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Resources and Crop Evolution, 2012, 59, 1449-1464. 0.8 7
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A novel protein refolding protocol for the solubilization and purification of recombinant
peptidoglycan-associated lipoprotein from Xylella fastidiosa overexpressed in Escherichia coli.
Protein Expression and Purification, 2012, 82, 284-289.
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microsatellites from enriched genomic libraries. Biologia Plantarum, 2012, 56, 789-792. 1.9 6

162
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Insect Molecular Biology, 2012, 21, 89-95.
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fromXylella fastidiosain two crystal forms. Acta Crystallographica Section F: Structural Biology
Communications, 2012, 68, 464-467.

0.7 1

165 Initial crystallographic studies of a small heat-shock protein from<i>Xylella fastidiosa</i>. Acta
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182 Isolation and characterization of microsatellite loci in Colletotrichum acutatum, the causal agent of
postbloom fruit drop on citrus. Conservation Genetics Resources, 2011, 3, 651-654. 0.4 11
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libraries. BMC Proceedings, 2011, 5, . 1.8 0
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194 Microsatellites for the mangrove tree <i>Avicennia germinans</i> (Acanthaceae): Tools for
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Genetic diversity and population structure analysis of the tropical pasture grass<i>Brachiaria
humidicola</i>based on microsatellites, cytogenetics, morphological traits, and geographical origin.
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203 Isolation and characterization of microsatellite loci in Paspalum notatum FlÃ¼ggÃ© (Poaceae).
Conservation Genetics, 2009, 10, 1977-1980. 0.8 18

204 Molecular and cytogenetic characterization of an AT-rich satellite DNA family in Urvillea chacoensis
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206 Isolation and characterization of microsatellite markers from the stingless bee Nannotrigona
testaceicornis. Conservation Genetics Resources, 2009, 1, 97-99. 0.4 6
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Conservation Genetics Resources, 2009, 1, 209-212. 0.4 18
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Conservation Genetics Resources, 2009, 1, 277-280. 0.4 4
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genetic studies. Conservation Genetics Resources, 2009, 1, 297-307. 0.4 6
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Amazon. Conservation Genetics Resources, 2009, 1, 487-490. 0.4 10
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410a. 0.2 0
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Ecology Resources, 2008, 8, 980-982.

2.2 30

231 Isolation and characterization of microsatellite markers inAcca sellowiana(Berg) Burret. Molecular
Ecology Resources, 2008, 8, 998-1000. 2.2 11
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236 Capacidade combinatÃ³ria, divergÃªncia genÃ©tica entre linhagens de milho e correlaÃ§Ã£o com heterose.
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241 Microsatellites for genetic studies and breeding programs in common bean. Pesquisa Agropecuaria
Brasileira, 2007, 42, 589-592. 0.9 17

242 CorrelaÃ§Ã£o da heterose de hÃbridos de milho com divergÃªncia genÃ©tica entre linhagens. Pesquisa
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259 Evaluating genetic relationships between tropical maize inbred lines by means of AFLP profiling.
Hereditas, 2004, 140, 24-33. 0.5 26
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high-intensity reciprocal recurrent selection. Euphytica, 2003, 134, 277-286. 0.6 31

265 Title is missing!. Euphytica, 2003, 130, 87-99. 0.6 57
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