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163 WholeWcellImodelingIinIyeastIpredictsIcompartmentWspecificIproteomeIconstraintsIthatIdriveI
metabolicIstrategiesYYINatureaCommunicationsVI2022VIceVIjbc 17.4 7

162 UseIandIlimitationsIofIgenomeWscaleImetabolicImodelsIinIfoodImicrobiologyYICurrentaOpinionaina
FoodaScienceVI2022VIfeVIddgWdec 9.8 0

161 MetabolicIModelingIofIWineIxermentationIatIyenomeIScaleYIMethodsainaMolecularaBiologyVI2022VIekgWfgf1.4

160 SerialIpropagationIinIwaterWinWoilIemulsionsIselectsIforISaccharomycesIcerevisiaeIstrainsIwithIaI
reducedIcellIsizeIorIanIincreasedIbiomassIyieldIonIglucoseYIMetabolicaEngineeringVI2021VIhfVIcWcf 9.7 4

159 UnderstandingIxtsISolutionsIunderIMultipleINutrientILimitationsYIMetabolitesVI2021VIccVI 5.6 2

158 ProteomeIconstraintsIrevealItargetsIforIimprovingImicrobialIfitnessIinInutrientWrichIenvironmentsYI
MolecularaSystemsaBiologyVI2021VIciVIecbbke 12.2 6

157 PopulationIdynamicsIofImicrobialIcrossWfeedingIareIdeterminedIbyIcoWlocalizationIprobabilitiesIandI
cooperationWindependentIcheaterIgrowthYIISMEaJournalVI2021VIcgVIebgbWebhc 11.9 4

156 sIyeastIxRwTIbiosensorIenlightensIcsMPIsignalingYIMolecularaBiologyaofatheaCellVI2021VIedVIcddkWcdfb 3.5 2

155 MicrobialIcompetitionIreducesImetabolicIinteractionIdistancesItoItheIlowI´µmWrangeYIISMEaJournalVI
2021VIcgVIhjjWibc 11.9 16

154 ProteinIcostIallocationIexplainsImetabolicIstrategiesIinIwscherichiaIcoliYIJournalaofaBiotechnologyVI
2021VIediVIgfWhe 3.7 5

153 vynamicIcoWcultureImetabolicImodelsIrevealItheIfermentationIdynamicsVImetabolicIcapacitiesIandI
interplaysIofIcheeseIstarterIculturesYIBiotechnologyaandaBioengineeringVI2021VIccjVIddeWdei 4.9 6

152 UnlockingIwlementaryIuonversionIModeslIecmtoolIUnveilsIsllIuapabilitiesIofIMetabolicINetworksYI
PatternsVI2021VIdVIcbbcii 5.1 5

151 sIMultiphaseIMultiobjectiveIvynamicIyenomeWScaleIModelIShowsIvifferentIRedoxItalancingI
amongIYeastISpeciesIofItheIyenusIinIxermentationYIMSystemsVI2021VIhVIebbdhbdc 7.6 5

150 sIcentrifugationWbasedIclearingImethodIallowsIhighWthroughputIacidificationIandIgrowthWrateI
measurementsIinImilkYIJournalaofaDairyaScienceVI2021VIcbfVIjgebWjgfb 4 1

149 MetabolicIcooperationIandIspatiotemporalInicheIpartitioningIinIaIkefirImicrobialIcommunityYI
NatureaMicrobiologyVI2021VIhVIckhWdbj 26.6 44

148 MetabolicIModelingIofIxungiI2021VIekfWfbg

147
QuantitativeIanalysisIofIaminoIacidImetabolismIinIliverIcancerIlinksIglutamateIexcretionItoI
nucleotideIsynthesisYIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaVI2020VIcciVIcbdkfWcbebf
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146 wnhancementIofIaminoIacidIproductionIandIsecretionIbyIusingIaIdropletWbasedIbiosensingIandI
selectionIsystemYIMetabolicaEngineeringaCommunicationsVI2020VIccVIebbcee 6.5 8

145 MwMOTwIforIstandardizedIgenomeWscaleImetabolicImodelItestingYINatureaBiotechnologyVI2020VIejVIdidWdih44.5 121

144 snIµmprovedIsTPIxRwTISensorIxorIYeastIShowsIzeterogeneityIvuringINutrientITransitionsYIACSa
SensorsVI2020VIgVIjcfWjdd 9.2 10

