightsIfromIsαyωâαI’ociIinIyntegrativeIsonjugativeI
ulementsIofWICRISPRaJournalUI2021UIdUIfefVfgb 2.5 4

524 ârogrammableIα—qItargetingIwithItheIsingleVproteinIsαyωâαIeffectorIsasgVaaWINatureUI2021UIeigUIgbZVgbe50.4 27

523 TheIwidespreadIyωbZZYyωfZeItransposonIfamilyIencodesIdiverseIprogrammableIα—qVguidedI
endonucleasesWIScienceUI2021UIcgdUIegVfe 33.3 25

522 qnalysisIofIviniteIâopulationIuvolutionI–odelsIUsingIaI–omentIslosureIqpproximationWIJournalaofa
theaPhysicalaSocietyaofaJapanUI2021UIiZUIZadhZa 1.5

521 sonflictVdrivenIevolutionI2021UIggVif

520 –odifiedIbaseVbindingIuVuIandItstIdomainsjIstrikingIdiversityIofIgenomicIcontextsIinIprokaryotesI
andIpredictedIinvolvementIinIaIvarietyIofIcellularIprocessesWIBMCaBiologyUI2020UIahUIaei 7.3 1

519 soevolutionIofIuukaryoteVlikeIVpsdIandIuωsαTVyyyIωubunitsIinItheIqsgardIqrchaeaWIMBioUI2020UIaaUI 7.8 9

518 teepIαootsIandIωplendidIroughsIofItheIwlobalIâlantIViromeWIAnnualaReviewaofaPhytopathologyUI
2020UIehUIbcVec 10.8 27

517 wenomicIdeterminantsIofIpathogenicityIinIωqαωVsoVVbIandIotherIhumanIcoronavirusesWIProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2020UIaagUIaeaicVaeaii 11.5 120

516 αesponseItoIsommentIonIKα—qVguidedIt—qIinsertionIwithIsαyωâαVassociatedItransposasesKWI
ScienceUI2020UIcfhUI 33.3 14

515 UnprecedentedItiversityIofIUniqueIsαyωâαVsasVαelatedIωystemsIandIsasaIxomologsIinIqsgardI
qrchaeaWICRISPRaJournalUI2020UIcUIaefVafc 2.5 8

514 TheIreplicationImachineryIofI’UsqjIcommonIoriginIofIt—qIreplicationIandItranscriptionWIBMCa
BiologyUI2020UIahUIfa 7.3 22

513 ynterplayIbetweenIt—qIdamageIrepairIandIapoptosisIshapesIcancerIevolutionIthroughIaneuploidyI
andImicrosatelliteIinstabilityWINatureaCommunicationsUI2020UIaaUIabcd 17.4 11

512 wlobalI rganizationIandIâroposedI–egataxonomyIofItheIVirusIWorldWIMicrobiologyaandaMoleculara
BiologyaReviewsUI2020UIhdUI 13.2 178
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511 slassificationIandI—omenclatureIofI–etacaspasesIandIâaracaspasesjI—oI–oreIsonfusionIwithI
saspasesWIMolecularaCellUI2020UIggUIibgVibi 17.6 35

510 –appingIsαyωâαIspaceromesIrevealsIvastIhostVspecificIviromesIofIprokaryotesWICommunicationsa
BiologyUI2020UIcUIcba 6.7 17

509 TheIcrqssVlikeIâhageIwroupjIxowI–etagenomicsIαeshapedItheIxumanIViromeWITrendsaina
MicrobiologyUI2020UIbhUIcdiVcei 12.4 30

508 âredatorItormancyIisIaIωtableIqdaptiveIωtrategyIdueItoIâarrondoPsIâaradoxWIAdvancedaScienceUI
2020UIgUIaiZaeei 13.6 34

507 wameVTheoreticalI–odelingIofIynterviralIsonflictsI–ediatedIbyI–iniVsαyωâαIqrraysWIFrontiersaina
MicrobiologyUI2020UIaaUIcha 5.7 4

506 jIaIVirusIâhylumIUnifyingIωevenIvamiliesIofIαepVuncodingIVirusesIwithIωingleVωtrandedUIsircularI
t—qIwenomesWIJournalaofaVirologyUI2020UIidUI 6.6 47

505 qI—ewIvamilyIofIt—qIVirusesIsausingItiseaseIinIsrustaceansIfromItiverseIqquaticIriomesWIMBioUI
2020UIaaUI 7.8 32

504 vixationIârobabilityIofIaI–utantIinItheIWrightâ��visherI–odelIunderIωtrongIωelectionIandIvluctuatingI
vitnessI’andscapeWIJournalaofatheaPhysicalaSocietyaofaJapanUI2020UIhiUIaZdhZb 1.5

503 TheIuvolutionaryI riginsIofI’ifeIandIteathI2020UI 7

502 sαyωâαIqrraysIqwayIfromIwenesWICRISPRaJournalUI2020UIcUIeceVedi 2.5 7

501 wenomicIdeterminantsIofIpathogenicityIinIωqαωVsoVVbIandIotherIhumanIcoronavirusesI2020UI 10

500 uvolutionIofIxumanIαespiratoryIVirusIupidemicsI2020UI 7

499 ωubstantialIympactIofIâostIVaccinationIsontactsIonIsumulativeIynfectionsIduringIViralIupidemicsI
2020UI 5

