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443 qIsuperfamilyIofImetalloenzymesIunifiesIphosphopentomutaseIandIcofactorVindependentI
phosphoglycerateImutaseIwithIalkalineIphosphatasesIandIsulfatasesWIProteinaScienceUI1998UIgUIahbiVce 6.3 134

442 qncestralIparalogsIandIpseudoparalogsIandItheirIroleIinItheIemergenceIofItheIeukaryoticIcellWI
NucleicaAcidsaResearchUI2005UIccUIdfbfVch 20.1 134

441 rirthIandIdeathIofIproteinIdomainsjIaIsimpleImodelIofIevolutionIexplainsIpowerIlawIbehaviorWIBMCa
EvolutionaryaBiologyUI2002UIbUIah 3 134

440 tifferencesIinIt—qImethylationIbetweenIhumanIneuronalIandIglialIcellsIareIconcentratedIinI
enhancersIandInonVspwIsitesWINucleicaAcidsaResearchUI2014UIdbUIaZiVbg 20.1 131

(2014-2017)

9



439 sonnectedIgeneIneighborhoodsIinIprokaryoticIgenomesWINucleicaAcidsaResearchUI2002UIcZUIbbabVbc 20.1 131

438 sαyωâαVsasjIevolutionIofIanIα—qVbasedIadaptiveIimmunityIsystemIinIprokaryotesWIRNAaBiologyUI
2013UIaZUIfgiVhf 4.8 127

437
uukaryoticItranslationIelongationIfactorIaIgammaIcontainsIaIglutathioneItransferaseIdomainVVstudyI
ofIaIdiverseUIancientIproteinIsuperfamilyIusingImotifIsearchIandIstructuralImodelingWIProteina
ScienceUI1994UIcUIbZdeVed

6.3 127

436 tiscoveryIofIextremelyIhalophilicUImethylVreducingIeuryarchaeaIprovidesIinsightsIintoItheI
evolutionaryIoriginIofImethanogenesisWINatureaMicrobiologyUI2017UIbUIagZha 26.6 126

435  riginsIandIevolutionIofIsαyωâαVsasIsystemsWIPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesUI2019UIcgdUIbZahZZhg 5.8 126

434 vromIcompleteIgenomeIsequenceItoIPcompletePIunderstandingoWITrendsainaBiotechnologyUI2010UIbhUIcihVdZf15.1 126

433
qrchaealIslustersIofI rthologousIwenesIQars wsRjIqnIUpdateIandIqpplicationIforIqnalysisIofI
ωharedIveaturesIbetweenIThermococcalesUI–ethanococcalesUIandI–ethanobacterialesWILifeUI2015UI
eUIhahVdZ

3 125

432  nItheIoriginIofItheItranslationIsystemIandItheIgeneticIcodeIinItheIα—qIworldIbyImeansIofInaturalI
selectionUIexaptationUIandIsubfunctionalizationWIBiologyaDirectUI2007UIbUIad 7.2 125

431 sasposonsjIaInewIsuperfamilyIofIselfVsynthesizingIt—qItransposonsIatItheIoriginIofIprokaryoticI
sαyωâαVsasIimmunityWIBMCaBiologyUI2014UIabUIcf 7.3 122

430 TheIsαyωâαIωpacerIωpaceIysItominatedIbyIωequencesIfromIωpeciesVωpecificI–obilomesWIMBioUI2017UI
hUI 7.8 122

429 ârokaryoticIgenomesjItheIemergingIparadigmIofIgenomeVbasedImicrobiologyWICurrentaOpinionaina
GeneticsaandaDevelopmentUI1997UIgUIgegVfc 4.9 122

428 wenomicIdeterminantsIofIpathogenicityIinIωqαωVsoVVbIandIotherIhumanIcoronavirusesWIProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2020UIaagUIaeaicVaeaii 11.5 120

427 UpdatedIclustersIofIorthologousIgenesIforIqrchaeajIaIcomplexIancestorIofItheIqrchaeaIandItheI
bywaysIofIhorizontalIgeneItransferWIBiologyaDirectUI2012UIgUIdf 7.2 120

426 TheIbasicIbuildingIblocksIandIevolutionIofIsαyωâαVsqωIsystemsWIBiochemicalaSocietyaTransactionsUI
2013UIdaUIacibVdZZ 5.1 120

