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561
TimeTresolvedGopp–Gp‘–GandGsolidTstateGyx–GaffordGkineticGandGstructuralGelucidationGofGsubstrateG
bindingGtoGnaTligatedGcalmodulinUUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2022SGXXdSG

11.5 2

560 yx–GmethodsGforGexploringGNdarkNGstatesGinGligandGbindingGandGproteinTproteinGinteractionsUUG
ProgressgingNucleargMagneticgResonancegSpectroscopySG2022SGXYcSGXTY[ 10.4 2

559 ¹isualizationGofG parselyTpopulatedGwowerTorderGzligomericG tatesGofGsumanGxitochondrialGsspaWG
byGnryoTelectronGxicroscopyUGJournalgofgMoleculargBiologySG2021SG[ZZSGXabZYY 6.5 0

558 ‘robingG ideTnhainGoynamicsGinG‘roteinsGbyGyx–G–elaxationGofGtsolatedGnGxagnetizationGxodesGinG
nsGxethylGrroupsUGJournalgofgPhysicalgChemistrygBSG2021SGXY]SGZZ[ZTZZ]Y 3.4 2

557 ‘robingGtheGtnteractionGofGsuntingtinGpxonTXG‘olypeptidesGwithGtheGnhaperoninGyanomachineG
rropwUGChemBioChemSG2021SGYYSGXdc]TXddX 3.8 2

556
’uantitativeGpxchangeGyx–TmasedGlnalysisGofGsuntingtinT sZGtnteractionsG uggestsGanGlllostericG
xechanismGofGtnhibitionGofGsuntingtinGlggregationUGJournalgofgthegAmericangChemicalgSocietySG2021SG
X[ZSGdabYTdacX

16.4 1

555
lGsimpleGandGcostTeffectiveGprotocolGforGhighTyieldGexpressionGofGdeuteratedGandGselectivelyG
isoleucineVleucineVvalineGmethylGprotonatedGproteinsGinGpscherichiaGcoliGgrownGinGshakerGflasksUG
JournalgofgBiomoleculargNMRSG2021SGb]SGcZTcb

3 1

554 TheGmeasurementGofGrelaxationGratesGofGdegenerateGsGtransitionsGinGmethylGgroupsGofGproteinsG
usingGacuteGangleGradiofrequencyGpulsesUGJournalgofgMagneticgResonanceSG2021SGZZWSGXWbWZ[ 3 1

553  ubmillisecondGqreezingG‘ermitsGnryoprotectantTqreeGp‘–GooubleGplectronTplectronG–esonanceG
 pectroscopyUGChemPhysChemSG2020SGYXSGXYY[TXYYd 3.2 12

552
‘robingGtheGtnteractionGbetweenGst¹TXG‘roteaseGandGtheGsomodimericGpaaVpaaNG–everseG
TranscriptaseG‘recursorGbyGooubleGplectronTplectronG–esonanceGp‘–G pectroscopyUGChemBioChemSG
2020SGYXSGZW]XTZW]]

3.8 2

551 lbrogationGofGprenucleationSGtransientGoligomerizationGofGtheGsuntingtinGexonGXGproteinGbyGhumanG
profilinGtUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2020SGXXbSG]c[[T]c]Y11.5 11

550
vineticsGofGqastGTetramerizationGofGtheGsuntingtinGpxonGXG‘roteinG‘robedGbyG
noncentrationToependentGznT–esonanceGxeasurementsUGJournalgofgPhysicalgChemistrygLettersSG
2020SGXXSG]a[ZT]a[c

6.4 3

549 oeterminingGmethylGsidechainGconformationsGinGaGn T–z pTTlGmodelGusingGmethylGsTnGresidualG
dipolarGcouplingsUGJournalgofgBiomoleculargNMRSG2020SGb[SGXXXTXXc 3 2

548 xagicTlngleT‘ulseGorivenG eparationGofGoegenerateGsGTransitionsGinGxethylGrroupsGofG‘roteinseG
lpplicationGtoG tudiesGofGxethylGlxisGoynamicsUGChemPhysChemSG2020SGYXSGXWcbTXWdX 3.2 7

547 zptimizedGyx–GpxperimentsGforGtheGtsolationGofGthXVYGxanifoldGTransitionsGinGxethylGrroupsGofG
‘roteinsUGChemPhysChemSG2020SGYXSGXZTXd 3.2 8

546 ït‘‘eGmultiTdimensionalGyx–GanalysisGsoftwareUGJournalgofgBiomoleculargNMRSG2020SGb[SGdTY] 3 1

545 zptimizedGselectionGofGslowTrelaxingGnGtransitionsGinGmethylGgroupsGofGproteinseGapplicationGtoG
relaxationGdispersionUGJournalgofgBiomoleculargNMRSG2020SGb[SGabZTacW 3 6
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544
lnG VTGmotifGcontrolsGreversibleGoligomerizationGofGtheGssp[WGchaperoneGoylumabGthroughGsubtleG
reorganizationGofGaG˛†GsheetGbackboneUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2020SGXXbSGZW[[XTZW[]W