498 âhagesIbuildIantiVdefenceIbarriersWINatureaMicrobiologyUI2020UIeUIhVi 26.6 4

497 uvolutionaryIclassificationIofIsαyωâαVsasIsystemsjIaIburstIofIclassIbIandIderivedIvariantsWINaturea
ReviewsaMicrobiologyUI2020UIahUIfgVhc 22.2 545

496 uvolutionIofIaImajorIvirionIproteinIofItheIgiantIpandoravirusesIfromIanIinactivatedIbacterialI
glycosideIhydrolaseWIVirusaEvolutionUI2020UIfUIveaaZei 3.7 8

495 teepIphylogenyIofIcancerIdriversIandIcompensatoryImutationsWICommunicationsaBiologyUI2020UIcUIeea 6.7 7

494 ωeekerjIalignmentVfreeIidentificationIofIbacteriophageIgenomesIbyIdeepIlearningWINucleicaAcidsa
ResearchUI2020UIdhUIeaba 20.1 19
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493 vunctionalI’ongI—onVcodingIα—qsIuvolveIfromIzunkITranscriptsWICellUI2020UIahcUIaaeaVaafa 56.2 59

492 toublingIofItheIknownIsetIofIα—qIvirusesIbyImetagenomicIanalysisIofIanIaquaticIviromeWINaturea
MicrobiologyUI2020UIeUIabfbVabgZ 26.6 50

491 TheI’UsqIandIitsIcomplexIviromeWINatureaReviewsaMicrobiologyUI2020UIahUIffaVfgZ 22.2 27

490 ωelectionIforIαeducingIunergyIsostIofIâroteinIâroductionItrivesItheIwsIsontentIandIqminoIqcidI
sompositionIriasIinIweneITransferIqgentsWIMBioUI2020UIaaUI 7.8 5

489 âredictionIofItheIincubationIperiodIforIs VytVaiIandIfutureIvirusIdiseaseIoutbreaksWIBMCaBiologyUI
2020UIahUIahf 7.3 10

488 âhageIlysisVlysogenyIswitchesIandIprogrammedIcellIdeathjItanseImacabreWIBioEssaysUI2020UIdbUIebZZZaad4.1 9

487 –achineVlearningIapproachIexpandsItheIrepertoireIofIantiVsαyωâαIproteinIfamiliesWINaturea
CommunicationsUI2020UIaaUIcghd 17.4 21

486 uvolutionaryIandIfunctionalIclassificationIofItheIsqαvIdomainIsuperfamilyUIkeyIsensorsIinI
prokaryoticIantivirusIdefenseWINucleicaAcidsaResearchUI2020UIdhUIhhbhVhhdg 20.1 21

485 uvolutionIofIregulatoryIsignaturesIinIprimateIcorticalIneuronsIatIcellVtypeIresolutionWIProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2020UIaagUIbhdbbVbhdcb 11.5 1

484 tiverseIenzymaticIactivitiesImediateIantiviralIimmunityIinIprokaryotesWIScienceUI2020UIcfiUIaZggVaZhd 33.3 78

483 —oIwavesIofIintelligentIdesignWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesa
ofaAmericaUI2020UIaagUIaifciVaifdZ 11.5 1

482 ViralIrhodopsinsIaIare´ anIuniqueIfamilyIofIlightVgatedIcationIchannelsWINatureaCommunicationsUI
2020UIaaUIegZg 17.4 14

481 uvolutionaryIentanglementIofImobileIgeneticIelementsIandIhostIdefenceIsystemsjIgunsIforIhireWI
NatureaReviewsaGeneticsUI2020UIbaUIaaiVaca 30.1 77

480 slassifyIvirusesIVItheIgainIisIworthItheIpainWINatureUI2019UIeffUIcahVcbZ 50.4 78

479 TranslationalIcouplingIviaIterminationVreinitiationIinIarchaeaIandIbacteriaWINatureaCommunicationsUI
2019UIaZUIdZZf 17.4 21

478 ωystematicIpredictionIofIfunctionallyIlinkedIgenesIinIbacterialIandIarchaealIgenomesWINaturea
ProtocolsUI2019UIadUIcZacVcZca 18.8 12

477  riginIofIprogrammedIcellIdeathIfromIantiviralIdefenseoWIProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaUI2019UIaafUIafafgVafafi 11.5 5

476 KeyIroleIofIrecombinationIinIevolutionaryIprocessesIwithImigrationIbetweenItwoIhabitatsWIPhysicala
ReviewaEUI2019UIaZZUIZcZdZa 2.4 2

(2019-2020)

7



475 ungineeringIofIsαyωâαVsasabbIforIhumanIgenomeIeditingWINatureaCommunicationsUI2019UIaZUIbab 17.4 149

474 sαyωâαjIaInewIprincipleIofIgenomeIengineeringIlinkedItoIconceptualIshiftsIinIevolutionaryIbiologyWI
BiologyaandaPhilosophyUI2019UIcdUIi 1.7 17

473 –ultiplicativeIfitnessUIrapidIhaplotypeIdiscoveryUIandIfitnessIdecayIexplainIevolutionIofIhumanI
–xsWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2019UIaafUIadZihVadaZd11.5 12

472 α—qVguidedIt—qIinsertionIwithIsαyωâαVassociatedItransposasesWIScienceUI2019UIcfeUIdhVec 33.3 232

471  riginIofIvirusesjIprimordialIreplicatorsIrecruitingIcapsidsIfromIhostsWINatureaReviewsaMicrobiologyUI
2019UIagUIddiVdeh 22.2 85

470 sαyωâαVsasIinImobileIgeneticIelementsjIcounterVdefenceIandIbeyondWINatureaReviewsaMicrobiologyUI
2019UIagUIeacVebe 22.2 105