425 wenomesIinIturmoiljIquantificationIofIgenomeIdynamicsIinIprokaryoteIsupergenomesWIBMCaBiologyUI
2014UIabUIff 7.3 119

424 sqαvIandIWY’IdomainsjIligandVbindingIregulatorsIofIprokaryoticIdefenseIsystemsWIFrontiersaina
GeneticsUI2014UIeUIaZb 4.5 118

423 qIdetailedIhistoryIofIintronVrichIeukaryoticIancestorsIinferredIfromIaIglobalIsurveyIofIaZZIcompleteI
genomesWIPLoSaComputationalaBiologyUI2011UIgUIeaZZbaeZ 5 118

422 sonstraintsIandIplasticityIinIgenomeIandImolecularVphenomeIevolutionWINatureaReviewsaGeneticsUI
2010UIaaUIdhgVih 30.1 117
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421 âolintonsjIaIhotbedIofIeukaryoticIvirusUItransposonIandIplasmidIevolutionWINatureaReviewsa
MicrobiologyUI2015UIacUIaZeVae 22.2 116

420 xiddenIevolutionaryIcomplexityIofI—ucleoVsytoplasmicI’argeIt—qIvirusesIofIeukaryotesWIVirologya
JournalUI2012UIiUIafa 6.1 116

419 TheItoubleVωtrandedIt—qIVirosphereIasIaI–odularIxierarchicalI—etworkIofIweneIωharingWIMBioUI
2016UIgUI 7.8 115

418 tivergenceIandIconvergenceIinIenzymeIevolutionWIJournalaofaBiologicalaChemistryUI2012UIbhgUIbaVbh 5.4 115

417 soVevolutionIofIprimordialImembranesIandImembraneIproteinsWITrendsainaBiochemicalaSciencesUI
2009UIcdUIbZfVae 10.3 114

416 –etagenomicsIreshapesItheIconceptsIofIα—qIvirusIevolutionIbyIrevealingIextensiveIhorizontalI
virusItransferWIVirusaResearchUI2018UIbddUIcfVeb 6.4 113

415 TaxonomyIofItheIorderI–ononegaviralesjIupdateIbZahWIArchivesaofaVirologyUI2018UIafcUIbbhcVbbid 2.6 111

414 uvolutionIofIadaptiveIimmunityIfromItransposableIelementsIcombinedIwithIinnateIimmuneI
systemsWINatureaReviewsaGeneticsUI2015UIafUIahdVib 30.1 110

413  riginIofIgiantIvirusesIfromIsmallerIt—qIvirusesInotIfromIaIfourthIdomainIofIcellularIlifeWIVirologyUI
2014UIdffVdfgUIchVeb 3.6 109

412 uvolutionaryIprimacyIofIsodiumIbioenergeticsWIBiologyaDirectUI2008UIcUIac 7.2 109

411 TaxonomyIofItheIfamilyIqrenaviridaeIandItheIorderIrunyaviralesjIupdateIbZahWIArchivesaofaVirologyUI
2018UIafcUIbbieVbcaZ 2.6 108

410 TrendsIinIprokaryoticIevolutionIrevealedIbyIcomparisonIofIcloselyIrelatedIbacterialIandIarchaealI
genomesWIJournalaofaBacteriologyUI2009UIaiaUIfeVgc 3.5 107

409 qvoidanceIofIpalindromicIwordsIinIbacterialIandIarchaealIgenomesjIaIcloseIconnectionIwithI
restrictionIenzymesWINucleicaAcidsaResearchUI1997UIbeUIbdcZVi 20.1 107

408 qIâVloopVlikeImotifIinIaIwidespreadIqTâIpyrophosphataseIdomainjIimplicationsIforItheIevolutionIofI
sequenceImotifsIandIenzymeIactivityWIProteins:aStructurenaFunctionaandaBioinformaticsUI1994UIbZUIcdgVee 4.2 107

407 VirusesIofIarchaeajIωtructuralUIfunctionalUIenvironmentalIandIevolutionaryIgenomicsWIVirusaResearch
UI2018UIbddUIahaVaic 6.4 107

