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j Paper IF Citations

167 TranscriptionalKRegulatoryKNetworkKTopologyKwithKtpplicationsKtoKuioYinspiredKNetworkingmKtK
SurveyaKACMcComputingcSurveysWK2022WKhgWKdYfi 13.4 1

166 vharacterizationKofKtheKfirstKvaginalKgenomesKisolatedKinKurazilaKPeerJWK2021WKlWKeddcjl 3.1 1

165 tKvomparativeKStudyKonKwistancingWKMaskKandKVaccineKtdoptionKRatesKfromKzlobalKTwitterKTrendsaK
HealthcareclSwitzerlandmWK2021WKlWK 3.4 5

164 LongYvOV wKandKPostYvOV wK–ealthKvomplicationsmKtnKUpYtoYwateKReviewKonKvlinicalKvonditionsK
andKTheirKPossibleKMolecularKMechanismsaKVirusesWK2021WKdfWK 6.2 56

163 PerformanceKvomparisonKofKweepKLearningKtutoencodersKforKvancerKSubtypeKwetectionKUsingK
MultiYOmicsKwataaKCancersWK2021WKdfWK 6.6 8

162 PanYResistomeK nsightsKintoKtheKMultidrugKResistanceKofaKAntibioticsWK2021WKdcWK 4.9 2

161 QuantifyingKMobilityKandKMixingKPropensityKinKtheKSpatiotemporalKvontextKofKaKPandemicKSpreadaK
IEEEcTransactionsconcEmergingcTopicscincComputationalcIntelligenceWK2021WKhWKfedYffd 4.1 2

160 uacterialKvelluloseKRetainsKRobustnessKbutK tsKSynthesisKweclinesKtfterKxxposureKtoKaKMarsYlikeK
xnvironmentKSimulatedKOutsideKtheK nternationalKSpaceKStationaKAstrobiologyWK2021WKedWKjciYjdj 3.7 10

159 tutomatedKdataKabstractionKforKqualityKsurveillanceKandKoutcomeKassessmentKinKradiationK
oncologyaKJournalcofcAppliedcClinicalcMedicalcPhysicsWK2021WKeeWKdjjYdkj 2.3 1

158 bioMvSKeacmKtKdistributedWKenergyYawareKfogYbasedKframeworkKforKdataKforwardingKinKmobileK
crowdsensingaKPervasivecandcMobilecComputingWK2021WKjfWKdcdfkd 3.5 3

157 vomputationalKidentificationKofKputativeKcommonKgenomicKdrugKandKvaccineKtargetsKinKMycoplasmaK
genitaliumaKGenomicsWK2021WKddfWKejfcYejgf 4.3 1

156 TheKSpikeKofKStRSYvoVYemKUniquenessKandKtpplicationsaKFrontierscincImmunologyWK2021WKdeWKiiflde 8.4 2

155 MachineYLearningKModelsKforKMulticenterKProstateKvancerKTreatmentKPlansaKJournalcofc
ComputationalcBiologyWK2021WKekWKdiiYdkg 1.7 0

154 RecreationalKandKphilanthropicKsectorsKareKtheKworstYhitKUSKindustriesKinKtheKvOV wYdlKaftermathaK
SocialcSciencescicHumanitiescOpenWK2021WKfWKdccclk 1.9 11

153 ReverseKvaccinologyKandKsubtractiveKgenomicsKapproachesKforKidentifyingKcommonKtherapeuticsK
againstKandaKJournalcofcVenomouscAnimalscandcToxinscIncludingcTropicalcDiseasesWK2021WKejWKeececccej 2.2 1

152 xffectivenessKofKNetworkK nterdictionKStrategiesKtoKLimitKvontagionKwuringKaKPandemicaKIEEEcAccess
WK2021WKlWKlhkieYlhkjd 3.5 0

151  dentifyingKkeyKindicatorsKofKjobKlossKtrendsKduringKvOV wYdlKandKbeyondaKSocialcSciencescic
HumanitiescOpenWK2021WKgWKdccdif 1.9 3
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150 OptimalKTimeYVaryingKVaccineKtllocationKtmidKPandemicsKWithKUncertainK mmunityKRatiosaKIEEEc
AccessWK2021WKlWKdhddcYdhded 3.5 14