143 wlementaryIyrowthIModesIprovideIaImolecularIdescriptionIofIcellularIselfWfabricationYIPLoSa
ComputationalaBiologyVI2020VIchVIecbbiggk 5 13

142 StMLILevelIelIanIextensibleIformatIforItheIexchangeIandIreuseIofIbiologicalImodelsYIMoleculara
SystemsaBiologyVI2020VIchVIekccb 12.2 65

141 sIproteomeWintegratedVIcarbonIsourceIdependentIgeneticIregulatoryInetworkIinISaccharomycesI
cerevisiaeYIMolecularaOmicsVI2020VIchVIgkWid 4.4 4

140 TheIcommonImessageIofIconstraintWbasedIoptimizationIapproacheslIoverflowImetabolismIisI
causedIbyItwoIgrowthWlimitingIconstraintsYICellularaandaMolecularaLifeaSciencesVI2020VIiiVIffcWfge 10.3 24

139 MicrodropletIscreeningIandIselectionIforIimprovedImicrobialIproductionIofIextracellularI
compoundsYICurrentaOpinionainaBiotechnologyVI2020VIhcVIidWjc 11.4 16

138 LifestyleVImetabolismIandIenvironmentalIadaptationIinILactococcusIlactisYIFEMSaMicrobiologya
ReviewsVI2020VIffVIjbfWjdb 15.1 4

137 SearchingIforIprinciplesIofImicrobialIphysiologyYIFEMSaMicrobiologyaReviewsVI2020VIffVIjdcWjff 15.1 14

136 sIgenomeWscaleImetabolicInetworkIofItheIaromaIbacteriumILeuconostocImesenteroidesIsubspYI
cremorisYIAppliedaMicrobiologyaandaBiotechnologyVI2019VIcbeVIecgeWechg 5.7 12

135 wcophysiologyIofIscetoclasticIMethanogensI2019VIcWcf 1

134 TheInumberIofIactiveImetabolicIpathwaysIisIboundedIbyItheInumberIofIcellularIconstraintsIatI
maximalImetabolicIratesYIPLoSaComputationalaBiologyVI2019VIcgVIecbbhjgj 5 43

133 sIsystematicIassessmentIofIcurrentIgenomeWscaleImetabolicIreconstructionItoolsYIGenomeaBiologyVI
2019VIdbVIcgj 18.3 73

132 xindingIxunctionalIvifferencesItetweenISpeciesIinIaIMicrobialIuommunitylIuaseIStudiesIinIWineI
xermentationIandIKefirIuultureYIFrontiersainaMicrobiologyVI2019VIcbVIcefi 5.7 52

131 wcophysiologyIofIscetoclasticIMethanogensI2019VIcbkWcdc 1

130 µnIvivoIcharacterisationIofIfluorescentIproteinsIinIbuddingIyeastYIScientificaReportsVI2019VIkVIddef 4.9 32

129 yenomeWScaleIMetabolicIReconstructionIofIejhtVIaIuandidateIxunctionalIStarterIuultureIforIuocoaI
teanIxermentationYIFrontiersainaMicrobiologyVI2019VIcbVIdjbc 5.7 12
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128 sdaptionItoIglucoseIlimitationIisImodulatedIbyItheIpleotropicIregulatorIucpsVIindependentIofI
selectionIpressureIstrengthYIBMCaEvolutionaryaBiologyVI2019VIckVIcg 3 10

127 snIµntegratedIModelIQuantitativelyIvescribingIMetabolismVIyrowthIandIuellIuycleIinItuddingI
YeastYICommunicationsainaComputeraandaInformationaScienceVI2018VIchgWcjb 0.3 0

126 LowIaffinityIuniporterIcarrierIproteinsIcanIincreaseInetIsubstrateIuptakeIrateIbyIreducingIeffluxYI
ScientificaReportsVI2018VIjVIggih 4.9 14

125 MetaboliteIvepletionIsffectsIxluxIProfilingIofIuellILinesYITrendsainaBiochemicalaSciencesVI2018VIfeVIekgWeki10.3 4

124 UnderstandingIstartWupIproblemsIinIyeastIglycolysisYIMathematicalaBiosciencesVI2018VIdkkVIcciWcdh 3.9 1

123 LivingIwithInoiselIOnItheIpropagationIofInoiseIfromImoleculesItoIphenotypeIandIfitnessYICurrenta
OpinionainaSystemsaBiologyVI2018VIjVIcffWcgb 3.2 12