406 qIdistinctIabundantIgroupIofImicrobialIrhodopsinsIdiscoveredIusingIfunctionalImetagenomicsWI
NatureUI2018UIeehUIeieVeii 50.4 106

405 αecruitmentIofIsαyωâαVsasIsystemsIbyITngVlikeItransposonsWIProceedingsaofatheaNationalaAcademya
ofaSciencesaofatheaUnitedaStatesaofaAmericaUI2017UIaadUIugcehVugcff 11.5 106

404 sαyωâαVsasIinImobileIgeneticIelementsjIcounterVdefenceIandIbeyondWINatureaReviewsaMicrobiologyUI
2019UIagUIeacVebe 22.2 105
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403 ωequenceIâ��IuvolutionIâ��IvunctionI2003UI 103

402 slassificationIandIquantificationIofIbacteriophageItaxaIinIhumanIgutImetagenomesWIISMEaJournalUI
2014UIhUIaciaVdZb 11.9 102

401 TheIenigmaticIarchaealIvirosphereWINatureaReviewsaMicrobiologyUI2017UIaeUIgbdVgci 22.2 102

400 riologicalIapplicationsIofItheItheoryIofIbirthVandVdeathIprocessesWIBriefingsainaBioinformaticsUI2006UI
gUIgZVhe 13.4 102

399 TωwaZaImayIbeItheIprototypeIofIaIclassIofIdominantInegativeIubiquitinIregulatorsWINatureaGeneticsUI
1997UIafUIccZVa 36.3 101

398 qInewIfamilyIofIcarbonVnitrogenIhydrolasesWIProteinaScienceUI1994UIcUIacddVf 6.3 100

397 ωaccharomycesIcerevisiaeIω–TdIencodesIanIevolutionarilyIconservedIproteaseIwithIaIroleIinI
chromosomeIcondensationIregulationWIGeneticsUI2001UIaehUIieVaZg 4 100

396 ωnapωhotjIslassIbIsαyωâαVsasIωystemsWICellUI2017UIafhUIcbhVcbhWea 56.2 97

395 —onVhomologousIisofunctionalIenzymesjIaIsystematicIanalysisIofIalternativeIsolutionsIinIenzymeI
evolutionWIBiologyaDirectUI2010UIeUIca 7.2 97

394 uvolutionIofIbacterialIα—qIpolymerasejIimplicationsIforIlargeVscaleIbacterialIphylogenyUIdomainI
accretionUIandIhorizontalIgeneItransferWIGeneUI2004UIcceUIgcVhh 3.8 95

393 uvolutionIofImicrobesIandIvirusesjIaIparadigmIshiftIinIevolutionaryIbiologyoWIFrontiersainaCellulara
andaInfectionaMicrobiologyUI2012UIbUIaai 5.9 94

392 sonservedIsequenceIpatternIinIaIwideIvarietyIofIphosphoesterasesWIProteinaScienceUI1994UIcUIcefVh 6.3 93

391 ydentificationIofInovelIpositiveVstrandIα—qIvirusesIbyImetagenomicIanalysisIofIarchaeaVdominatedI
YellowstoneIhotIspringsWIJournalaofaVirologyUI2012UIhfUIeefbVgc 6.6 92

390  nItheIoriginIofIcellsIandIvirusesjIprimordialIvirusIworldIscenarioWIAnnalsaofatheaNewaYorkaAcademya
ofaSciencesUI2009UIaaghUIdgVfd 6.5 91

389 ωequencingIandIanalysisIofIbacterialIgenomesWICurrentaBiologyUI1996UIfUIdZdVaf 6.3 91

388 yntrinsicIandIextrinsicIapproachesIforIdetectingIgenesIinIaIbacterialIgenomeWINucleicaAcidsaResearchUI
1994UIbbUIdgefVfg 20.1 91

387 xorizontalIgeneItransferjIessentialityIandIevolvabilityIinIprokaryotesUIandIrolesIinIevolutionaryI
transitionsWIFtsssResearchUI2016UIeUI 3.6 89