149 LeveragingKNetworkKScienceKforKSocialKwistancingKtoKvurbKPandemicKSpreadaKIEEEcAccessWK2021WKlWKeidliYeiecj3.5 7

148  ntrinsicKandKSimplifiedKvomplexKNetworkKxmbeddingKModelaKLecturecNotescincNetworkscandc
SystemsWK2021WKeilYekk 0.5

147 tKnovelKmultiYomicsYbasedKhighlyKaccurateKpredictionKofKsymptomsWKcomorbidKconditionsWKandK
possibleKlongYtermKcomplicationsKofKvOV wYdlaKMolecularcOmicsWK2021WKdjWKfdjYffj 4.4 13

146 tdaptiveKMotifYbasedKTopologyKvontrolKinKMobileKSoftwareKwefinedKWirelessKSensorKNetworksK
2021WK 2

145 vharacterizationKofKaKnewKmultidrugYresistantKurazilianKisolateKandKdjeKsppaKsequencedKstrainsmK
zenomicKislandWKmultilocusKsequenceKtypingKandKcapsuleKlocusKdatasetaKDatacincBriefWK2021WKfgWKdcijgi 1.2

144 vomparativeKgenomicsKwithKaKmultidrugYresistantKKlebsiellaKpneumoniaeKisolateKrevealsKtheK
panoramaKofKunexploredKdiversityKinKNortheastKurazilaKGeneWK2021WKjjeWKdghfki 3.8 1

143 vomparativeKgenomicsKandKinKsilicoKgeneKevaluationKinvolvedKinKtheKprobioticKpotentialKofK
uifidobacteriumKlongumKhaKGeneWK2021WKjlhWKdghjkd 3.8 2

142 xmergenceKofKvardiacKzlycosidesKasKPotentialKwrugsmKvurrentKandKyutureKScopeKforKvancerK
TherapeuticsaKBiomoleculesWK2021WKddWK 5.9 4

141 RelevantKandKNonYRedundantKyeatureKSelectionKforKvancerKvlassificationKandKSubtypeKwetectionaK
CancersWK2021WKdfWK 6.6 2

140 weepKneuralKnetworkKmodelsKtoKautomateKincidentKtriageKinKtheKradiationKoncologyKincidentK
learningKsystemK2021WK 1

139 SpatiotemporalKtracingKofKpandemicKspreadKfromKinfectionKdataaKScientificcReportsWK2021WKddWKdjikl 4.9 1

138 PotentialKMolecularKMechanismsKofKRareKtntiYTumorK mmuneKResponseKbyKStRSYvoVYeKinK solatedK
vasesKofKLymphomasaKVirusesWK2021WKdfWK 6.2 1

137 tKSurveyKonKRecentKNamedKxntityKRecognitionKandKRelationshipKxxtractionKTechniquesKonKvlinicalK
TextsaKAppliedcSciencesclSwitzerlandmWK2021WKddWKkfdl 2.6 4

136 TowardsKwynamicKlockdownKstrategiesKcontrollingKpandemicKspreadKunderKhealthcareKresourceK
budgetaKAppliedcNetworkcScienceWK2021WKiWKe 2.9 6

135 tKvomparativeKNLPYuasedKStudyKonKtheKvurrentKTrendsKandKyutureKwirectionsKinKvOV wYdlK
ResearchaKIEEEcAccessWK2021WKlWKjkfgdYjkfhh 3.5 3

134 tKuridgingKventralityKPluginKforKzxP– KandKaKvaseKStudyKforKMycobacteriumKTuberculosisK–fjRvaK
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsWK2021WKdkWKejgdYejgi 3 0

133 ScalableKandKdistributedKstrategiesKforKsociallyKdistancedKhumanKmobilityaaKAppliedcNetworkcScienceWK
2021WKiWKlh 2.9 0

(2021-2021)
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132 tKgameYtheoreticKapproachKtoKdecipheringKtheKdynamicsKofKamyloidYKaggregationKalongKcompetingK
pathwaysaKRoyalcSocietycOpencScienceWK2020WKjWKdldkdg 3.3 2

131  ntegratedKNaturalKLanguageKProcessingKandKMachineKLearningKModelsKforKStandardizingK
RadiotherapyKStructureKNamesaKHealthcareclSwitzerlandmWK2020WKkWK 3.4 3

