
M Ciccozzi

List of Publications by Year
in descending order

Source: //exaly.com/author-pdf/9032427/publications.pdf

Version: 2025-02-01

147

papers

4,000

citations

27

h-index

203618

55

g-index

153229

157

all docs

157

docs citations

157

times ranked

6669

citing authors



M Ciccozzi

2

# Article IF Citations

1 Assessing the Burden of Neglected Tropical Diseases in Low-Income Communities: Challenges and
Solutions. Viruses, 2025, 17, 29. 3.4 9

2 Nipah Virus: A Zoonotic Threat Re-Emerging in the Wake of Global Public Health Challenges.
Microorganisms, 2025, 13, 124. 4.0 16

3 Equine Influenza: Epidemiology, Pathogenesis, and Strategies for Prevention and Control. Viruses,
2025, 17, 302. 3.4 2

4 Trends and Spatiotemporal Patterns of Avian Influenza Outbreaks in Italy: A Data-Driven Approach.
Infectious Disease Reports, 2024, 16, 1-12. 2.5 6

5 Comprehensive Analysis of HIV-1 Integrase Resistance-Related Mutations in African Countries.
Pathogens, 2024, 13, 102. 3.1 7

6 Exploring the Interplay between COVID-19 and Gut Health: The Potential Role of Prebiotics and
Probiotics in Immune Support. Viruses, 2024, 16, 370. 3.4 7

7 Monitoring avian influenza in mammals with real-time data. Pathogens and Global Health, 2024, 118,
280-284. 2.3 4

8 A One Health Platform for Future Epidemic Preparedness. Infectious Disease Reports, 2024, 16, 281-288. 2.5 5

9 On the SARS-CoV-2 Variants. Infectious Disease Reports, 2024, 16, 289-297. 2.5 2

10 Mpox: An Overview of Pathogenesis, Diagnosis, and Public Health Implications. Journal of Clinical
Medicine, 2024, 13, 2234. 2.6 46

11 Global Measles Surveillance: Trends, Challenges, and Implications for Public Health Interventions.
Infectious Disease Reports, 2024, 16, 367-379. 2.5 13

12 Navigating Novel Viral Challenges: Understanding, Tracking, and Mitigating Emerging Threats.
Microorganisms, 2024, 12, 807. 4.0 1

13 Phylodynamic and Evolution of the Hemagglutinin (HA) and Neuraminidase (NA) Genes of Influenza
A(H1N1) pdm09 Viruses Circulating in the 2009 and 2023 Seasons in Italy. Pathogens, 2024, 13, 334. 3.1 3

14 A Focus on the Pathophysiology of Adrenomedullin Expression: Endothelitis and Organ Damage in
Severe Viral and Bacterial Infections. Cells, 2024, 13, 892. 4.8 9

15 Emerging Microorganisms and Infectious Diseases: One Health Approach for Health Shared Vision.
Genes, 2024, 15, 908. 2.7 9

16 The Prevention of Viral Infections: The Role of Intestinal Microbiota and Nutritional Factors.
Nutrients, 2024, 16, 2445. 4.6 4

17 Integrating Digital Health Solutions with Immunization Strategies: Improving Immunization Coverage
and Monitoring in the Post-COVID-19 Era. Vaccines, 2024, 12, 847. 3.1 23

18 Reassessing the Risk of Severe Parvovirus B19 Infection in the Immunocompetent Population: A Call for
Vigilance in the Wake of Resurgence. Viruses, 2024, 16, 1352. 3.4 12



3

M Ciccozzi

# Article IF Citations

19 Viral Hepatitis: Host Immune Interaction, Pathogenesis and New Therapeutic Strategies. Pathogens,
2024, 13, 766. 3.1 15

20 Update of the Genetic Variability of Monkeypox Virus Clade IIb Lineage B.1. Microorganisms, 2024, 12,
1874. 4.0 13

21 Immune Profile in COVID-19: Unveiling TR3-56 Cells in SARS-CoV-2 Infection. International Journal of
Molecular Sciences, 2024, 25, 10465. 4.5 1