386 undonucleaseIQαRIsubunitsIofItypeVyIandItypeVyyyIrestrictionVmodificationIenzymesIcontainIaI
helicaseVlikeIdomainWIFEBSaLettersUI1991UIbiaUIbggVha 3.8 88
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385
 riginIofIeukaryotesIfromIwithinIarchaeaUIarchaealIeukaryomeIandIburstsIofIgeneIgainjI
eukaryogenesisIjustImadeIeasieroWIPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicala
SciencesUI2015UIcgZUIbZadZccc

5.8 87

384 qntiVsαyωâαIproteinsIencodedIbyIarchaealIlyticIvirusesIinhibitIsubtypeIyVtIimmunityWINaturea
MicrobiologyUI2018UIcUIdfaVdfi 26.6 87

383 xorizontalIgeneItransferIcanIrescueIprokaryotesIfromI–ullerPsIratchetjIbenefitIofIt—qIfromIdeadI
cellsIandIpopulationIsubdivisionWIGv:aGenesnaGenomesnaGeneticsUI2014UIdUIcbeVci 3.2 87

382 –imiviridaejIclustersIofIorthologousIgenesUIreconstructionIofIgeneIrepertoireIevolutionIandI
proposedIexpansionIofItheIgiantIvirusIfamilyWIVirologyaJournalUI2013UIaZUIaZf 6.1 86

381 ’iveIvirusVfreeIorIdiejIcouplingIofIantivirusIimmunityIandIprogrammedIsuicideIorIdormancyIinI
prokaryotesWIBiologyaDirectUI2012UIgUIdZ 7.2 86

380  riginIofIvirusesjIprimordialIreplicatorsIrecruitingIcapsidsIfromIhostsWINatureaReviewsaMicrobiologyUI
2019UIagUIddiVdeh 22.2 85

379  riginIandIuvolutionIofItheIUniversalIweneticIsodeWIAnnualaReviewaofaGeneticsUI2017UIeaUIdeVfb 14.5 85

378
uvolutionIofIt—qIpolymerasesjIanIinactivatedIpolymeraseVexonucleaseImoduleIinIâolIepsilonIandIaI
chimericIoriginIofIeukaryoticIpolymerasesIfromItwoIclassesIofIarchaealIancestorsWIBiologyaDirectUI
2009UIdUIaa

7.2 85

377 s wIdatabaseIupdatejIfocusIonImicrobialIdiversityUImodelIorganismsUIandIwidespreadIpathogensWI
NucleicaAcidsaResearchUI2021UIdiUItbgdVtbha 20.1 84

376 –obileIweneticIulementsIandIuvolutionIofIsαyωâαVsasIωystemsjIqllItheIWayIThereIandIrackWI
GenomeaBiologyaandaEvolutionUI2017UIiUIbhabVbhbe 3.9 83

375 TheIdispersedIarchaealIeukaryomeIandItheIcomplexIarchaealIancestorIofIeukaryotesWIColdaSpringa
HarboraPerspectivesainaBiologyUI2014UIfUIaZafahh 10.2 83

374  rthologousIgeneIclustersIandItaxonIsignatureIgenesIforIvirusesIofIprokaryotesWIJournalaofa
BacteriologyUI2013UIaieUIidaVeZ 3.5 83

373 ViralIdiversityIthresholdIforIadaptiveIimmunityIinIprokaryotesWIMBioUI2012UIcUIeZZdefVab 7.8 83

372
TwoIsIorInotItwoIsjIrecurrentIdisruptionIofIZnVribbonsUIgeneIduplicationUIlineageVspecificIgeneIlossUI
andIhorizontalIgeneItransferIinIevolutionIofIbacterialIribosomalIproteinsWIGenomeaBiologyUI2001UIbUI
αuωuqαsxIZZcc

18.3 82

371 VirusesIandImobileIelementsIasIdriversIofIevolutionaryItransitionsWIPhilosophicalaTransactionsaofathea
RoyalaSocietyaB:aBiologicalaSciencesUI2016UIcgaUI 5.8 81

370 TheIcytidylyltransferaseIsuperfamilyjIidentificationIofItheInucleotideVbindingIsiteIandIfoldI
predictionWIProteins:aStructurenaFunctionaandaBioinformaticsUI1995UIbbUIbeiVff 4.2 81

369 TheoryIofIprokaryoticIgenomeIevolutionWIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaUI2016UIaacUIaaciiVaadZg 11.5 81