130 PotentialKvhimericKPeptidesKtoKulockKtheKStRSYvoVYeKSpikeKRuwK2020WK 7

129 yitnessKofKOuterKMembraneKVesiclesKyromK sKtlteredKUnderKtheK mpactKofKSimulatedKMarsYlikeK
StressorsKOutsideKtheK nternationalKSpaceKStationaKFrontierscincMicrobiologyWK2020WKddWKdeik 5.7 7

128  nKsilicoKdiseaseKmodelmKfromKsimpleKnetworksKtoKcomplexKdiseasesK2020WKggdYgic 0

127 vompleteKgenomeKanalysisKofKzlutamicibacterKcreatinolyticusKfromKmareKabscessKandKcomparativeK
genomicsKprovideKinsightKofKdiversityKandKadaptationKforKzlutamicibacteraKGeneWK2020WKjgdWKdgghii 3.8 7

126 OntologiesKinKradiationKoncologyaKPhysicacMedicaWK2020WKjeWKdcfYddf 2.7 6

125 bioMvSK2020WK 8

124 vomputationalKscreeningKforKpotentialKdrugKcandidatesKagainstKtheKStRSYvoVYeKmainKproteaseaK
FvuuuResearchWK2020WKlWK 3.6 9

123 PotentialKchimericKpeptidesKtoKblockKtheKStRSYvoVYeKspikeKreceptorYbindingKdomainaK
FvuuuResearchWK2020WKlWKhji 3.6 28

122 yactorsKaffectingKvOV wYdlKinfectedKandKdeathKratesKinformKlockdownYrelatedKpolicymakingaKPLoSc
ONEWK2020WKdhWKecegddih 3.7 47

121 tKvlusteringKtpproachKtoK dentifyKvandidatesKtoK–ousekeepingKzenesKuasedKonKRNtYseqKwataaK
LecturecNotescincComputercScienceWK2020WKkfYlh 0.9 1

120 vlinicalKtpplicationsKofKtntimicrobialKPeptidesKStMPsTmKWhereKdoKweKStandKNowraKProteincandc
PeptidecLettersWK2020WKejWKdecYdfg 1.9 43

119  nKsilicoKfunctionalKpredictionKofKhypotheticalKproteinsKfromKtheKcoreKgenomeKofKbiovaraKPeerJWK2020WK
kWKeligf 3.1 5

118 uacteriocinsKasKanKalternativeKinKtheKtreatmentKofKinfectionsKbyKStaphylococcusKaureusaKAnaiscDac
AcademiacBrasileiracDecCienciasWK2020WKleWKeececdedi 1.4 1

117 TaxonomicKclassificationKofKstrainKPOdccbhKshowsKaKbroaderKgeographicKdistributionKandKgeneticK
markersKofKtheKrecentlyKdescribedKvorynebacteriumKsilvaticumaKPLoScONEWK2020WKdhWKeceggedc 3.7 2

116 TreatmentKPracticeKtnalysisKofK ntermediateKorK–ighKRiskKLocalizedKProstateKvancermKtKMultiYcenterK
StudyKwithKVeteransK–ealthKtdministrationKwataaKLecturecNotescincComputercScienceWK2020WKdfgYdgi 0.9 1

115 TheKpanYgenomeKofKTreponemaKpallidumKrevealsKdifferencesKinKgenomeKplasticityKbetweenK
subspeciesKrelatedKtoKvenerealKandKnonYvenerealKsyphilisaKBMCcGenomicsWK2020WKedWKff 4.5 6
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114 RecentKadvancesKonKconstraintYbasedKmodelsKbyKintegratingKmachineKlearningaKCurrentcOpinioncinc
BiotechnologyWK2020WKigWKkhYld 11.4 23

113 tnalysisKofKtheKmicroarrayKgeneKexpressionKforKbreastKcancerKprogressionKafterKtheKapplicationK
modifiedKlogisticKregressionaKGeneWK2020WKjeiWKdggdik 3.8 8

112 MultiYomicsYbasedKidentificationKofKStRSYvoVYeKinfectionKbiologyKandKcandidateKdrugsKagainstK
vOV wYdlaKComputerscincBiologycandcMedicineWK2020WKdeiWKdcgchd 7 45

111 MotifsKenableKcommunicationKefficiencyKandKfaultYtoleranceKinKtranscriptionalKnetworksaKScientificc
ReportsWK2020WKdcWKliek 4.9 6

110 vurrentKTrendsKinKxxperimentalKandKvomputationalKtpproachesKtoKvombatKtntimicrobialK
ResistanceaKFrontierscincGeneticsWK2020WKddWKhifljh 4.5 3