22 Hepatitis E Virus Infection in Patients with Systemic and Cutaneous Lupus Erythematosus.
International Journal of Molecular Sciences, 2024, 25, 11162. 4.5 1

23 RETRACTED: Zoonotic Paramyxoviruses: Evolution, Ecology, and Public Health Strategies in a Changing
World. Viruses, 2024, 16, 1688. 3.4 7

24 Human Papillomavirus (HPV) Vaccination: Progress, Challenges, and Future Directions in Global
Immunization Strategies. Vaccines, 2024, 12, 1293. 3.1 14

25 Wolbachia-Based Approaches to Controlling Mosquito-Borne Viral Threats: Innovations, AI
Integration, and Future Directions in the Context of Climate Change. Viruses, 2024, 16, 1868. 3.4 9

26 Monitoring measles infections using flight passenger dynamics in Europe: A data-driven approach.
Scientific Data, 2024, 11, . 6.4 1

27 Estimating the undetected infections in the Monkeypox outbreak. Journal of Medical Virology, 2023,
95, . 3.8 17

28 On the SARSâ€•CoVâ€•2 BA.2.75 variant: A genetic and structural point of view. Journal of Medical Virology,
2023, 95, . 3.8 22

29 SARSâ€•CoVâ€•2 pandemic, influenza, and influenzaâ€•like illness epidemics: Allies or enemies?. Journal of
Medical Virology, 2023, 95, . 3.8 4

30 Shortâ€•term forecasts of Monkeypox cases in multiple countries: keep calm and don't panic. Journal of
Medical Virology, 2023, 95, . 3.8 8

31 The crosstalk between gut barrier impairment, mitochondrial dysfunction, and microbiota alterations
in people living with HIV. Journal of Medical Virology, 2023, 95, . 3.8 9

32 Functional Benefit of Smoking Cessation and Triple Inhaler in Combustible Cigarette Smokers with
Severe COPD: A Retrospective Study. Journal of Clinical Medicine, 2023, 12, 234. 2.6 23

33 The D405N Mutation in the Spike Protein of SARS-CoV-2 Omicron BA.5 Inhibits Spike/Integrins
Interaction and Viral Infection of Human Lung Microvascular Endothelial Cells. Viruses, 2023, 15, 332. 3.4 16

34 Genomeâ€•based survey of the SARSâ€•CoVâ€•2 BF.7 variant from Asia. Journal of Medical Virology, 2023, 95, . 3.8 9

35 Is a new COVIDâ€•19 wave coming from China due to an unknown variant of concern? Keep calm and look
at the data. Journal of Medical Virology, 2023, 95, . 3.8 4

36 Neutralizing Antibodies against SARS-CoV-2 Beta and Omicron Variants Inhibition Comparison after
BNT162b2 mRNA Booster Doses with a New PETIA sVNT Assay. Diagnostics, 2023, 13, 889. 3.3 2



4

M Ciccozzi

# Article IF Citations

37 Genomeâ€•based comparison between the recombinant SARSâ€•CoVâ€•2 XBB and its parental lineages. Journal
of Medical Virology, 2023, 95, . 3.8 31

38 Two Sides of the Same Coin: the N-terminal and the Receptor-Binding Domains of SARS-CoV-2 Spike.
Future Virology, 2023, 18, 75-78. 1.4 6

39 Viral metagenomics unveils MW (Malawi) polyomavirus infection in Brazilian pediatric patients with
acute respiratory disease. Journal of Medical Virology, 2023, 95, . 3.8 4

40 Molecular In-Depth on the Epidemiological Expansion of SARS-CoV-2 XBB.1.5. Microorganisms, 2023, 11,
912. 4.0 14

41 Khosta: A Genetic and Structural Point of View of the Forgotten Virus. Infectious Disease Reports,
2023, 15, 307-318. 2.5 0

42 Traceability of SARSâ€•CoVâ€•2 transmission through quasispecies analysis. Journal of Medical Virology,
2023, 95, . 3.8 9