368 qIfamilyIofIubiquitinVlikeIproteinsIbindsItheIqTâaseIdomainIofIxspgZVlikeIωtchWIFEBSaLettersUI2000UI
dfgUIcdhVee 3.8 80
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367 uvolutionIofItheI’argeI—ucleocytoplasmicIt—qIVirusesIofIuukaryotesIandIsonvergentI riginsIofI
ViralIwigantismWIAdvancesainaVirusaResearchUI2019UIaZcUIafgVbZb 10.7 80

366 –icrobialIgenomeIanalysisjItheIs wIapproachWIBriefingsainaBioinformaticsUI2019UIbZUIaZfcVaZgZ 13.4 80

365 ωystematicIpredictionIofIgenesIfunctionallyIlinkedItoIsαyωâαVsasIsystemsIbyIgeneIneighborhoodI
analysisWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2018UIaaeUIuecZgVuecaf11.5 80

364 uvolutionaryIsystemsIbiologyjIlinksIbetweenIgeneIevolutionIandIfunctionWICurrentaOpinionaina
BiotechnologyUI2006UIagUIdhaVg 11.4 79

363 slassifyIvirusesIVItheIgainIisIworthItheIpainWINatureUI2019UIeffUIcahVcbZ 50.4 78

362 tistinctIpatternsIofIexpressionIandIevolutionIofIintronlessIandIintronVcontainingImammalianI
genesWIMolecularaBiologyaandaEvolutionUI2010UIbgUIagdeVi 8.3 78

361 TheIriologicalIrigIrangImodelIforItheImajorItransitionsIinIevolutionWIBiologyaDirectUI2007UIbUIba 7.2 78

360 tiverseIenzymaticIactivitiesImediateIantiviralIimmunityIinIprokaryotesWIScienceUI2020UIcfiUIaZggVaZhd 33.3 78

359 uvolutionaryIentanglementIofImobileIgeneticIelementsIandIhostIdefenceIsystemsjIgunsIforIhireWI
NatureaReviewsaGeneticsUI2020UIbaUIaaiVaca 30.1 77

358 ωnapωhotjIslassIaIsαyωâαVsasIωystemsWICellUI2017UIafhUIidfVidfWea 56.2 75

357  ngoingIglobalIandIregionalIadaptiveIevolutionIofIωqαωVsoVVbWIProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2021UIaahUI 11.5 74

356 VirophagesUIpolintonsUIandItranspovironsjIaIcomplexIevolutionaryInetworkIofIdiverseIselfishI
geneticIelementsIwithIdifferentIreproductionIstrategiesWIVirologyaJournalUI2013UIaZUIaeh 6.1 73

355 qreIthereIlawsIofIgenomeIevolutionoWIPLoSaComputationalaBiologyUI2011UIgUIeaZZbagc 5 73

354 somparativeIgenomicsIofIqrchaeajIhowImuchIhaveIweIlearnedIinIsixIyearsUIandIwhatPsInextoWI
GenomeaBiologyUI2003UIdUIaae 18.3 73

353 tistributionIofIâroteinIvoldsIinItheIThreeIωuperkingdomsIofI’ifeWIGenomeaResearchUI1999UIiUIagVbf 9.7 73

352 âroteorhodopsinIgenesIinIgiantIvirusesWIBiologyaDirectUI2012UIgUIcd 7.2 72

351 —oIevidenceIofIinhibitionIofIhorizontalIgeneItransferIbyIsαyωâαVsasIonIevolutionaryItimescalesWI
ISMEaJournalUI2015UIiUIbZbaVg 11.9 71

350
qreIvirusesIaliveoITheIreplicatorIparadigmIshedsIdecisiveIlightIonIanIoldIbutImisguidedIquestionWI
StudiesainaHistoryaandaPhilosophyaofaScienceaPartaC:StudiesainaHistoryaandaPhilosophyaofaBiologicalaanda
BiomedicalaSciencesUI2016UIeiUIabeVcd

0.6 69
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349 uvolutionIofItheIαqwaVαqwbIlocusjIbothIproteinsIcameIfromItheIsameItransposonWIBiologyaDirectUI
2015UIaZUIbZ 7.2 69