469 qntimicrobialIâeptidesUIâolymorphicIToxinsUIandIωelfV—onselfIαecognitionIωystemsIinIqrchaeajIanI
UntappedIqrmoryIforIyntermicrobialIsonflictsWIMBioUI2019UIaZUI 7.8 23

468 ynIsilicoIlearningIofItumorIevolutionIthroughImutationalItimeIseriesWIProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2019UIaafUIieZaVieaZ 11.5 11

467 âredictedIhighlyIderivedIclassIaIsαyωâαVsasIsystemIinIxaloarchaeaIcontainingIdivergedIsaseIandI
sasgIhomologsIbutInoIsαyωâαIarrayWIFEMSaMicrobiologyaLettersUI2019UIcffUI 2.9 9

466
UnexpectedIconnectionsIbetweenItypeIVyVrIsαyωâαVsasIsystemsUIbacterialInaturalIcompetenceUI
ubiquitinIsignalingInetworkIandIt—qImodificationIthroughIaIdistinctIfamilyIofImembraneIproteinsWI
FEMSaMicrobiologyaLettersUI2019UIcffUI

2.9 9

465
αeplyItoIxolmesIandItuchˆ“neUIKsanIωequenceIâhylogeniesIωafelyIynferItheI riginIofItheIwlobalI
ViromeoKjIteepIâhylogeneticIqnalysisIofIα—qIVirusesIysIxighlyIshallengingIbutI—otI–eaninglessWI
MBioUI2019UIaZUI

7.8 9

464 VirusIwenomesIfromIteepIωeaIωedimentsIuxpandItheI ceanI–egaviromeIandIωupportI
yndependentI riginsIofIViralIwigantismWIMBioUI2019UIaZUI 7.8 44

463  riginsIandIevolutionIofIsαyωâαVsasIsystemsWIPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesUI2019UIcgdUIbZahZZhg 5.8 126

462 wenomeIandIunvironmentalIqctivityIofIaIVirusIandIytsIVirophagesWIFrontiersainaMicrobiologyUI2019UI
aZUIgZc 5.7 11

461 wrammarIofIproteinIdomainIarchitecturesWIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaUI2019UIaafUIcfcfVcfde 11.5 23

460 TowardsIfunctionalIcharacterizationIofIarchaealIgenomicIdarkImatterWIBiochemicalaSocietya
TransactionsUI2019UIdgUIchiVcih 5.1 16

459 qlleleIfixationIprobabilityIinIaI–oranImodelIwithIfluctuatingIfitnessIlandscapesWIPhysicalaReviewaEUI
2019UIiiUIZbbdZg 2.4 3

458 αeplyItoIPuvolutionaryIplacementIofI–ethanonatronarchaeiaPWINatureaMicrobiologyUI2019UIdUIefZVefa 26.6 2
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457 somparativeIgenomicsIandIevolutionIofItransVactivatingIα—qsIinIslassIbIsαyωâαVsasIsystemsWIRNAa
BiologyUI2019UIafUIdceVddh 4.8 20

456 âroteomicIandIgenomicIsignaturesIofIrepeatIinstabilityIinIcancerIandIadjacentInormalItissuesWI
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2019UIaafUIafihgVafiif11.5 6

455 ωelectionIandIwenomeIâlasticityIasItheIKeyIvactorsIinItheIuvolutionIofIracteriaWIPhysicalaReviewaXUI
2019UIiUI 9.1 5

454 –ultipleIoriginsIofIprokaryoticIandIeukaryoticIsingleVstrandedIt—qIvirusesIfromIbacterial´ andI
archaealIplasmidsWINatureaCommunicationsUI2019UIaZUIcdbe 17.4 55

453 ydentificationIofItephosphoVsoenzymeIqIQtephosphoVsoqRIKinaseIinIThermococcusIkodakarensisI
andIulucidationIofItheIuntireIsoqIriosynthesisIâathwayIinIqrchaeaWIMBioUI2019UIaZUI 7.8 7

452  nItheIfeasibilityIofIsaltationalIevolutionWIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaUI2019UIaafUIbaZfhVbaZge 11.5 7

451 UniqueIstructureIandIfunctionIofIviralIrhodopsinsWINatureaCommunicationsUI2019UIaZUIdici 17.4 29

450 qIuniqueIinsertIinItheIgenomesIofIhighVriskIhumanIpapillomavirusesIwithIaIpredictedIdualIroleIinI
conferringIoncogenicIriskWIFtsssResearchUI2019UIhUIaZZZ 3.6 7

449 qIuniqueIinsertIinItheIgenomesIofIhighVriskIhumanIpapillomavirusesIwithIaIpredictedIdualIroleIinI
conferringIoncogenicIriskWIFtsssResearchUI2019UIhUIaZZZ 3.6 13

448 wenomeVWideIsomparativeIqnalysisIofIâhylogeneticITreesjITheIârokaryoticIvorestIofI’ifeWIMethodsa
inaMolecularaBiologyUI2019UIaiaZUIbdaVbfi 1.4 3

447 yntegratedImobileIgeneticIelementsIinIThaumarchaeotaWIEnvironmentalaMicrobiologyUI2019UIbaUIbZefVbZgh5.2 19

446 ’amarckianIorInotUIsαyωâαVsasIisIanIelaborateIengineIofIdirectedIevolutionWIBiologyaandaPhilosophyUI
2019UIcdUIa 1.7