43 Avian Influenza: Could the H5N1 Virus Be a Potential Next Threat?. Microbiology Research, 2023, 14,
635-645. 2.3 12

44 Chronic Suppressive Antibiotic Treatment for Staphylococcal Bone and Joint Implantâ€“Related
Infections. Antibiotics, 2023, 12, 937. 4.2 11

45 SARS-CoV CH.1.1 Variant: Genomic and Structural Insight. Infectious Disease Reports, 2023, 15, 292-298. 2.5 12

46
SARS-CoV-2 Infection Increases the Risk of Muscle Injury in Professional Male Soccer Playersâ€”A
Retrospective Analysis of the Italian and Spanish Major Leagues. Infectious Disease Reports, 2023, 15,
425-435.

2.5 1

47 SARS-CoV-2 Recombinants: Genomic Comparison between XBF and Its Parental Lineages.
Microorganisms, 2023, 11, 1824. 4.0 7

48 Epidemic history and evolution of an emerging threat of international concern, the severe acute
respiratory syndrome coronavirus 2. Journal of Medical Virology, 2023, 95, . 3.8 26

49 Early Detection of the Recombinant SARS-CoV-2 XAN Variant in Bulgaria: Initial Genomic Insights into
Yet Another Piece of the Growing Puzzle of Recombinant Clades. Microorganisms, 2023, 11, 2041. 4.0 1

50 Joining Forces against Antibiotic Resistance: The One Health Solution. Pathogens, 2023, 12, 1074. 3.1 98

51 On the SARSâ€•CoVâ€•2 BA.2.86 lineage: a mutation point of view. Journal of Medical Virology, 2023, 95, . 3.8 12

52 Genetic and structural analyses reveal the low potential of the SARSâ€•CoVâ€•2 EG.5 variant. Journal of
Medical Virology, 2023, 95, . 3.8 8

53 Genomic Epidemiology and Lineage Dynamics of SARS-CoV-2 in Bulgaria: Insights from a Three-Year
Pandemic Analysis. Viruses, 2023, 15, 1924. 3.4 3

54 HIV-1â€“Host Interaction in Gut-Associated Lymphoid Tissue (GALT): Effects on Local Environment and
Comorbidities. International Journal of Molecular Sciences, 2023, 24, 12193. 4.5 23



5

M Ciccozzi

# Article IF Citations

55 Monitoring Monkeypox: Safeguarding Global Health through Rapid Response and Global Surveillance.
Pathogens, 2023, 12, 1153. 3.1 15

56 Update on the Phylodynamic and Genetic Variability of Marburg Virus. Viruses, 2023, 15, 1721. 3.4 7

57 Integrative Genome-Based Survey of the SARS-CoV-2 Omicron XBB.1.16 Variant. International Journal of
Molecular Sciences, 2023, 24, 13573. 4.5 9

58 First detection of SARSâ€•CoVâ€•2 BA.2.86.1 in Italy. Journal of Medical Virology, 2023, 95, . 3.8 1

59 Monitoring the West Nile virus outbreaks in Italy using open access data. Scientific Data, 2023, 10, . 6.4 24

60 Exploring Viral Metagenomics in Pediatric Patients with Acute Respiratory Infections: Unveiling
Pathogens beyond SARS-CoV-2. Microorganisms, 2023, 11, 2744. 4.0 2

61 Chikungunya vaccine: Is it time for it?. Journal of Medical Virology, 2023, 95, . 3.8 2

62 Unreliable predictions about COVIDâ€•19 infections and hospitalizations make people worry: The case of
Italy. Journal of Medical Virology, 2022, 94, 26-28. 3.8 8

63 Assessment of core and support functions of the communicable disease surveillance system in the
Kurdistan Region of Iraq. Journal of Medical Virology, 2022, 94, 469-479. 3.8 8

64 The first Italian outbreak of SARSâ€•CoVâ€•2 B.1.1.7 lineage in Corzano, Lombardy. Journal of Medical
Virology, 2022, 94, 413-416. 3.8 7

65 Postvaccination SARSâ€•CoVâ€•2 Alpha (B.1.1.7) lineage infection among healthcare workers on the
background of IgG antibodies. Journal of Medical Virology, 2022, 94, 836-839. 3.8 3

