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QTLs for earliness and yield-forming traits in the Lubuskid€%.A—4a€%oCamB barley RIL population under various

water regimes. Journal of Applied Genetics, 2017, 58, 49-65.

Quantitative trait loci for plant height in Maresia€%o.A—4&€%o.CamB barley population and their associations with

yield-related traits under different water regimes. Journal of Applied Genetics, 2017, 58, 23-35. 19 49



20

22

24

26

28

KRZYSZTOF MIKOA,AJCZAK

ARTICLE IF CITATIONS
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