109 tKMachineKLearningKmethodKforKrelabelingKarbitraryKw vOMKstructureKsetsKtoKTzYeifKdefinedKlabelsaK
JournalcofcBiomedicalcInformaticsWK2020WKdclWKdcfhej 10.2 3

108 tnticancerKandKtntiviralKPropertiesKofKvardiacKzlycosidesmKtKReviewKtoKxxploreKtheKMechanismKofK
tctionsaKMoleculesWK2020WKehWK 4.8 22

107 tutomaticK ncidentKTriageKinKRadiationKOncologyK ncidentKLearningKSystemaKHealthcareclSwitzerlandm
WK2020WKkWK 3.4 5

106 SimilarKyeedYforwardKLoopKvrosstalkKPatternsKmayK mpactKRobustK nformationKTransportKtcrossKxaK
coliKandKSaKverevisiaeKTranscriptionalKNetworksaKMobilecNetworkscandcApplicationsWK2020WKehWKdljcYdlke 2.9

105 trtificialKintelligenceKmethodsKinKcomputerYaidedKdiagnosticKtoolsKandKdecisionKsupportKanalyticsK
forKclinicalKinformaticsK2020WKfdYhl 5

104 zenomicKvharacterizationKofKMultidrugYResistantKu–dccKSubYstrainsaKFrontierscincMicrobiologyWK2020
WKddWKhglehg 5.7 0

103 NaturalKselectionKversusKcreationmKaKreviewKonKtheKoriginKofKStRSYvOVYeaKInfezionicincMedicinaWK2020WK
ekWKfceYfdd 3.6 0

102 diSKrRNtKzeneKtmpliconKuasedKMetagenomicKSignaturesKofKRhizobiomeKvommunityKinKRiceKyieldK
wuringKVariousKzrowthKStagesaKFrontierscincMicrobiologyWK2019WKdcWKedcf 5.7 10

101 vompoundsKPiperidineWKxugenylKtcetateWKandKvhlorogenicKtcidKtreKuroadYSpectrumKtntiYK
vompoundsKthatKtreKtlsoKxffectiveKonKMwRKStrainsKofKtheKPathogenaKPathogensWK2019WKkWK 4.5 5

100 QuantitativeKProteomicKtnalysisKofKtheKResponseKofKProbioticKPutativeKNvwOKeddkKStrainKtoK
wifferentKOxygenKtvailabilityKUnderKTemperatureKVariationaKFrontierscincMicrobiologyWK2019WKdcWKjhl 5.7 6

99 StrophanthidinKtttenuatesKMtPKWKP fKbtKTbmTORWKandKWntb˛†YvateninKSignalingKPathwaysKinK
–umanKvancersaKFrontierscincOncologyWK2019WKlWKdgil 5.3 22

98 ReverseKvaccinologyKandKsubtractiveKgenomicsKrevealKnewKtherapeuticKtargetsKagainstKmKaKcausativeK
agentKofKpneumoniaaKRoyalcSocietycOpencScienceWK2019WKiWKdlclcj 3.3 21

97 xvaluationKofKtheKvommonKMolecularKuasisKinKtlzheimerRsKandKParkinsonRsKwiseasesaKInternationalc
JournalcofcMolecularcSciencesWK2019WKecWK 6.3 5

(2019-2020)

5



96 TranscriptomeKprofileKofKvorynebacteriumKpseudotuberculosisKinKresponseKtoKironKlimitationaKBMCc
GenomicsWK2019WKecWKiif 4.5 9

95 LanatosideKvK nducesKzebMKvellKvycleKtrrestKandKSuppressesKvancerKvellKzrowthKbyKtttenuatingK
MtPKWKWntWKβtKYSTtTWKandKP fKbtKTbmTORKSignalingKPathwaysaKBiomoleculesWK2019WKlWK 5.9 26

94 ReYsequencingKandKopticalKmappingKrevealsKmisassembliesKandKrealKinversionsKonKvorynebacteriumK
pseudotuberculosisKgenomesaKScientificcReportsWK2019WKlWKdifkj 4.9 2

93  nsightsKintoKtntagonisticK nteractionsKofKMultidrugKResistantKuacteriaKinKMangroveKSedimentsKfromK
theKSouthK ndianKStateKofKKeralaaKMicroorganismsWK2019WKjWK 4.9 7