66 Measles outbreak, Montenegro Januaryâ€“July 2018: Lessons learned. Journal of Medical Virology, 2022,
94, 514-520. 3.8 8

67 Covidâ€•19 sequelae in working age patients: A systematic review. Journal of Medical Virology, 2022, 94,
858-868. 3.8 39

68 SARSâ€•CoVâ€•2 AY.4.2 variant circulating in Italy: Genomic preliminary insight. Journal of Medical Virology,
2022, 94, 1689-1692. 3.8 16

69 Prisoners of variants, or free to act as prisoners of swabs? The case of Italy. Journal of Medical
Virology, 2022, 94, 2334-2335. 3.8 1

70 The electrostatic potential of the Omicron variant spike is higher than in Delta and Deltaâ€•plus
variants: A hint to higher transmissibility?. Journal of Medical Virology, 2022, 94, 1277-1280. 3.8 65

71 The SARSâ€•CoVâ€•2 Mu variant should not be left aside: It warrants attention for its immunoâ€•escaping
ability. Journal of Medical Virology, 2022, 94, 2479-2486. 3.8 9

72
Analysis of HIVâ€•1 integrase genotypes and polymorphisms among integrase inhibitorsâ€•based
antiretroviral treatment naÃ¯ve patients in South Sudan. Journal of Medical Virology, 2022, 94,
3320-3327.

3.8 3



6

M Ciccozzi

# Article IF Citations

73 On the severity of COVIDâ€•19 infections in 2021 in Italy. Journal of Medical Virology, 2022, 94, 1281-1283. 3.8 4

74 The unresolved question on COVIDâ€•19 virus origin: The three cards game?. Journal of Medical Virology,
2022, 94, 1257-1260. 3.8 25

75 Prevention of HBV Reactivation in Hemato-Oncologic Setting during COVID-19. Pathogens, 2022, 11, 567. 3.1 4

76 Seroprevalence of Actinobacillus pleuropneumoniae infection in pigs from Bulgaria. Bulgarian
Journal of Veterinary Medicine, 2022, 25, 333-338. 0.2 2

77 The Biological Properties of the SARS-CoV-2 Cameroon Variant Spike: An Intermediate between the
Alpha and Delta Variants. Pathogens, 2022, 11, 814. 3.1 2

78 The Monkeypox Pandemic as a Worldwide Emergence: Much Ado?. Infectious Disease Reports, 2022, 14,
597-599. 2.5 9

79 Initial introduction and spread of the SARSâ€•CoVâ€•2 AY.4.2.1 Delta variant in Bulgaria, a genomic insight.
Journal of Medical Virology, 2022, 94, 6060-6064. 3.8 2

80 Genomic Epidemiology Unveil the Omicron Transmission Dynamics in Rome, Italy. Pathogens, 2022, 11,
1011. 3.1 4

81 Viral Metagenomics for the Identification of Emerging Infections in Clinical Samples with
Inconclusive Dengue, Zika, and Chikungunya Viral Amplification. Viruses, 2022, 14, 1933. 3.4 18

82 Gut Microbiota and COVID-19: Potential Implications for Disease Severity. Pathogens, 2022, 11, 1050. 3.1 22

83
Rates and Determinants of Hospital-Acquired Infection among ICU Patients Undergoing Cardiac
Surgery in Developing Countries: Results from EMERGENCYâ€™NGOâ€™s Hospital in Sudan. Antibiotics, 2022,
11, 1227.

4.2 3

84 A Lesson from the Green Pass Experience in Italy: A Narrative Review. Vaccines, 2022, 10, 1483. 3.1 11

85
Mediterranean Diet versus Very Low-Calorie Ketogenic Diet: Effects of Reaching 5% Body Weight Loss
on Body Composition in Subjects with Overweight and with Obesityâ€”A Cohort Study. International
Journal of Environmental Research and Public Health, 2022, 19, 13040.