348 —atureIandIintensityIofIselectionIpressureIonIsαyωâαVassociatedIgenesWIJournalaofaBacteriologyUI
2012UIaidUIabafVbe 3.5 69

347 uvolutionIofIdoubleVstrandedIt—qIvirusesIofIeukaryotesjIfromIbacteriophagesItoItransposonsItoI
giantIvirusesWIAnnalsaofatheaNewaYorkaAcademyaofaSciencesUI2015UIacdaUIaZVbd 6.5 68

346 uvolutionaryIdynamicsIofItheIprokaryoticIadaptiveIimmunityIsystemIsαyωâαVsasIinIanIexplicitI
ecologicalIcontextWIJournalaofaBacteriologyUI2013UIaieUIchcdVdd 3.5 68

345
qnalysisIofIrareIgenomicIchangesIdoesInotIsupportItheIunikontVbikontIphylogenyIandIsuggestsI
cyanobacterialIsymbiosisIasItheIpointIofIprimaryIradiationIofIeukaryotesWIGenomeaBiologyaanda
EvolutionUI2009UIaUIiiVaac

3.9 67

344 sonservationIofImajorIandIminorIjellyVrollIcapsidIproteinsIinIâolintonIQ–averickRItransposonsI
suggestsIthatItheyIareIbonaIfideIvirusesWIBiologyaDirectUI2014UIiUIf 7.2 66

343 tiversityIandIuvolutionIofITypeIyVIpiliIωystemsIinIqrchaeaWIFrontiersainaMicrobiologyUI2016UIgUIffg 5.7 65

342 ωubstantialIt—qImethylationIdifferencesIbetweenItwoImajorIneuronalIsubtypesIinIhumanIbrainWI
NucleicaAcidsaResearchUI2016UIddUIbeicVfab 20.1 65

341 ripartiteI—etworkIqnalysisIofItheIqrchaealIVirospherejIuvolutionaryIsonnectionsIbetweenIVirusesI
andIsapsidlessI–obileIulementsWIJournalaofaVirologyUI2016UIiZUIaaZdcVaaZee 6.6 65

340 ωplendorIandImiseryIofIadaptationUIorItheIimportanceIofIneutralInullIforIunderstandingIevolutionWI
BMCaBiologyUI2016UIadUIaad 7.3 64

339 sasposonsjImobileIgeneticIelementsIthatIgaveIriseItoItheIsαyωâαVsasIadaptationImachineryWI
CurrentaOpinionainaMicrobiologyUI2017UIchUIcfVdc 7.9 62

338 sαyωâαVsasjIanIadaptiveIimmunityIsystemIinIprokaryotesWIFtsssaBiologyaReportsUI2009UIaUIie 62

337 TâVaUItheIfirstIvirusIisolatedIfromItheIhyperthermophilicIgenusIThermococcusWIEnvironmentala
MicrobiologyUI2012UIadUIeZcVaf 5.2 61

336 yntronVdominatedIgenomesIofIearlyIancestorsIofIeukaryotesWIJournalaofaHeredityUI2009UIaZZUIfahVbc 2.4 61

335 –athematicalImodelingIofIevolutionIofIhorizontallyItransferredIgenesWIMolecularaBiologyaanda
EvolutionUI2005UIbbUIagbaVcb 8.3 59

334 vunctionalI’ongI—onVcodingIα—qsIuvolveIfromIzunkITranscriptsWICellUI2020UIahcUIaaeaVaafa 56.2 59

333 âreviewWITheIincredibleIexpandingIancestorIofIeukaryotesWICellUI2010UIadZUIfZfVh 56.2 58

332 Tαq–UIaIpredictedIα—qVbindingIdomainUIcommonItoItα—qIuracilImethylationIandIadenineI
thiolationIenzymesWIFEMSaMicrobiologyaLettersUI2001UIaigUIbaeVba 2.9 57
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331  rterviralesjI—ewIVirusI rderIUnifyingIviveIvamiliesIofIαeverseVTranscribingIVirusesWIJournalaofa
VirologyUI2018UIibUI 6.6 56

330 qrchaeologyIofIeukaryoticIt—qIreplicationWIColdaSpringaHarboraPerspectivesainaBiologyUI2013UIeUIaZabifc 10.2 56