122 vynamicIelementaryImodeImodellingIofInonWsteadyIstateIfluxIdataYIBMCaSystemsaBiologyVI2018VIcdVIic 3.5 7

121 xurtherIwlucidationIofIyalactoseIUtilizationIinIMyceheYIFrontiersainaMicrobiologyVI2018VIkVIcjbe 5.7 3

120 MaintainingImaximalImetabolicIfluxIbyIgeneIexpressionIcontrolYIPLoSaComputationalaBiologyVI2018VI
cfVIecbbhfcd 5 10

119 TrainingIforItranslationIbetweenIdisciplineslIaIphilosophyIforIlifeIandIdataIsciencesIcurriculaYI
BioinformaticsVI2018VIefVIifWicd 7.2 2

118 wxperimentalIevolutionIandItheIadjustmentIofImetabolicIstrategiesIinIlacticIacidIbacteriaYIFEMSa
MicrobiologyaReviewsVI2017VIfcVISdbcWSdck 15.1 43

117 ProbingItheIyenomeWScaleIMetabolicILandscapeIofItordetellaIpertussisVItheIuausativeIsgentIofI
WhoopingIuoughYIAppliedaandaEnvironmentalaMicrobiologyVI2017VIjeVI 4.8 14

116 SystemsIbiologyIofIlacticIacidIbacterialIxorIfoodIandIthoughtYICurrentaOpinionainaSystemsaBiologyVI
2017VIhVIiWce 3.2 37

115 ModelWbasedIquantificationIofImetabolicIinteractionsIfromIdynamicImicrobialWcommunityIdataYI
PLoSaONEVI2017VIcdVIebciecje 3.7 32

114 wvolutionaryIpressuresIonImicrobialImetabolicIstrategiesIinItheIchemostatYIScientificaReportsVI2016VI
hVIdkgbe 4.9 25

113 yenomeWscaleIreconstructionIofItheIStreptococcusIpyogenesIMfkImetabolicInetworkIrevealsI
growthIrequirementsIandIindicatesIpotentialIdrugItargetsYIJournalaofaBiotechnologyVI2016VIdedVIdgWei 3.7 13

112 StrategiesIforIstructuringIinterdisciplinaryIeducationIinISystemsItiologylIanIwuropeanIperspectiveYI
NpjaSystemsaBiologyaandaApplicationsVI2016VIdVIchbcc 5 14

111 uonstraintWbasedIstoichiometricImodellingIfromIsingleIorganismsItoImicrobialIcommunitiesYI
JournalaofatheaRoyalaSocietyaInterfaceVI2016VIceVI 4.1 55
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110 PublicIgoodsIandImetabolicIstrategiesYICurrentaOpinionainaMicrobiologyVI2016VIecVIcbkWccg 7.9 30

109 zowIfastWgrowingIbacteriaIrobustlyItuneItheirIribosomeIconcentrationItoIapproximateIgrowthWrateI
maximizationYIFEBSaJournalVI2015VIdjdVIdbdkWff 5.7 114

108 µnterplayIbetweenIconstraintsVIobjectivesVIandIoptimalityIforIgenomeWscaleIstoichiometricImodelsYI
PLoSaComputationalaBiologyVI2015VIccVIecbbfchh 5 18

107 SystemsImodelingIapproachesIforImicrobialIcommunityIstudieslIfromImetagenomicsItoIinferenceI
ofItheIcommunityIstructureYIFrontiersainaMicrobiologyVI2015VIhVIdce 5.7 44

106
ProteinIcostsIdoInotIexplainIevolutionIofImetabolicIstrategiesIandIregulationIofIribosomalIcontentlI
doesIproteinIinvestmentIexplainIanIanaerobicIbacterialIurabtreeIeffectqYIMolecularaMicrobiologyVI
2015VIkiVIiiWkd

4.1 43

105 UsingIaIgenomeWscaleImetabolicImodelIofIwnterococcusIfaecalisIVgjeItoIassessIaminoIacidIuptakeI
andIitsIimpactIonIcentralImetabolismYIAppliedaandaEnvironmentalaMicrobiologyVI2015VIjcVIchddWee 4.8 20

104 MultiWtaskingIofIbiosyntheticIandIenergeticIfunctionsIofIglycolysisIexplainedIbyIsupplyIandIdemandI
logicYIBioEssaysVI2015VIeiVIefWfg 4.1 17