92 NovelKframeshiftKmutationKinKgeneKinKaKRussianKfamilyKwithKcompleteKcongenitalKstationaryKnightK
blindnessaKOphthalmiccGeneticsWK2019WKgcWKhhkYhif 1.2 2

91 tnKintegratedKparametricKmodelKforKMTKselfYassemblyKformationKanalysisaKBioSystemsWK2019WKdjiWKiYde 1.9

90 PropagationKofKanKt˛†KwodecamerKStrainK nvolvesKaKThreeYStepKMechanismKandKaKKeyK ntermediateaK
BiophysicalcJournalWK2018WKddgWKhflYhgl 2.9 6

89 vauseKandKconsequenceKofKt˛†KYKLipidKinteractionsKinKtlzheimerKdiseaseKpathogenesisaKBiochimicacEtc
BiophysicacActacrcBiomembranesWK2018WKdkicWKdiheYdiie 3.8 25

88 vomparativeKmangroveKmetagenomeKrevealsKglobalKprevalenceKofKheavyKmetalsKandKantibioticK
resistomeKacrossKdifferentKecosystemsaKScientificcReportsWK2018WKkWKdddkj 4.9 38

87 TheKwruggableKPocketomeKofKmKtKNewKtpproachKforKPutativeKwruggableKTargetsaKFrontierscinc
GeneticsWK2018WKlWKgg 4.5 5

86 tpplicationKofKSocialKNetworkKtnalyticsKtoKtssessingKwifferentKvareKvoordinationKMetricsaKLecturec
NotescincComputercScienceWK2018WKdhdYdic 0.9

85
tcetateKKinaseKStcKTKisKxssentialKforKMicrobialKzrowthKandKuetelYderivedKvompoundsKPotentiallyK
TargetKtcKWKPhoPKandKMwRKProteinsKinKMaKtuberculosisWKVaKcholeraeKandKPathogenicKxaKcolimKtnKinK
silicoKandKinKvitroKStudyaKCurrentcTopicscincMedicinalcChemistryWK2018WKdkWKejfdYejgc

3 4

84 LinkingKcommonKnonYcodingKRNtsKofKhumanKlungKcancerKandKMaKtuberculosisaKBioinformationWK2018WK
dgWKffjYfgh 1.1 4

83 MultipleKenvironmentalKstressorsKinduceKcomplexKtranscriptomicKresponsesKindicativeKofK
phenotypicKoutcomesKinKWesternKfenceKlizardaKBMCcGenomicsWK2018WKdlWKkjj 4.5 5

82 uenchmarkingKtheKcommunicationKfidelityKofKbiomolecularKsignalingKcascadesKfeaturingK
pseudoYoneYdimensionalKtransportaKAIPcAdvancesWK2018WKkWKchheec 1.5 2

81 yirstKgenomeKsequencingKandKcomparativeKanalysesKofKstrainsKfromKMexicoaKStandardscincGenomicc
SciencesWK2018WKdfWKed 4

80 uioinformaticsKandKSystemsKuiologyKinKuioengineeringK2018WKeefYegf 1

79 StrainYspecificKyibrilKPropagationKbyKanKt˛†KwodecameraKScientificcReportsWK2017WKjWKgcjkj 4.9 26
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78 vrosstalkKandKtheKwynamicalKModularityKof´ yeedYyorwardKLoopsKinKTranscriptionalKRegulatoryK
NetworksaKBiophysicalcJournalWK2017WKddeWKdhflYdhhc 2.9 7

77 miRsigmKaKconsensusYbasedKnetworkKinferenceKmethodologyKtoKidentifyKpanYcancerKmiRNtYmiRNtK
interactionKsignaturesaKScientificcReportsWK2017WKjWKflikg 4.9 14

76 tnKintegrativeKinYsilicoKapproachKforKtherapeuticKtargetKidentificationKinKtheKhumanKpathogenK
vorynebacteriumKdiphtheriaeaKPLoScONEWK2017WKdeWKecdkigcd 3.7 25

75 SocialK nfluenceKSpectrumKatKScaleaKACMcTransactionsconcInformationcSystemsWK2017WKfiWKdYei 4.8 6

74 weterminingKcausalKmiRNtsKandKtheirKsignalingKcascadeKinKdiseasesKusingKanKinfluenceKdiffusionK
modelaKScientificcReportsWK2017WKjWKkdff 4.9 6