445 αeplyItoIxedrickIandIKlitzjIxighIhaplotypeIdiscoveryIrateIinItheIx’qIlocusWIProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2019UIaafUIbcchhVbcchi 11.5 1

444 srossingIfitnessIvalleysIviaIdoubleIsubstitutionsIwithinIcodonsWIBMCaBiologyUI2019UIagUIaZe 7.3 1

443 weneIgainIandIlossIpushIprokaryotesIbeyondItheIhomologousIrecombinationIbarrierIandIaccelerateI
genomeIsequenceIdivergenceWINatureaCommunicationsUI2019UIaZUIecgf 17.4 24

442 VirusVborneIminiVsαyωâαIarraysIareIinvolvedIinIinterviralIconflictsWINatureaCommunicationsUI2019UI
aZUIebZd 17.4 27

441 sαyωâαVsasjIsomplexIvunctionalI—etworksIandI–ultipleIαolesIbeyondIqdaptiveIymmunityWIJournala
ofaMolecularaBiologyUI2019UIdcaUIcVbZ 6.5 41

440 –inimumIynformationIaboutIanIUncultivatedIVirusIwenomeIQ–yUViwRWINatureaBiotechnologyUI2019UI
cgUIbiVcg 44.5 180

(2019-2019)
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439 —ewIarchaealIvirusesIdiscoveredIbyImetagenomicIanalysisIofIviralIcommunitiesIinIenrichmentI
culturesWIEnvironmentalaMicrobiologyUI2019UIbaUIbZZbVbZad 5.2 11

438 uvolutionIofItheI’argeI—ucleocytoplasmicIt—qIVirusesIofIuukaryotesIandIsonvergentI riginsIofI
ViralIwigantismWIAdvancesainaVirusaResearchUI2019UIaZcUIafgVbZb 10.7 80

437 vunctionallyIdiverseItypeIVIsαyωâαVsasIsystemsWIScienceUI2019UIcfcUIhhVia 33.3 169

436 –icrobialIgenomeIanalysisjItheIs wIapproachWIBriefingsainaBioinformaticsUI2019UIbZUIaZfcVaZgZ 13.4 80

435 TowardsIphysicalIprinciplesIofIbiologicalIevolutionWIPhysicaaScriptaUI2018UIicUIZdcZZa 2.6 15

434 qntiVsαyωâαIproteinsIencodedIbyIarchaealIlyticIvirusesIinhibitIsubtypeIyVtIimmunityWINaturea
MicrobiologyUI2018UIcUIdfaVdfi 26.6 87

433 uvolutionIofIwenomeIqrchitectureIinIqrchaeajIωpontaneousIwenerationIofIaI—ewIshromosomeIinI
xaloferaxIvolcaniiWIMolecularaBiologyaandaEvolutionUI2018UIceUIaheeVahfh 8.3 12

432 TaxonomyIofItheIfamilyIqrenaviridaeIandItheIorderIrunyaviralesjIupdateIbZahWIArchivesaofaVirologyUI
2018UIafcUIbbieVbcaZ 2.6 108

431  rterviralesjI—ewIVirusI rderIUnifyingIviveIvamiliesIofIαeverseVTranscribingIVirusesWIJournalaofa
VirologyUI2018UIibUI 6.6 56

430 TaxonomyIofItheIorderI–ononegaviralesjIupdateIbZahWIArchivesaofaVirologyUI2018UIafcUIbbhcVbbid 2.6 111

429 âhyleticItistributionIandI’ineageVωpecificItomainIqrchitecturesIofIqrchaealITwoVsomponentI
ωignalITransductionIωystemsWIJournalaofaBacteriologyUI2018UIbZZUI 3.5 29

428 VastIdiversityIofIprokaryoticIvirusIgenomesIencodingIdoubleIjellyVrollImajorIcapsidIproteinsI
uncoveredIbyIgenomicIandImetagenomicIsequenceIanalysisWIVirologyaJournalUI2018UIaeUIfg 6.1 35

427 sasacdIysIaIsompactIα—qVTargetingITypeIVyIsαyωâαIuffectorIâositivelyI–odulatedIbyIaI
WY’VtomainVsontainingIqccessoryIâroteinWIMolecularaCellUI2018UIgZUIcbgVcciWee 17.6 215

426 tiscoveryIofI ligonucleotideIωignalingI–ediatedIbyIsαyωâαVqssociatedIâolymerasesIωolvesITwoI
âuzzlesIbutI’eavesIanIunigmaWIACSaChemicalaBiologyUI2018UIacUIcZiVcab 4.9 25

425 TheIdepthsIofIvirusIexaptationWICurrentaOpinionainaVirologyUI2018UIcaUIaVh 7.5 41

424 âroteomicIqnalysisIofI–ethanonatronarchaeumIthermophilumIq–uTaUIaIαepresentativeIofIaI
âutativeI—ewIslassIofIuuryarchaeotaUIK–ethanonatronarchaeiaKWIGenesUI2018UIiUI 4.2 5

423 rioinformaticsI–eetsIVirologyjITheIuuropeanIVirusIrioinformaticsIsenterPsIωecondIqnnualI
–eetingWIVirusesUI2018UIaZUI 6.2 4

422 xowIgeneticIparasitesIpersistIdespiteItheIpurgeIofInaturalIselectionWIEurophysicsaLettersUI2018UIabbUIehZZa1.6 5
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421 âhysicalIfoundationsIofIbiologicalIcomplexityWIProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaUI2018UIaaeUIuhfghVuhfhg 11.5 46