11.5 7

543 filteringGbyGsTmethylGlabelingGinGaGdeuteratedGproteinGforGpulsedGdoubleGelectronTelectronG
resonanceGp‘–UGChemicalgCommunicationsSG2020SG]aSGXWcdWTXWcdZ 5.8 2

542 lGthreeTdimensionalGpotentialGofGmeanGforceGtoGimproveGbackboneGandGsidechainGhydrogenGbondG
geometryGinGïplorTytsGproteinGstructureGdeterminationUGProteingScienceSG2020SGYdSGXWWTXXW 6.3 7

541 ’uantitativeGtnterpretationGofG olventG‘aramagneticG–elaxationGforG‘robingG‘roteinTnosoluteG
tnteractionsUGJournalgofgthegAmericangChemicalgSocietySG2020SGX[YSGcYcXTcYdW 16.4 4

540
 patialGdomainGorganizationGinGtheGst¹TXGreverseGtranscriptaseGpaaGhomodimerGprecursorGprobedGbyG
doubleGelectronTelectronGresonanceGp‘–UGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2019SGXXaSGXbcWdTXbcXa

11.5 10

539 tnhibitionGofGst¹GxaturationGviaG electiveG³nfoldingGandGnrossTwinkingGofGragG‘olyproteinGbyGaG
xercaptobenzamideGlcetylatorUGJournalgofgthegAmericangChemicalgSocietySG2019SGX[XSGcZYbTcZZc 16.4 1

538
‘robingGinitialGtransientGoligomerizationGeventsGfacilitatingGsuntingtinGfibrilGnucleationGatGatomicG
resolutionGbyGrelaxationTbasedGyx–UGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2019SGXXaSGZ]aYTZ]bX

11.5 33

537 pxchangeGsaturationGtransferGandGassociatedGyx–GtechniquesGforGstudiesGofGproteinGinteractionsG
involvingGhighTmolecularTweightGsystemsUGJournalgofgBiomoleculargNMRSG2019SGbZSG[aXT[ad 3 8

536 ‘roteinGyx–eGmoundlessGopportunitiesUGJournalgofgMagneticgResonanceSG2019SGZWaSGXcbTXdX 3 21

535
³nravelingGtheGstructureGandGdynamicsGofGtheGhumanGoylumabGchaperoneGbyGyx–GrevealsGinsightsG
intoGssp[WTmediatedGproteostasisUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2019SGXXaSGYX]YdTYX]Zc

11.5 21

534 lGsimpleGprotocolGforGexpressionGofGisotopeTlabeledGproteinsGinGpscherichiaGcoliGgrownGinGshakerG
flasksGatGhighGcellGdensityUGJournalgofgBiomoleculargNMRSG2019SGbZSGb[ZTb[c 3 3

533
‘robingGtransientGexcitedGstatesGofGtheGbacterialGcellGdivisionGregulatorGxinpGbyGrelaxationG
dispersionGyx–GspectroscopyUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaSG2019SGXXaSGY][[aTY][]]

11.5 8

532
TizGyanoparticlesGnatalyzeGzxidationGofGsuntingtinGpxonGXToerivedG‘eptidesGtmpedingG
lggregationeGlG’uantitativeGyx–G tudyGofGmindingGandGvineticsUGJournalgofgthegAmericangChemicalg
SocietySG2019SGX[XSGd[Tdb

16.4 23

531 TargetingGaGoarkGpxcitedG tateGofGst¹TXGyucleocapsidGbyGlntiretroviralGThioestersG–evealedGbyGyx–G
 pectroscopyUGAngewandtegChemiegwgInternationalgEditionSG2018SG]bSGYacbTYadX 16.4 16

530 TargetingGaGoarkGpxcitedG tateGofGst¹TXGyucleocapsidGbyGlntiretroviralGThioestersG–evealedGbyGyx–G
 pectroscopyUGAngewandtegChemieSG2018SGXZWSGYbXbTYbYX 3.6 2

529
‘robingGnonformationalG tatesGofGtheGqingerGandGThumbG ubdomainsGofGst¹TXG–everseG
TranscriptaseG³singGooubleGplectronTplectronG–esonanceGplectronG‘aramagneticG–esonanceG
 pectroscopyUGBiochemistrySG2018SG]bSG[cdT[dZ

3.2 6

528 tnteractionGofGsuntingtinGpxonTXG‘eptidesGwithGwipidTmasedGxicellarGyanoparticlesG‘robedGbyG
 olutionGyx–GandG’TmandG‘ulsedGp‘–UGJournalgofgthegAmericangChemicalgSocietySG2018SGX[WSGaXddTaYWY 16.4 22