329 uvolutionIofIalternativeIandIconstitutiveIregionsIofImammalianIePUTαsWIBMCaGenomicsUI2009UIaZUIafb 4.5 56

328 –ultipleIoriginsIofIprokaryoticIandIeukaryoticIsingleVstrandedIt—qIvirusesIfromIbacterial´ andI
archaealIplasmidsWINatureaCommunicationsUI2019UIaZUIcdbe 17.4 55

327 sommonIoriginsIandIhostVdependentIdiversityIofIplantIandIanimalIviromesWICurrentaOpinionaina
VirologyUI2011UIaUIcbbVca 7.5 55

326 xowIstandsItheITreeIofI’ifeIaIcenturyIandIaIhalfIafterITheI riginoWIBiologyaDirectUI2011UIfUIcb 7.2 55

325 somputationalIapproachesIforItheIanalysisIofIgeneIneighbourhoodsIinIprokaryoticIgenomesWI
BriefingsainaBioinformaticsUI2004UIeUIacaVdi 13.4 55

324 —ovelIqbundantI ceanicIVirusesIofIUnculturedI–arineIwroupIyyIuuryarchaeotaWICurrentaBiologyUI
2017UIbgUIacfbVacfh 6.3 54

323 souplingIimmunityIandIprogrammedIcellIsuicideIinIprokaryotesjI’ifeVorVdeathIchoicesWIBioEssaysUI
2017UIciUIaVi 4.1 54

322 αoleIofImα—qIstructureIinItheIcontrolIofIproteinIfoldingWINucleicaAcidsaResearchUI2016UIddUIaZhihVaZiaa 20.1 54

321 uvolutionIofIα—qVIandIt—qVguidedIantivirusIdefenseIsystemsIinIprokaryotesIandIeukaryotesjI
commonIancestryIvsIconvergenceWIBiologyaDirectUI2017UIabUIe 7.2 53

320 ynevitabilityIofIweneticIâarasitesWIGenomeaBiologyaandaEvolutionUI2016UIhUIbhefVbhfi 3.9 53

319 –ultidomainIorganizationIofIeukaryoticIguanineInucleotideIexchangeItranslationIinitiationIfactorI
eyvVbrIsubunitsIrevealedIbyIanalysisIofIconservedIsequenceImotifsWIProteinaScienceUI1995UIdUIafZhVag 6.3 53

318
vunctionalItiversityIofIxaloacidItehalogenaseIωuperfamilyIâhosphatasesIfromIωaccharomycesI
cerevisiaejIry sxu–ysq’UIωTαUsTUαq’UIq—tIuV ’UTy —qαYIy—ωywxTωWIJournalaofaBiologicala
ChemistryUI2015UIbiZUIahfghVih

5.4 52

317 ωalmonIwillIâoxvirusUItheIteepestIαepresentativeIofItheIshordopoxvirinaeWIJournalaofaVirologyUI
2015UIhiUIicdhVfg 6.6 52

316 âandoravirusesIareIhighlyIderivedIphycodnavirusesWIBiologyaDirectUI2013UIhUIbe 7.2 52

315 uvolutionIofIreplicativeIt—qIpolymerasesIinIarchaeaIandItheirIcontributionsItoItheIeukaryoticI
replicationImachineryWIFrontiersainaMicrobiologyUI2014UIeUIced 5.7 51

314 ωobemovirusIgenomeIappearsItoIencodeIaIserineIproteaseIrelatedItoIcysteineIproteasesIofI
picornavirusesWIFEBSaLettersUI1988UIbcfUIbhgViZ 3.8 51
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313 qrchaealIancestorsIofIeukaryotesjInotIsoIelusiveIanyImoreWIBMCaBiologyUI2015UIacUIhd 7.3 50

312 toublingIofItheIknownIsetIofIα—qIvirusesIbyImetagenomicIanalysisIofIanIaquaticIviromeWINaturea
MicrobiologyUI2020UIeUIabfbVabgZ 26.6 50

311 –ultipleIevolutionaryIoriginsIofIgiantIvirusesWIFtsssResearchUI2018UIgUI 3.6 49

310 tifferentialItranslationItunesIunevenIproductionIofIoperonVencodedIproteinsWICellaReportsUI2013UIdUIichVdd10.6 48
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