420 xuntingIforITreasureIshestsIinI–icrobialItefenseIyslandsWIMolecularaCellUI2018UIgZUIgfaVgfb 17.6 6

419 sancerVmutationInetworkIandItheInumberIandIspecificityIofIdriverImutationsWIProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2018UIaaeUIufZaZVufZai 11.5 41

418 âurifyingIandIpositiveIselectionIinItheIevolutionIofIstopIcodonsWIScientificaReportsUI2018UIhUIibfZ 4.9 14

417 qIdistinctIabundantIgroupIofImicrobialIrhodopsinsIdiscoveredIusingIfunctionalImetagenomicsWI
NatureUI2018UIeehUIeieVeii 50.4 106

416
–ethanonatronarchaeumIthermophilumIgenWInovWUIspWInovWIandIPsandidatusI–ethanohalarchaeumI
thermophilumPUIextremelyIhaloQnatronoRphilicImethylVreducingImethanogensIfromIhypersalineI
lakesIcomprisingIaInewIeuryarchaealIclassI–ethanonatronarchaeiaIclassisInovWIInternationalaJournala
ofaSystematicaandaEvolutionaryaMicrobiologyUI2018UIfhUIbaiiVbbZh

2.2 43

415 VirusesIofIarchaeajIωtructuralUIfunctionalUIenvironmentalIandIevolutionaryIgenomicsWIVirusaResearch
UI2018UIbddUIahaVaic 6.4 107

414 –etagenomicsIreshapesItheIconceptsIofIα—qIvirusIevolutionIbyIrevealingIextensiveIhorizontalI
virusItransferWIVirusaResearchUI2018UIbddUIcfVeb 6.4 113

413 tiscoveryIofIanIexpansiveIbacteriophageIfamilyIthatIincludesItheImostIabundantIvirusesIfromItheI
humanIgutWINatureaMicrobiologyUI2018UIcUIchVdf 26.6 148

412 –ultipleIevolutionaryIoriginsIofIgiantIvirusesWIFtsssResearchUI2018UIgUI 3.6 49

411 sriticalityIinItumorIevolutionIandIclinicalIoutcomeWIProceedingsaofatheaNationalaAcademyaofaSciencesa
ofatheaUnitedaStatesaofaAmericaUI2018UIaaeUIuaaaZaVuaaaaZ 11.5 13

410 ωtableIcoevolutionaryIregimesIforIgeneticIparasitesIandItheirIhostsjIyouImustIdifferItoIcoevolveWI
BiologyaDirectUI2018UIacUIbg 7.2 6

409  riginsIandIuvolutionIofItheIwlobalIα—qIViromeWIMBioUI2018UIiUI 7.8 219

408 qIuniqueIroleIforIt—qIQhydroxyRmethylationIinIepigeneticIregulationIofIhumanIinhibitoryIneuronsWI
ScienceaAdvancesUI2018UIdUIeaaufaiZ 14.3 46

407  penIquestionsjIsαyωâαIbiologyWIBMCaBiologyUI2018UIafUIie 7.3 7

406 qntiVsαyωâαsIonItheImarchWIScienceUI2018UIcfbUIaefVaeg 33.3 16

405 qIαeverseITranscriptaseVsasaIvusionIâroteinIsontainsIaIsasfItomainIαequiredIforIrothIsαyωâαI
α—qIriogenesisIandIα—qIωpacerIqcquisitionWIMolecularaCellUI2018UIgbUIgZZVgadWeh 17.6 16

404 slassificationIandI—omenclatureIofIsαyωâαVsasIωystemsjIWhereIfromIxereoWICRISPRaJournalUI2018UI
aUIcbeVccf 2.5 140

(2018-2018)
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403 ωystematicIpredictionIofIgenesIfunctionallyIlinkedItoIsαyωâαVsasIsystemsIbyIgeneIneighborhoodI
analysisWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2018UIaaeUIuecZgVuecaf11.5 80

402 ustimationIofIuniversalIandItaxonVspecificIparametersIofIprokaryoticIgenomeIevolutionWIPLoSaONEUI
2018UIacUIeZaieega 3.7 5

401 –yosinVdrivenItransportInetworkIinIplantsWIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaUI2017UIaadUIuacheVuacid 11.5 35

400 tiversityIandIevolutionIofIclassIbIsαyωâαVsasIsystemsWINatureaReviewsaMicrobiologyUI2017UIaeUIafiVahb 22.2 516

399 ωnapωhotjIslassIbIsαyωâαVsasIωystemsWICellUI2017UIafhUIcbhVcbhWea 56.2 97

398 ωnapωhotjIslassIaIsαyωâαVsasIωystemsWICellUI2017UIafhUIidfVidfWea 56.2 75

397 –ultipleIoriginsIofIviralIcapsidIproteinsIfromIcellularIancestorsWIProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2017UIaadUIubdZaVubdaZ 11.5 140

396 uvolutionIofIα—qVIandIt—qVguidedIantivirusIdefenseIsystemsIinIprokaryotesIandIeukaryotesjI
commonIancestryIvsIconvergenceWIBiologyaDirectUI2017UIabUIe 7.2 53

395 —ucleicIacidIdetectionIwithIsαyωâαVsasacaYsbcbWIScienceUI2017UIcefUIdchVddb 33.3 1240

394 qInetworkIperspectiveIonItheIvirusIworldWICommunicativeaandaIntegrativeaBiologyUI2017UIaZUIeabiffad 1.7 24

393 sasposonsjImobileIgeneticIelementsIthatIgaveIriseItoItheIsαyωâαVsasIadaptationImachineryWI
CurrentaOpinionainaMicrobiologyUI2017UIchUIcfVdc 7.9 62