3.1 32

86 Genetic Variability of the Monkeypox Virus Clade IIb B.1. Journal of Clinical Medicine, 2022, 11, 6388. 2.6 26

87 Clinical Impact of Colonization with Carbapenem-Resistant Gram-Negative Bacteria in Critically Ill
Patients Admitted for Severe Trauma. Pathogens, 2022, 11, 1295. 3.1 11

88 SARS-CoV-2 Variants in COVID-19 Disease: A Focus on Disease Severity and Vaccine Immunity in Patients
Admitted to the Emergency Department. Journal of Personalized Medicine, 2022, 12, 2001. 2.7 2

89 Implications of Possible HBV-Driven Regulation of Gene Expression in Stem Cell-like Subpopulation of
Huh-7 Hepatocellular Carcinoma Cell Line. Journal of Personalized Medicine, 2022, 12, 2065. 2.7 1

90 Genetic and Structural Data on the SARS-CoV-2 Omicron BQ.1 Variant Reveal Its Low Potential for
Epidemiological Expansion. International Journal of Molecular Sciences, 2022, 23, 15264. 4.5 19



7

M Ciccozzi

# Article IF Citations

91 The impact of the SARSâ€•CoVâ€•2 infection, with special reference to the hematological setting. Journal of
Medical Virology, 2021, 93, 223-233. 3.8 25

92
COPD influences survival in patients affected by COVIDâ€•19, comparison between subjects admitted to an
internal medicine unit, and subjects admitted to an intensive care unit: An Italian experience. Journal
of Medical Virology, 2021, 93, 1239-1241.

3.8 6

93 High value of midâ€•regional proadrenomedullin in COVIDâ€•19: A marker of widespread endothelial damage,
disease severity, and mortality. Journal of Medical Virology, 2021, 93, 2820-2827. 3.8 35

94 SARSâ€•CoVâ€•2 infection affects the lower urinary tract and male genital system: A systematic review.
Journal of Medical Virology, 2021, 93, 3133-3142. 3.8 58

95 Viral community acquired pneumonia at the emergency department: Report from the pre COVIDâ€•19 age.
Journal of Medical Virology, 2021, 93, 4399-4404. 3.8 8

96 SARS-CoV-2 shifting transmission dynamics and hidden reservoirs potentially limit efficacy of public
health interventions in Italy. Communications Biology, 2021, 4, . 4.6 28

97 Betacoronaviruses genome analysis reveals evolution toward specific codons usage: Implications for
SARSâ€•CoVâ€•2 mitigation strategies. Journal of Medical Virology, 2021, 93, 5630-5634. 3.8 4

98 COVIDâ€•19 sniffer dog experimental training: Which protocol and which implications for reliable
sidentification?. Journal of Medical Virology, 2021, 93, 5924-5930. 3.8 18

99 The variants question: What is the problem?. Journal of Medical Virology, 2021, 93, 6479-6485. 3.8 31

100 SARSâ€•CoVâ€•2 B.1.617 Indian variants: Are electrostatic potential changes responsible for a higher
transmission rate?. Journal of Medical Virology, 2021, 93, 6551-6556. 3.8 93

101 While we are discussingâ€¦ the SARSâ€•CoVâ€•2 virus laughs. Journal of Medical Virology, 2021, 93, 6475-6476. 3.8 3

102 A cluster of the new SARSâ€•CoVâ€•2 B.1.621 lineage in Italy and sensitivity of the viral isolate to the
BNT162b2 vaccine. Journal of Medical Virology, 2021, 93, 6468-6470. 3.8 46

103 On the misuse of the reproduction number in the COVIDâ€•19 surveillance system in Italy. Journal of
Medical Virology, 2021, 93, 2569-2570. 3.8 9

104 Preservation of microvascular barrier function requires CD31 receptor-induced metabolic
reprogramming. Nature Communications, 2020, 11, . 14.2 54

105 The first two cases of 2019â€•nCoV in Italy: Where they come from?. Journal of Medical Virology, 2020, 92,
518-521. 3.8 283

106 Identification of the nucleotide substitutions in 62 SARS-CoV-2 sequences from Turkey. Turkish
Journal of Biology, 2020, 44, 178-184. 0.8 15