103 wvolutionaryIengineeringItoIenhanceIstarterIcultureIperformanceIinIfoodIfermentationsYICurrenta
OpinionainaBiotechnologyVI2015VIedVIcWi 11.4 51

102 tindingIproteinsIenhanceIspecificIuptakeIrateIbyIincreasingItheIsubstrateWtransporterIencounterI
rateYIFEBSaJournalVI2015VIdjdVIdekfWfbi 5.7 11

101 MetabolismIatIevolutionaryIoptimalIStatesYIMetabolitesVI2015VIgVIeccWfe 5.6 9

100 sInovelIconsortiumIofILactobacillusIrhamnosusIandIStreptococcusIthermophilusIforIincreasedI
accessItoIfunctionalIfermentedIfoodsYIMicrobialaCellaFactoriesVI2015VIcfVIckg 6.4 48

99 MetvxtslIincorporatingItimeWresolvedImetabolomicsImeasurementsIintoIdynamicIfluxIbalanceI
analysisYIMolecularaBioSystemsVI2015VIccVIceiWfg 25

98 LostIinItransitionlIstartWupIofIglycolysisIyieldsIsubpopulationsIofInongrowingIcellsYIScienceVI2014VI
efeVIcdfgccf 33.3 193

97 tetWhedgingIduringIbacterialIdiauxicIshiftYIProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaVI2014VIcccVIifdiWed 11.5 158

96 UnderstandingIbistabilityIinIyeastIglycolysisIusingIgeneralIpropertiesIofImetabolicIpathwaysYI
MathematicalaBiosciencesVI2014VIdggVIeeWfd 3.9 5

95 sIdataIintegrationIandIvisualizationIresourceIforItheImetabolicInetworkIofISynechocystisIspYIPuuI
hjbeYIPlantaPhysiologyVI2014VIchfVIccccWdc 6.6 23

94 MonteWuarloImodelingIofItheIcentralIcarbonImetabolismIofILactococcusIlactislIinsightsIintoI
metabolicIregulationYIPLoSaONEVI2014VIkVIecbhfge 3.7 18

93 PsPvgWmediatedIeQIadenylationIandIsubsequentIdegradationIofImiRWdcIisIdisruptedIinIproliferativeI
diseaseYIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVI2014VIcccVIccfhiWid11.5 106
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92 MetabolicIstatesIwithImaximalIspecificIrateIcarryIfluxIthroughIanIelementaryIfluxImodeYIFEBSa
JournalVI2014VIdjcVIcgfiWgg 5.7 46

91 xatalIattractionIinIglycolysislIhowImanagesIsuddenItransitionsItoIhighIglucoseYIMicrobialaCellVI2014VI
cVIcbeWcbh 3.9 4

90 tasicIconceptsIandIprinciplesIofIstoichiometricImodelingIofImetabolicInetworksYIBiotechnologya
JournalVI2013VIjVIkkiWcbbj 5.6 36

89 TowardsImetagenomeWscaleImodelsIforIindustrialIapplicationsWWtheIcaseIofILacticIscidItacteriaYI
CurrentaOpinionainaBiotechnologyVI2013VIdfVIdbbWh 11.4 38

88 zowIbiochemicalIconstraintsIofIcellularIgrowthIshapeIevolutionaryIadaptationsIinImetabolismYI
GeneticsVI2013VIckfVIgbgWcd 4 28

87 svailabilityIofIpublicIgoodsIshapesItheIevolutionIofIcompetingImetabolicIstrategiesYIProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVI2013VIccbVIcfebdWi 11.5 120

86 tioinformaticsIandIsystemsIbiologylIbridgingItheIgapIbetweenIheterogeneousIstudentI
backgroundsYIBriefingsainaBioinformaticsVI2013VIcfVIgjkWkj 13.4 11

85 yeneInetworkIrequirementsIforIregulationIofImetabolicIgeneIexpressionItoIaIdesiredIstateYI
ScientificaReportsVI2013VIeVIcfci 4.9 11

84 uommunityIfluxIbalanceIanalysisIforImicrobialIconsortiaIatIbalancedIgrowthYIPLoSaONEVI2013VIjVIehfghi 3.7 125

83 RoleIofIphosphateIinItheIcentralImetabolismIofItwoIlacticIacidIbacteriaWWaIcomparativeIsystemsI
biologyIapproachYIFEBSaJournalVI2012VIdikVIcdifWkb 5.7 45