392 —ovelIqbundantI ceanicIVirusesIofIUnculturedI–arineIwroupIyyIuuryarchaeotaWICurrentaBiologyUI
2017UIbgUIacfbVacfh 6.3 54

391 souplingIimmunityIandIprogrammedIcellIsuicideIinIprokaryotesjI’ifeVorVdeathIchoicesWIBioEssaysUI
2017UIciUIaVi 4.1 54

390 tiscoveryIofIextremelyIhalophilicUImethylVreducingIeuryarchaeaIprovidesIinsightsIintoItheI
evolutionaryIoriginIofImethanogenesisWINatureaMicrobiologyUI2017UIbUIagZha 26.6 126

389 tiversityUIclassificationIandIevolutionIofIsαyωâαVsasIsystemsWICurrentaOpinionainaMicrobiologyUI2017UI
cgUIfgVgh 7.9 720

388 wiantIvirusesIwithIanIexpandedIcomplementIofItranslationIsystemIcomponentsWIScienceUI2017UIcefUIhbVhe33.3 148

387 αeconstructionIofItheIevolutionIofImicrobialIdefenseIsystemsWIBMCaEvolutionaryaBiologyUI2017UIagUIid 3 27

386 xomologousIsapsidIâroteinsITestifyItoItheIsommonIqncestryIofIαetrovirusesUIsaulimovirusesUI
âseudovirusesUIandI–etavirusesWIJournalaofaVirologyUI2017UIiaUI 6.6 21
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385 sonsensusIstatementjIVirusItaxonomyIinItheIageIofImetagenomicsWINatureaReviewsaMicrobiologyUI
2017UIaeUIafaVafh 22.2 375

384 sasacbIysIaITypeIVyVrIsαyωâαVqssociatedIα—qVwuidedIα—aseItifferentiallyIαegulatedIbyIqccessoryI
âroteinsIssxbgIandIssxbhWIMolecularaCellUI2017UIfeUIfahVfcZWeg 17.6 294

383 –obileIweneticIulementsIandIuvolutionIofIsαyωâαVsasIωystemsjIqllItheIWayIThereIandIrackWI
GenomeaBiologyaandaEvolutionUI2017UIiUIbhabVbhbe 3.9 83

382 ωelectionIonIstartIcodonsIinIprokaryotesIandIpotentialIcompensatoryInucleotideIsubstitutionsWI
ScientificaReportsUI2017UIgUIabdbb 4.9 18

381 âhylogenomicsIofIsasdIfamilyInucleasesWIBMCaEvolutionaryaBiologyUI2017UIagUIbcb 3 36

380 sellularIoriginIofItheIviralIcapsidVlikeIbacterialImicrocompartmentsWIBiologyaDirectUI2017UIabUIbe 7.2 8

379 ynevitabilityIofItheIemergenceIandIpersistenceIofIgeneticIparasitesIcausedIbyIevolutionaryI
instabilityIofIparasiteVfreeIstatesWIBiologyaDirectUI2017UIabUIca 7.2 35

378  riginIandIuvolutionIofItheIUniversalIweneticIsodeWIAnnualaReviewaofaGeneticsUI2017UIeaUIdeVfb 14.5 85

377 TheIsαyωâαIωpacerIωpaceIysItominatedIbyIωequencesIfromIωpeciesVωpecificI–obilomesWIMBioUI2017UI
hUI 7.8 122

376 qTwsIdatabaseIandIqTwsVs wsjIanIupdatedIresourceIforImicroVIandImacroVevolutionaryIstudiesIofI
prokaryoticIgenomesIandIproteinIfamilyIannotationWINucleicaAcidsaResearchUI2017UIdeUItbaZVtbah 20.1 26

375 qdaptationIofImα—qIstructureItoIcontrolIproteinIfoldingWIRNAaBiologyUI2017UIadUIafdiVafed 4.8 15

374 αecruitmentIofIsαyωâαVsasIsystemsIbyITngVlikeItransposonsWIProceedingsaofatheaNationalaAcademya
ofaSciencesaofatheaUnitedaStatesaofaAmericaUI2017UIaadUIugcehVugcff 11.5 106

373 TheIenigmaticIarchaealIvirosphereWINatureaReviewsaMicrobiologyUI2017UIaeUIgbdVgci 22.2 102

372  nItheI riginIofIαeverseITranscriptaseVUsingIsαyωâαVsasIωystemsIandITheirIxyperdiverseUI
unigmaticIωpacerIαepertoiresWIMBioUI2017UIhUI 7.8 34

371 âolintonsUIvirophagesIandItranspovironsjIaItangledIwebIlinkingIvirusesUItransposonsIandIimmunityWI
CurrentaOpinionainaVirologyUI2017UIbeUIgVae 7.5 35

370 tisentanglingItheIeffectsIofIselectionIandIlossIbiasIonIgeneIdynamicsWIProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2017UIaadUIuefafVuefbd 11.5 30

369 TheIcomplexIdomainIarchitectureIofIωq–tiIfamilyIproteinsUIpredictedIωTq—tVlikeI—TâasesUI
suggestsInewIlinksItoIinflammationIandIapoptosisWIBiologyaDirectUI2017UIabUIac 7.2 30

368 uvolutionaryIwenomicsIofItefenseIωystemsIinIqrchaeaIandIracteriaWIAnnualaReviewaofaMicrobiologyUI
2017UIgaUIbccVbfa 17.5 149