107 The ongoing COVID-19 epidemic in Minas Gerais, Brazil: insights from epidemiological data and
SARS-CoV-2 whole genome sequencing. Emerging Microbes and Infections, 2020, 9, 1824-1834. 6.4 46

108 T05.02.11 SERUM DIAMINOXIDASE LEVELS IN IRRITABLE BOWEL SYNDROME PATIENTS COMPARED TO
HEALTHY CONTROLS. Digestive and Liver Disease, 2020, 52, S154-S155. 1.1 0



8

M Ciccozzi

# Article IF Citations

109 Evidence for mutations in SARSâ€•CoVâ€•2 Italian isolates potentially affecting virus transmission. Journal
of Medical Virology, 2020, 92, 2232-2237. 3.8 31

110 Sars-CoV-2 Envelope and Membrane Proteins: Structural Differences Linked to Virus Characteristics?.
BioMed Research International, 2020, 2020, 1-6. 2.7 164

111 A doubt of multiple introduction of SARSâ€•CoVâ€•2 in Italy: A preliminary overview. Journal of Medical
Virology, 2020, 92, 1634-1636. 3.8 50

112 Response to Carletti et al, â€œAbout the origin of the first two SARSâ€•CoVâ€•2 infections in Italy: Inference
not supported by appropriate sequence analysisâ€•. Journal of Medical Virology, 2020, 92, 1406-1407. 3.8 1

113 SARSâ€•CoVâ€•2: March toward adaptation. Journal of Medical Virology, 2020, 92, 2274-2276. 3.8 18

114 Topographic lymph node staging system shows prognostic superiority compared to the 8th edition of
AJCC TNM in gastric cancer. A western monocentric experience. Surgical Oncology, 2020, 34, 223-233. 2.1 12

115 COVIDâ€•2019: The role of the nsp2 and nsp3 in its pathogenesis. Journal of Medical Virology, 2020, 92,
584-588. 3.8 327

116 The 2019â€•new coronavirus epidemic: Evidence for virus evolution. Journal of Medical Virology, 2020,
92, 455-459. 3.8 544

117 Response to Ribeiro da Silva et al,â€œRole of nonstructural proteins in the pathogenesis of SARSâ€•CoVâ€•2â€•.
Journal of Medical Virology, 2020, 92, 1430-1430. 3.8 2

118 HIV-1 recombinant forms in immigrants regularly residing in Milan, northern Italy. Infection, 2020, 48,
553-558. 3.0 9

119
OC.04.6 FECAL AND MUCOSAL MICROBIOTA PROFILING IN IRRITABLE BOWEL SYNDROME AND
INFLAMMATORY BOWEL DISEASE: A FOCUS ON AKKERMANSIA MUCINIPHILA. Digestive and Liver Disease,
2019, 51, e88.

1.1 1

120 Matrix-assisted laser desorption ionization time-of-flight mass spectrometry in clinical microbiology:
An updating review. Infection, Genetics and Evolution, 2019, 76, 104063. 2.4 43

121 The phylogenetic approach for viral infectious disease evolution and epidemiology: An updating
review. Journal of Medical Virology, 2019, 91, 1707-1724. 3.8 21

122 Human hepatitis E virus circulation in Bulgaria: Deep Bayesian phylogenetic analysis for viral spread
control in the country. Journal of Medical Virology, 2019, 91, 132-138. 3.8 8

123 Mediterranean diet and Psoriatic Arthritis activity: a multicenter cross-sectional study.
Rheumatology International, 2019, 40, 951-958. 2.6 62

124 Bayesian reconstruction of the evolutionary history and crossâ€•species transition of variola virus and
orthopoxviruses. Journal of Medical Virology, 2018, 90, 1134-1141. 3.8 8

125 What is changed in HBV molecular epidemiology in Italy?. Journal of Medical Virology, 2018, 90, 786-795. 3.8 14

126 Hepatitis E virus genotypes and subgenotypes causing acute hepatitis, Bulgaria, 2013â€“2015. PLoS ONE,
2018, 13, e0198045. 2.5 31