82 MetabolicIshiftslIaIfitnessIperspectiveIforImicrobialIcellIfactoriesYIBiotechnologyaLettersVI2012VIefVIdcfiWhb3 51

81 µnferringIdifferencesIinItheIdistributionIofIreactionIratesIacrossIconditionsYIMolecularaBioSystemsVI
2012VIjVIdfcgWde

80 xsMwVItheIxluxIsnalysisIandIModelingIwnvironmentYIBMCaSystemsaBiologyVI2012VIhVIj 3.5 62

79 UnderstandingIregulationIofImetabolismIthroughIfeasibilityIanalysisYIPLoSaONEVI2012VIiVIeekekh 3.7 8

78 OptimalityIprinciplesIinItheIregulationIofImetabolicInetworksYIMetabolitesVI2012VIdVIgdkWgd 5.6 10

77 StandardizedIassayImediumItoImeasureILactococcusIlactisIenzymeIactivitiesIwhileImimickingI
intracellularIconditionsYIAppliedaandaEnvironmentalaMicrobiologyVI2012VIijVIcefWfe 4.8 40

76 sIspecificImutationIinItheIpromoterIregionIofItheIsilentIcelIclusterIaccountsIforItheIappearanceIofI
lactoseWutilizingILactococcusIlactisIMyceheYIAppliedaandaEnvironmentalaMicrobiologyVI2012VIijVIghcdWdc 4.8 30

75 wxploringImetabolicIpathwayIreconstructionIandIgenomeWwideIexpressionIprofilingIinILactobacillusI
reuteriItoIdefineIfunctionalIprobioticIfeaturesYIPLoSaONEVI2011VIhVIecjije 3.7 120
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74 sIpracticalIguideItoIgenomeWscaleImetabolicImodelsIandItheirIanalysisYIMethodsainaEnzymologyVI
2011VIgbbVIgbkWed 1.7 39

73 PredictingImetabolicIfluxesIusingIgeneIexpressionIdifferencesIasIconstraintsYIIEEEpACMa
TransactionsaonaComputationalaBiologyaandaBioinformaticsVI2011VIjVIdbhWch 3 45

72 xunctionalIidentificationIinILactobacillusIreuteriIofIaIPocRWlikeItranscriptionIfactorIregulatingI
glycerolIutilizationIandIvitaminItcdIsynthesisYIMicrobialaCellaFactoriesVI2011VIcbVIgg 6.4 33

71 SystemsIbiologyIofIlacticIacidIbacterialIaIcriticalIreviewYIMicrobialaCellaFactoriesVI2011VIcbISupplIcVIScc 6.4 45

70 vevelopmentIofIaIminimalIgrowthImediumIforILactobacillusIplantarumYILettersainaApplieda
MicrobiologyVI2010VIgbVIgiWhf 2.9 65

69 UnderstandingItheIphysiologyIofILactobacillusIplantarumIatIzeroIgrowthYIMolecularaSystemsaBiology
VI2010VIhVIfce 12.2 51

68 SystemsIbiologyIfromImicroWorganismsItoIhumanImetabolicIdiseaseslItheIroleIofIdetailedIkineticI
modelsYIBiochemicalaSocietyaTransactionsVI2010VIejVIcdkfWebc 5.1 17

67 uomparativeIsystemsIbiologylIfromIbacteriaItoImanYIWileyaInterdisciplinaryaReviews:aSystemsaBiologya
andaMedicineVI2010VIdVIgcjWged 6.6 14

66 UnderstandingItheIadaptiveIgrowthIstrategyIofILactobacillusIplantarumIbyIinIsilicoIoptimisationYI
PLoSaComputationalaBiologyVI2009VIgVIecbbbfcb 5 101

65 yenomeWscaleImodelIofIStreptococcusIthermophilusILMycjeccIforImetabolicIcomparisonIofIlacticI
acidIbacteriaYIAppliedaandaEnvironmentalaMicrobiologyVI2009VIigVIehdiWee 4.8 93

64 ShiftsIinIgrowthIstrategiesIreflectItradeoffsIinIcellularIeconomicsYIMolecularaSystemsaBiologyVI2009VI
gVIede 12.2 373

63 wffectIofIaminoIacidIavailabilityIonIvitaminItcdIproductionIinILactobacillusIreuteriYIAppliedaanda
EnvironmentalaMicrobiologyVI2009VIigVIekebWh 4.8 24