73 SearchingKforKsignaturesKacrossKmicrobialKcommunitiesmKMetagenomicKanalysisKofKsoilKsamplesKfromK
mangroveKandKotherKecosystemsaKScientificcReportsWK2017WKjWKkkhl 4.9 37

72 yattyKtcidKvoncentrationKandKPhaseKTransitionsKModulateKt˛†KtggregationKPathwaysaKScientificc
ReportsWK2017WKjWKdcfjc 4.9 6

71 RoleKofKmotifsKinKtopologicalKrobustnessKofKgeneKregulatoryKnetworksK2017WK 8

70 utR–LdK sKwownregulatedKinKtlzheimerRsKwiseaseKandKMayKRegulateKvognitiveKyunctionsKthroughK
xSRdKandKMultipleKPathwaysaKGenesWK2017WKkWK 4.2 46

69 TwoYvomponentKSignalKTransductionKSystemsKofKPathogenicKuacteriaKtsKTargetsKforKtntimicrobialK
TherapymKtnKOverviewaKFrontierscincMicrobiologyWK2017WKkWKdkjk 5.7 106

68  nsightKofKzenusKmKtscertainingKtheKRoleKofKPathogenicKandKNonYpathogenicKSpeciesaKFrontierscinc
MicrobiologyWK2017WKkWKdlfj 5.7 45

67 QuantifyingKRobustnessKinKuiologicalKNetworksKUsingKNSYeaKModelingcandcOptimizationcincSciencec
andcTechnologiesWK2017WKejfYelc 0.6 1

66  nKsilicoKidentificationKofKessentialKproteinsKinKvorynebacteriumKpseudotuberculosisKbasedKonK
proteinYproteinKinteractionKnetworksaKBMCcSystemscBiologyWK2016WKdcWKdcf 3.5 15

65 S MutmKaKwebKtoolKforKmanagingKbacterialKgenomeKassemblyKgeneratedKbyK onKPzMKsequencingK
technologyaKBMCcBioinformaticsWK2016WKdjWKghi 3.6 7

64 TheKStructuralKRoleKofKyeedYyorwardKLoopKMotifKinKTranscriptionalKRegulatoryKNetworksaKMobilec
NetworkscandcApplicationsWK2016WKedWKdldYech 2.9 2

63 TheKgenomeKanatomyKofKvorynebacteriumKpseudotuberculosisKVwhjKaKhighlyKvirulentKstrainKcausingK
vaseousKlymphadenitisaKStandardscincGenomiccSciencesWK2016WKddWKel 15

62 weterminationKofKcriticalKnucleationKnumberKforKaKsingleKnucleationKamyloidY˛†KaggregationKmodelaK
MathematicalcBiosciencesWK2016WKejfWKjcYl 3.9 20

61 MultipleK nfectionKSourcesK dentificationKwithKProvableKzuaranteesK2016WK 11

(2016-2017)
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60 vorynebacteriumKpseudotuberculosisKmayKbeKunderKanagenesisKandKbiovarKxquiKformsKbiovarKOvismK
aKphylogenicKinferenceKfromKsequenceKandKstructuralKanalysisaKBMCcMicrobiologyWK2016WKdiWKdcc 4.5 8

59 xfficientKvommunicationsKinKWirelessKSensorKNetworksKuasedKonKuiologicalKRobustnessK2016WK 11

58 LongYrangeKdegreeKcorrelationsKinKcomplexKnetworksaKComputationalcSocialcNetworksWK2015WKeWK 5.8 13

57 vontributionKofKcanonicalKfeedYforwardKloopKmotifsKonKtheKfaultYtoleranceKandKinformationK
transportKefficiencyKofKtranscriptionalKregulatoryKnetworksaKNanocCommunicationcNetworksWK2015WKiWKdffYdgg2.9 2

56 SocialK nfluenceKSpectrumKwithKzuaranteesmKvomputingKMoreKinKLessKTimeaKLecturecNotescinc
ComputercScienceWK2015WKkgYdcf 0.9 6

55 miRegulomemKaKknowledgeYbaseKofKmiRNtKregulomicsKandKanalysisaKScientificcReportsWK2015WKhWKdekfe 4.9 10

54 w SM RtmKPrioritizationKofKdiseaseKcandidatesKinKmiRNtYdiseaseKassociationsKbasedKonKmaximumK
weightedKmatchingKinferenceKmodelKandKmotifYbasedKanalysisaKBMCcGenomicsWK2015WKdiKSupplKhWKSde 4.5 15