(2017-2017)
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367 ârokaryoticIVirusI rthologousIwroupsIQpV wsRjIaIresourceIforIcomparativeIgenomicsIandIproteinI
familyIannotationWINucleicaAcidsaResearchUI2017UIdeUItdiaVtdih 20.1 189

366 âroposedIαoleIforIKaisV’ikeIqTâasesIasI–ajorIωignalITransductionIxubsIinIqrchaeaWIMBioUI2017UIhUI 7.8 9

365 uxtremeIteviationsIfromIuxpectedIuvolutionaryIαatesIinIqrchaealIâroteinIvamiliesWIGenomeaBiologya
andaEvolutionUI2017UIiUIbgiaVbhaa 3.9 6

364 vrozenIqccidentIâushingIeZjIωtereochemistryUIuxpansionUIandIshanceIinItheIuvolutionIofItheI
weneticIsodeWILifeUI2017UIgUI 3 33

363 uvolutionaryIswitchesIbetweenItwoIserineIcodonIsetsIareIdrivenIbyIselectionWIProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2016UIaacUIacaZiVacaac 11.5 18

362 αoleIofImα—qIstructureIinItheIcontrolIofIproteinIfoldingWINucleicaAcidsaResearchUI2016UIddUIaZhihVaZiaa 20.1 54

361 VirusesIandImobileIelementsIasIdriversIofIevolutionaryItransitionsWIPhilosophicalaTransactionsaofathea
RoyalaSocietyaB:aBiologicalaSciencesUI2016UIcgaUI 5.8 81

360 âositiveIandIstronglyIrelaxedIpurifyingIselectionIdriveItheIevolutionIofIrepeatsIinIproteinsWINaturea
CommunicationsUI2016UIgUIacegZ 17.4 17

359 ynevitabilityIofIweneticIâarasitesWIGenomeaBiologyaandaEvolutionUI2016UIhUIbhefVbhfi 3.9 53

358 TheItoubleVωtrandedIt—qIVirosphereIasIaI–odularIxierarchicalI—etworkIofIweneIωharingWIMBioUI
2016UIgUI 7.8 115

357 sbcbIisIaIsingleVcomponentIprogrammableIα—qVguidedIα—qVtargetingIsαyωâαIeffectorWIScienceUI
2016UIcecUIaafeegc 33.3 1037

356 zustIhowI’amarckianIisIsαyωâαVsasIimmunityjItheIcontinuumIofIevolvabilityImechanismsWIBiologya
DirectUI2016UIaaUIi 7.2 24

355 αecentI–obilityIofIsasposonsUIωelfVωynthesizingITransposonsIatItheI riginIofItheIsαyωâαVsasI
ymmunityWIGenomeaBiologyaandaEvolutionUI2016UIhUIcgeVhf 3.9 26

354 TheImeaningIofIbiologicalIinformationWIPhilosophicalaTransactionsaSeriesaAnaMathematicalnaPhysicalna
andaEngineeringaSciencesUI2016UIcgdUI 3 31

353 ωelfVsynthesizingItransposonsjIunexpectedIkeyIplayersIinItheIevolutionIofIvirusesIandIdefenseI
systemsWICurrentaOpinionainaMicrobiologyUI2016UIcaUIbeVcc 7.9 46

352
qreIvirusesIaliveoITheIreplicatorIparadigmIshedsIdecisiveIlightIonIanIoldIbutImisguidedIquestionWI
StudiesainaHistoryaandaPhilosophyaofaScienceaPartaC:StudiesainaHistoryaandaPhilosophyaofaBiologicalaanda
BiomedicalaSciencesUI2016UIeiUIabeVcd

0.6 69

351 TwoIfundamentallyIdifferentIclassesIofImicrobialIgenesWINatureaMicrobiologyUI2016UIbUIafbZh 26.6 26

350 UniversalIgenomeIcuttersjIfromIselfishIgeneticIelementsItoIantivirusIdefenceIandIgenomeIeditingI
toolsWIBiochemistUI2016UIchUIdVi 0.5
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349 xorizontalIgeneItransferjIessentialityIandIevolvabilityIinIprokaryotesUIandIrolesIinIevolutionaryI
transitionsWIFtsssResearchUI2016UIeUI 3.6 89

348
vusionIofIaIsuperfamilyIaIhelicaseIandIanIinactivatedIt—qIpolymeraseIisIaIsignatureIofIcommonI
evolutionaryIhistoryIofIâolintonsUIpolintonVlikeIvirusesUITlraItransposonsIandItranspovironsWIVirusa
EvolutionUI2016UIbUIvewZai

3.7 8

347 tiversityIandIuvolutionIofITypeIyVIpiliIωystemsIinIqrchaeaWIFrontiersainaMicrobiologyUI2016UIgUIffg 5.7 65

346 qctivationIinducedIdeaminaseImutationalIsignatureIoverlapsIwithIspwImethylationIsitesIinI
follicularIlymphomaIandIotherIcancersWIScientificaReportsUI2016UIfUIchacc 4.9 18

345 ωplendorIandImiseryIofIadaptationUIorItheIimportanceIofIneutralInullIforIunderstandingIevolutionWI
BMCaBiologyUI2016UIadUIaad 7.3 64

344 wermlineIviralIKfossilsKIguideIinIsilicoIreconstructionIofIaImidVsenozoicIeraImarsupialI
adenoVassociatedIvirusWIScientificaReportsUI2016UIfUIbhife 4.9 24