62 MultiWwayIanalysisIofIfluxIdistributionsIacrossImultipleIconditionsYIJournalaofaChemometricsVI2009VI
deVIfbhWfdb 1.6 14

61
TheIevidenceIthatIpseudovitaminItRcdSIisIbiologicallyIactiveIinImammalsIisIstillIlackingIWIaIcommentI
onIMolinaIetIalYQsIRdbbkSIexperimentalIdesignYIJournalaofaAppliedaMicrobiologyVI2009VIcbiVIcihemI
authorIreplyIcihf

4.7 3

60 sIcriticalIviewIofImetabolicInetworkIadaptationsYIHFSPaJournalVI2009VIeVIdfWeg 53

59 yenomicsIandIhighWthroughputIscreeningIapproachesIforIoptimalIflavourIproductionIinIdairyI
fermentationYIInternationalaDairyaJournalVI2008VIcjVIijcWijk 3.5 18

58 uoWregulationIofImetabolicIgenesIisIbetterIexplainedIbyIfluxIcouplingIthanIbyInetworkIdistanceYI
PLoSaComputationalaBiologyVI2008VIfVIedh 5 70

57 LeptinIdeficiencyIperIseIdictatesIbodyIcompositionIandIinsulinIactionIinIobaobImiceYIJournalaofa
NeuroendocrinologyVI2008VIdbVIcdbWi 3.8 28
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56 ThioredoxinIreductaseIisIaIkeyIfactorIinItheIoxidativeIstressIresponseIofILactobacillusIplantarumI
WuxScYIMicrobialaCellaFactoriesVI2007VIhVIdk 6.4 83

55 scceleratingItheIreconstructionIofIgenomeWscaleImetabolicInetworksYIBMCaBioinformaticsVI2006VIiVIdkh 3.6 116

54 snalysisIofIgrowthIofILactobacillusIplantarumIWuxScIonIaIcomplexImediumIusingIaIgenomeWscaleI
metabolicImodelYIJournalaofaBiologicalaChemistryVI2006VIdjcVIfbbfcWj 5.4 212

53 ModellingIstrategiesIforItheIindustrialIexploitationIofIlacticIacidIbacteriaYINatureaReviewsa
MicrobiologyVI2006VIfVIfhWgh 22.2 113

52 uorrelationIbetweenIsequenceIconservationIandItheIgenomicIcontextIafterIgeneIduplicationYI
NucleicaAcidsaResearchVI2005VIeeVIhchfWic 20.1 37

51 ReconstructingItheImetabolicInetworkIofIaIbacteriumIfromIitsIgenomeYITrendsainaMicrobiologyVI
2005VIceVIggbWj 12.4 165

50
µnIsilicoIreconstructionIofItheImetabolicIpathwaysIofILactobacillusIplantarumlIcomparingI
predictionsIofInutrientIrequirementsIwithIthoseIfromIgrowthIexperimentsYIAppliedaanda
EnvironmentalaMicrobiologyVI2005VIicVIidgeWhd

4.8 146

49 xunctionalIingredientIproductionlIapplicationIofIglobalImetabolicImodelsYICurrentaOpinionaina
BiotechnologyVI2005VIchVIckbWi 11.4 32

48 MetabolicImodelsIforIrationalIimprovementIofIlacticIacidIbacteriaIasIcellIfactoriesYIJournalaofa
AppliedaMicrobiologyVI2005VIkjVIcedhWec 4.7 29

47 scuteIinhibitionIofIhepaticIbetaWoxidationIinIsPOwTeLeidenImiceIdoesInotIaffectIhepaticIVLvLI
secretionIorIinsulinIsensitivityYIJournalaofaLipidaResearchVI2005VIfhVIkjjWke 6.3 12

46 ResponseIofIapolipoproteinIwTeWLeidenItransgenicImiceItoIdietaryIfattyIacidslIcombiningIliverI
proteomicsIwithIphysiologicalIdataYIFASEBaJournalVI2005VIckVIjceWg 0.9 52

45 spolipoproteinIueIdeficiencyIresultsIinIdietWinducedIobesityIandIaggravatedIinsulinIresistanceIinI
miceYIDiabetesVI2005VIgfVIhhfWic 0.9 87

44 TheIVLvLIreceptorIplaysIaImajorIroleIinIchylomicronImetabolismIbyIenhancingILPLWmediatedI
triglycerideIhydrolysisYIJournalaofaLipidaResearchVI2004VIfgVIcfigWjc 6.3 66