53 TranscriptionalKNetworkKzrowingKModelsKUsingKMotifYuasedKPreferentialKtttachmentaKFrontierscinc
BioengineeringcandcBiotechnologyWK2015WKfWKdhj 5.8 10

52 xxploitingKzeneKRegulatoryKNetworksKforKRobustKWirelessKSensorKNetworkingK2015WK 5

51  nKSilicoKProteinYProteinK nteractionsmKtvoidingKwataKandKMethodKuiasesKOverKSensitivityKandK
SpecificityaKCurrentcProteincandcPeptidecScienceWK2015WKdiWKiklYjcc 2.8 6

50 wynamicalKimpactsKfromKstructuralKredundancyKofKtranscriptionalKmotifsKinKgeneYregulatoryK
networksK2015WK 2

49 yeatureKrankingKinKtranscriptionalKnetworksmKPacketKreceiptKasKaKdynamicalKmetricK2015WK 2

48 MapRepeatmKanKapproachKforKeffectiveKassemblyKofKrepetitiveKregionsKinKprokaryoticKgenomesaK
BioinformationWK2015WKddWKejiYl 1.1 12

47  nKSilicoKModelsK2014WKfkhYgcg 3

46 TopYlevelKdynamicsKandKtheKregulatedKgeneKresponseKofKfeedYforwardKloopKtranscriptionalKmotifsaK
PhysicalcReviewcEWK2014WKlcWKcfejci 2.4 2

45 weploymentKofKrobustKwirelessKsensorKnetworksKusingKgeneKregulatoryKnetworksmKtnK
isomorphismYbasedKapproachaKPervasivecandcMobilecComputingWK2014WKdfWKegiYehj 3.5 17

44 LeveragingKtheKrobustnessKofKgeneticKnetworksmKaKcaseKstudyKonKbioYinspiredKwirelessKsensorK
networkKtopologiesaKJournalcofcAmbientcIntelligencecandcHumanizedcComputingWK2014WKhWKfefYffl 3.7 16

43 MixedKwegreeYwegreeKvorrelationsKinKwirectedKSocialKNetworksaKLecturecNotescincComputercScienceWK
2014WKhjdYhkc 0.9 2
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42 tKnovelKinKsilicoKreverseYtranscriptomicsYbasedKidentificationKandKbloodYbasedKvalidationKofKaKpanelK
ofKsubYtypeKspecificKbiomarkersKinKlungKcanceraKBMCcGenomicsWK2013WKdgKSupplKiWKSh 4.5 9

41
vonservedKhostYpathogenKPP saKzloballyKconservedKinterYspeciesKbacterialKPP sKbasedKconservedK
hostYpathogenKinteractomeKderivedKnovelKtargetKinKvaKpseudotuberculosisWKvaKdiphtheriaeWKMaK
tuberculosisWKvaKulceransWKYaKpestisWKandKxaKcoliKtargetedKbyKPiperKbetelKcompoundsaKIntegrativec
BiologyclUnitedcKingdommWK2013WKhWKglhYhcl

3.7 18

40 weterminingKmiRNtYdiseaseKassociationsKusingKbipartiteKgraphKmodellingK2013WK 2

39 RobustKweploymentKofKWirelessKSensorKNetworksKUsingKzeneKRegulatoryKNetworksaKLecturecNotesc
incComputercScienceWK2013WKdleYecj 0.9 10

38 K2012WK 10

37 MotifKParticipationKbyKzenesKinKxaKcoliKTranscriptionalKNetworksaKFrontierscincPhysiologyWK2012WKfWKfhj 4.6 13

36 WholeYgenomeKsequenceKofKvorynebacteriumKpseudotuberculosisKstrainKvpdieWKisolatedKfromK
camelaKJournalcofcBacteriologyWK2012WKdlgWKhjdkYl 3.5 9

35 yirstYpassageKtimeKanalysisKofKaKoneYdimensionalKdiffusionYreactionKmodelmKapplicationKtoKproteinK
transportKalongKwNtaKBMCcBioinformaticsWK2011WKdeKSupplKdcWKSdk 3.6 3

34 tKmodifiedKStokesYxinsteinKequationKforKt˛†KaggregationaKBMCcBioinformaticsWK2011WKdeKSupplKdcWKSdf 3.6 9
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