343 VirologyjIqIparasitePsIparasiteIsavesIhostPsIneighboursWINatureUI2016UIedZUIbZdVbZe 50.4 9

342 TheIgenomeIofIqαiUIaIgiantItransducingIracillusIphageIencodingItwoImultisubunitIα—qI
polymerasesWIVirologyUI2016UIdieUIaheVif 3.6 42

341 ωubstantialIt—qImethylationIdifferencesIbetweenItwoImajorIneuronalIsubtypesIinIhumanIbrainWI
NucleicaAcidsaResearchUI2016UIddUIbeicVfab 20.1 65

340 srystalIωtructureIofIspfaIinIsomplexIwithIwuideIα—qIandITargetIt—qWICellUI2016UIafeUIidiVfb 56.2 362

339 ripartiteI—etworkIqnalysisIofItheIqrchaealIVirospherejIuvolutionaryIsonnectionsIbetweenIVirusesI
andIsapsidlessI–obileIulementsWIJournalaofaVirologyUI2016UIiZUIaaZdcVaaZee 6.6 65

338 TheoryIofIprokaryoticIgenomeIevolutionWIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaUI2016UIaacUIaaciiVaadZg 11.5 81

337 sasposonIintegrationIshowsIstrongItargetIsiteIpreferenceIandIrecapitulatesIprotospacerI
integrationIbyIsαyωâαVsasIsystemsWINucleicaAcidsaResearchUI2016UIddUIaZcfgVaZcgf 20.1 30

336 tiverseIevolutionaryIrootsIandImechanisticIvariationsIofItheIsαyωâαVsasIsystemsWIScienceUI2016UI
cecUIaadeadg 33.3 378

335 slassificationIofIprokaryoticIgeneticIreplicatorsjIbetweenIselfishnessIandIaltruismWIAnnalsaofathea
NewaYorkaAcademyaofaSciencesUI2015UIacdaUIifVaZe 6.5 30

334 —oIevidenceIofIinhibitionIofIhorizontalIgeneItransferIbyIsαyωâαVsasIonIevolutionaryItimescalesWI
ISMEaJournalUI2015UIiUIbZbaVg 11.9 71

333 qIprimaseIsubunitIessentialIforIefficientIprimerIsynthesisIbyIanIarchaealIeukaryoticVtypeIprimaseWI
NatureaCommunicationsUI2015UIfUIgcZZ 17.4 13

332 tecreaseIofImα—qIuditingIafterIωpinalIsordIynjuryIisIsausedIbyItownVregulationIofIqtqαbIthatIisI
TriggeredIbyIynflammatoryIαesponseWIScientificaReportsUI2015UIeUIabfae 4.9 23
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331
vunctionalItiversityIofIxaloacidItehalogenaseIωuperfamilyIâhosphatasesIfromIωaccharomycesI
cerevisiaejIry sxu–ysq’UIωTαUsTUαq’UIq—tIuV ’UTy —qαYIy—ωywxTωWIJournalaofaBiologicala
ChemistryUI2015UIbiZUIahfghVih

5.4 52

330 –ajorIreorientationIofItα—qIsubstratesIdefinesIspecificityIofIdihydrouridineIsynthasesWIProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2015UIaabUIfZccVg 11.5 29

329 TheITurbulentI—etworkItynamicsIofI–icrobialIuvolutionIandItheIωtatisticalITreeIofI’ifeWIJournalaofa
MolecularaEvolutionUI2015UIhZUIbddVeZ 3.1 33

328 ymmunityUIsuicideIorIbothoIucologicalIdeterminantsIforItheIcombinedIevolutionIofIantiVpathogenI
defenseIsystemsWIBMCaEvolutionaryaBiologyUI2015UIaeUIdc 3 24

327 rabelaImassiliensisUIaIrepresentativeIofIaIwidespreadIbacterialIphylumIwithIunusualIadaptationsItoI
parasitismIinIamoebaeWIBiologyaDirectUI2015UIaZUIac 7.2 31

326 âlantIvirusesIofItheIqmalgaviridaeIfamilyIevolvedIviaIrecombinationIbetweenIvirusesIwithI
doubleVstrandedIandInegativeVstrandIα—qIgenomesWIBiologyaDirectUI2015UIaZUIab 7.2 33

325 uvolutionIofIdoubleVstrandedIt—qIvirusesIofIeukaryotesjIfromIbacteriophagesItoItransposonsItoI
giantIvirusesWIAnnalsaofatheaNewaYorkaAcademyaofaSciencesUI2015UIacdaUIaZVbd 6.5 68

324 qInewIfamilyIofIhybridIvirophagesIfromIanIanimalIgutImetagenomeWIBiologyaDirectUI2015UIaZUIai 7.2 38

323  riginsIandIevolutionIofIvirusesIofIeukaryotesjITheIultimateImodularityWIVirologyUI2015UIdgiVdhZUIbVbe 3.6 309

322 ynIvivoIgenomeIeditingIusingIωtaphylococcusIaureusIsasiWINatureUI2015UIebZUIahfVia 50.4 1700

321 qnIupdatedIevolutionaryIclassificationIofIsαyωâαVsasIsystemsWINatureaReviewsaMicrobiologyUI2015UI
acUIgbbVcf 22.2 1434

320 qnnotationIandIslassificationIofIsαyωâαVsasIωystemsWIMethodsainaMolecularaBiologyUI2015UIacaaUIdgVge 1.4 168

319 spfaIisIaIsingleIα—qVguidedIendonucleaseIofIaIclassIbIsαyωâαVsasIsystemWICellUI2015UIafcUIgeiVga 56.2 2414
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