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Identification of Smad7, a TGFi2-inducible antagonist of TGF-2 signalling. Nature, 1997, 389, 631-635.

Physical and Functional Interaction of Murine and Xenopus Smad7 with Bone Morphogenetic Protein
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The activity and signaling range of mature BMP-4 is regulated by sequential cleavage at two sites
within the prodomain of the precursor. Genes and Development, 2001, 15, 2797-2802.

Cleavages within the Prodomain Direct Intracellular Trafficking and Degradation of Mature Bone

Morphogenetic Protein-4. Molecular Biology of the Cell, 2004, 15, 5012-5020. 0.9 90

Xwnt-8 and lithium can act upon either dorsal mesodermal or neurectodermal cells to cause a loss
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Bone morphogenetic protein function is required for terminal differentiation of the heart but not

for early expression of cardiac marker genes. Mechanisms of Development, 2001, 100, 263-273. L7 80

Smad6 functions as an intracellular antagonist of some TGF-{2 family members
duringXenopusembryogenesis. Genes To Cells, 1998, 3, 387-394.

Morphogen gradients in development: from form to function. Wiley Interdisciplinary Reviews:
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Site-specific Cleavage of BMP4 by Furin, PC6, and PC7. Journal of Biological Chemistry, 2009, 284,
27157-27166.

Mutation of an upstream cleavage site in the BMP4 prodomain leads to tissue-specific loss of activity. 12 58
Development (Cambridge), 2006, 133, 1933-1942. )

Regulation of Bone Morphogenetic Protein-4 Activity by Sequence Elements within the Prodomain.
Journal of Biological Chemistry, 2006, 281, 34021-34031.

Can't get no SMADisfaction: Smad proteins as positive and negative regulators of TGF-12 family signals.
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Genetic interaction between Bmp2 and Bmp4 reveals shared functions during multiple aspects of
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XPACE4 is a localized pro-protein convertase required for mesoderm induction and the cleavage of
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BMP7 functions predominantly as a heterodimer with BMP2 or BMP4 during mammalian embryogenesis.
ELife, 2019, 8, .

The prodomain of BMP4 is necessary and sufficient to generate stable BMP4/7 heterodimers with
enhanced bioactivity in vivo. Proceedings of the National Academy of Sciences of the United States of 3.3 37
America, 2015, 112, E2307-16.

Diverse Non-genetic, Allele-Specific Expression Effects Shape Genetic Architecture at the Cellular

Level in the Mammalian Brain. Neuron, 2017, 93, 1094-1109.e7.

Dissection of inhibitory Smad proteins: both N- and C-terminal domains are necessary for full

activities of Xenopus Smadé and Smad?7. Mechanisms of Development, 2001, 100, 251-262. L7 80
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Regulation of Dpp activity by tissue-specific cleavage of an upstream site within the prodomain.

Developmental Biology, 2010, 346, 102-112.

Sortilin Associates with Transforming Growth Factor-2 Family Proteins to Enhance Lysosome-mediated

Degradation. Journal of Biological Chemistry, 2011, 286, 21876-21885. L6 26

Manipulation of Gene Function in Xenopus laevis. Methods in Molecular Biology, 2011, 770, 55-75.

GATA-2 functions downstream of BMPs and CaM KIV in ectodermal cells during primitive

hematopoiesis. Developmental Biology, 2007, 310, 454-469. 0.9 23

Simultaneous rather than ordered cleavage of two sites within the BMP4 prodomain leads to loss of
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Proprotein convertase genes inXenopus development. Developmental Dynamics, 2005, 233, 1038-1044. 0.8 13
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Friend of GATA (FOQ) Interacts with the Nucleosome Remodeling and Deacetylase Complex (NuRD) to

Support Primitive Erythropoiesis in Xenopus laevis. PLoS ONE, 2012, 7, e29882. 11 6

Expression pattern of bcar3, a downstream target of Gata2, and its binding partner, bcarl, during
Xenopus development. Gene Expression Patterns, 2016, 20, 55-62.

Tril targets Smad7 for degradation to allow for hematopoietic specification in Xenopus embryos. 1o 4
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Tril dampens Nodal signaling through Pellino2- and Traf6-mediated activation of Nedd4l. Proceedings
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Fibronectin type lll and intracellular domains of Toll-like receptor 4 interactor with leucine-rich
repeats (Tril) are required for developmental signaling. Molecular Biology of the Cell, 2018, 29,
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Analysis of Transforming Growth Factor &#223; Family Cleavage Products Secreted Into the
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