9

M Ciccozzi

# Article IF Citations

127 A66â€‚Multi-drug-resistant Klebsiella pneumoniae strains circulating in hospital setting: Whole-genome
sequencing and Bayesian phylogenetic analysis for outbreak investigations. Virus Evolution, 2018, 4, . 3.5 0

128 An acute febrile outbreak in a refugee community of an Italian asylum seeker center: lessons learned.
Public Health, 2018, 163, 16-19. 2.6 3

129 Genotype I hepatitis A virus introduction in Italy: Bayesian phylogenetic analysis to date different
epidemics. Journal of Medical Virology, 2018, 90, 1493-1502. 3.8 6

130 SAT0338â€…Prediction of cardiovascular events in patients with psoriatic arthritis: performance of five
risk algorithms in an italian bicentric study. , 2018, , 1034.1-1034. 0

131
Population dynamics of hepatitis C virus subtypes in injecting drug users on methadone maintenance
treatment in China associated with economic and health reform. Journal of Viral Hepatitis, 2017, 24,
551-560.

2.1 7

132
A High Density of Mutations within HLA Class I and II HBsAg/RT Epitopes Characterizes HBV Variants
Emerging during Immune-Suppression Driven HBV Reactivation. Journal of Hepatology, 2016, 64,
S376-S377.

2.9 0

133 Transmission of HIV Drug Resistance and the Predicted Effect on Current First-line Regimens in
Europe. Clinical Infectious Diseases, 2016, 62, 655-663. 5.6 143

134 Full-Genome Characterization of a G8P[8] Rotavirus That Emerged among Children with Diarrhea in
Croatia in 2006. Journal of Clinical Microbiology, 2013, 51, 1583-1588. 4.1 17

135 Future research and collaboration: the â€œSINERGIEâ€• project on HCV (South Italian Network for) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 422 Td (Rational Guidelines and International Epidemiology). BMC Infectious Diseases, 2012, 12, .2.7 12

136 Non-B HIV Type 1 Subtypes among Men Who Have Sex with Men in Rome, Italy. AIDS Research and Human
Retroviruses, 2009, 25, 157-164. 1.5 18

137
Amino acid changes in the attachment g glycoprotein of human respiratory syncytial viruses
(subgroup A) isolated in Italy over several epidemics (1997â€“2006). Journal of Medical Virology, 2007, 79,
1935-1942.

3.8 9

138 Temporal Trend in the Level of 90K Glycoprotein after HIV Seroconversion among Persons Coinfected
with Hepatitis C Virus. Infection, 2005, 33, 101-102. 3.0 3

139 Contamination of mussels by hepatitis A virus: a public-health problem in southern Italy. Food
Control, 2003, 14, 559-563. 6.3 21

140 Risk of hepatitis A infection following travel. Journal of Viral Hepatitis, 2002, 9, 460-465. 2.1 23

141 Changing epidemiology of parenterally transmitted viral hepatitis: results from the hepatitis
surveillance system in Italy. Digestive and Liver Disease, 2001, 33, 778-784. 1.1 51

142 Closed-Circuit System for the Depuration of Mussels Experimentally Contaminated with Hepatitis A
Virus. Journal of Food Protection, 2001, 64, 877-880. 2.5 40

143 Title is missing!. World Journal of Microbiology and Biotechnology, 2001, 17, 673-676. 4.0 3

144 The impact of the hepatitis B mass immunisation campaign on the incidence and risk factors of acute
hepatitis B in Italy. Journal of Hepatology, 2000, 33, 980-985. 2.9 102



10

M Ciccozzi

# Article IF Citations

145 Inactivation of Hepatitis A virus in heat-treated mussels. Journal of Applied Microbiology, 1999, 87,
884-888. 3.3 98

146 Hepatitis C virus genotypes among intravenous drug users in Italy. Hepatology Research, 1997, 9, 20-27. 3.2 6

147 Phenotypic and genotypic biotyping of environmental strains of Vibrio cholerae non-O1 isolated in
Italy. Applied and Environmental Microbiology, 1997, 63, 4102-4106. 3.6 12