43 yenomeIdataIminingIofIlacticIacidIbacterialItheIimpactIofIbioinformaticsYICurrentaOpinionaina
BiotechnologyVI2004VIcgVIcbgWcg 11.4 53

42 TheItransportIofItriglyceridesIthroughItheIsecretoryIpathwayIofIhepatocytesIisIimpairedIinI
apolipoproteinIwIdeficientImiceYIJournalaofaHepatologyVI2004VIfbVIgkkWhbh 13.4 39

41 uvehIdeficiencyIincreasesIinsulinIsensitivityIinImuscleVIbutIinducesIinsulinIresistanceIinItheIliverIinI
miceYIJournalaofaLipidaResearchVI2003VIffVIddibWi 6.3 128

40 µncreasedIhepaticIinsulinIsensitivityItogetherIwithIdecreasedIhepaticItriglycerideIstoresIinI
hormoneWsensitiveIlipaseWdeficientImiceYIEndocrinologyVI2003VIcffVIefghWhd 4.8 95

39 zyperlipidemiaIinIsPOwdItransgenicImiceIisIamelioratedIbyIaItruncatedIapowIvariantIlackingItheI
uWterminalIdomainYIJournalaofaLipidaResearchVI2003VIffVIfbjWcf 6.3 8
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38 uontributionIofIfattyIacidsIreleasedIfromIlipolysisIofIplasmaItriglyceridesItoItotalIplasmaIfattyIacidI
fluxIandItissueWspecificIfattyIacidIuptakeYIDiabetesVI2003VIgdVIhcfWdb 0.9 118

37 µntestinalIlipidIabsorptionIisInotIaffectedIinIuvehIdeficientImiceYIMolecularaandaCellulara
BiochemistryVI2002VIdekVIckkWdbd 4.2 51

36 snalysisIofItheIstructureIandIfunctionIrelationshipIofItheIhumanIapolipoproteinIwIinIvivoVIusingI
adenovirusWmediatedIgeneItransferYIFASEBaJournalVI2001VIcgVIcgkjWhbb 0.9 28

35 MiceIexpressingIonlyItheImutantIsPOweLeidenIgeneIshowIimpairedIVLvLIsecretionYI
ArteriosclerosismaThrombosismaandaVascularaBiologyVI2001VIdcVIcehhWid 9.4 15

34
StimulationIofItheIinIvivoIproductionIofIveryIlowIdensityIlipoproteinsIbyIapolipoproteinIwIisI
independentIofItheIpresenceIofItheIlowIdensityIlipoproteinIreceptorYIJournalaofaBiologicala
ChemistryVI2001VIdihVIfbhkeWi

5.4 18

33 sIfunctionalIgenomicsIstrategyIthatIusesImetabolomeIdataItoIrevealItheIphenotypeIofIsilentI
mutationsYINatureaBiotechnologyVI2001VIckVIfgWgb 44.5 839

32 uontrolIofIglycolyticIdynamicsIbyIhexoseItransportIinISaccharomycesIcerevisiaeYIBiophysicalaJournal
VI2001VIjbVIhdhWef 2.9 70

31 QSlaveQImetabolitesIandIenzymesYIsIrapidIwayIofIdelineatingImetabolicIcontrolYIFEBSaJournalVI2000VI
dhiVIcjjkWke 18

30 uanIyeastIglycolysisIbeIunderstoodIinItermsIofIinIvitroIkineticsIofItheIconstituentIenzymesqITestingI
biochemistryYIFEBSaJournalVI2000VIdhiVIgeceWdk 498

29 uompartmentationIprotectsItrypanosomesIfromItheIdangerousIdesignIofIglycolysisYIProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaVI2000VIkiVIdbjiWkd 11.5 155

28 MetabolicIuontrolIxromITheItackItencheslItiochemistryITowardsItiocomplexityI2000VIdegWdfd 1

27 LvLIreceptorIdeficiencyIunmasksIalteredIVLvLItriglycerideImetabolismIinIVLvLIreceptorItransgenicI
andIknockoutImiceYIJournalaofaLipidaResearchVI2000VIfcVIdbggWdbhd 6.3 52

26 LvLIreceptorIdeficiencyIunmasksIalteredIVLvLItriglycerideImetabolismIinIVLvLIreceptorItransgenicI
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