527
oisassemblyVreassemblyGstrategyGforGtheGproductionGofGhighlyGpureGrropwSGaGtetradecamericG
supramolecularGmachineSGsuitableGforGquantitativeGyx–SGp‘–GandGmutationalGstudiesUGProteing
ExpressiongandgPurificationSG2018SGX[YSGcTX]

2 2
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526 pxtensiveG amplingGofGtheGnavityGofGtheGrropwGyanomachineGbyG‘roteinG ubstratesG‘robedGbyG
‘aramagneticG–elaxationGpnhancementUGJournalgofgPhysicalgChemistrygLettersSG2018SGdSGZZacTZZbX 6.4 8

525 ïplorTytsGforGmolecularGstructureGdeterminationGfromGyx–GandGotherGdataGsourcesUGProteingScienceSG
2018SGYbSGYaT[W 6.3 96

524 ‘robingGtheGmechanismGofGinhibitionGofGamyloidT˛†OXT[YPTinducedGneurotoxicityGbyGtheGchaperoninG
rropwUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2018SGXX]SGpXXdY[TpXXdZY11.5 19

523
oecorrelatingGvineticGandG–elaxationG‘arametersGinGpxchangeG aturationGTransferGyx–eGlGnaseG
 tudyGofGyTTerminalGsuntingtinG‘eptidesGmindingGtoG³nilamellarGwipidG¹esiclesUGJournalgofgPhysicalg
ChemistrygBSG2018SGXYYSGXXYbXTXXYbc

3.4 12

522 nonfinementGandG tabilizationGofGqynG sZGqoldingGtntermediateGximeticsGwithinGtheGnavityGofGtheG
nhaperoninGrropwGoemonstratedGbyG–elaxationTmasedGyx–UGBiochemistrySG2017SG]aSGdWZTdWa 3.2 16

521 ‘robingGtheGmindingGxodesGofGaGxultidomainG‘roteinGtoGwipidTbasedGyanoparticlesGbyG
–elaxationTbasedGyx–UGJournalgofgPhysicalgChemistrygLettersSG2017SGcSGY]Z]TY][W 6.4 7

520
mindingGkineticsGandGsubstrateGselectivityGinGst¹TXGproteaseTragGinteractionsGprobedGatGatomicG
resolutionGbyGchemicalGexchangeGyx–UGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2017SGXX[SGpdc]]TpdcaY

11.5 23

519  tructureGoeterminationGofGwargeGxacromolecularGnomplexesG³singGyx–G2017SGZXaTZXc

518 nhaperoninGrropwGacceleratesGprotofibrilGformationGandGdecoratesGfibrilsGofGtheGsetTsGprionGproteinUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2017SGXX[SGdXW[TdXWd 11.5 16

517 TowardsGinterpretationGofGintermolecularGparamagneticGrelaxationGenhancementGoutsideGtheGfastG
exchangeGlimitUGJournalgofgBiomoleculargNMRSG2016SGaaSGXTb 3 5

516 yx–GinG tructuralGandGnellGmiologyG2016SGdcTXWb 1

515 wongGoistanceGxeasurementsGupGtoGXaWGˆ�GinGtheGrropwGTetradecamerG³singG’TmandGopp–Gp‘–G
 pectroscopyUGAngewandtegChemiegwgInternationalgEditionSG2016SG]]SGX]dW]TX]dWd 16.4 92

514 wongGoistanceGxeasurementsGupGtoGXaWGˆ�GinGtheGrropwGTetradecamerG³singG’TmandGopp–Gp‘–G
 pectroscopyUGAngewandtegChemieSG2016SGXYcSGXaXZbTXaX[X 3.6 26

513
TransientGst¹TXGragTproteaseGinteractionsGrevealedGbyGparamagneticGyx–GsuggestGoriginsGofG
compensatoryGdrugGresistanceGmutationsUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2016SGXXZSGXY[]aTXY[aX

11.5 19

512 ’uantitativeGnharacterizationGofGnonfigurationalG paceG ampledGbyGst¹TXGyucleocapsidG³singG
 olutionGyx–SGïTrayG catteringGandG‘roteinGpngineeringUGChemPhysChemSG2016SGXbSGX][cT]Y 3.2 10

511
sybridGlpproachesGtoG tructuralGnharacterizationGofGnonformationalGpnsemblesGofGnomplexG
xacromolecularG ystemsGnombiningGyx–G–esidualGoipolarGnouplingsGandG olutionGïTrayG catteringUG
ChemicalgReviewsSG2016SGXXaSGaZW]TYY

68.1 30

510 oynamicsGofG zïYGtnteractionsGwithGoylG2016SGY]T[X 1

509 tmprovingGyx–G tructuresGofG–ylUGStructureSG2016SGY[SGcWaTcX] 5.2 30
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508 rlobalGoynamicsGandGpxchangeGvineticsGofGaG‘roteinGonGtheG urfaceGofGyanoparticlesG–evealedGbyG
–elaxationTmasedG olutionGyx–G pectroscopyUGJournalgofgthegAmericangChemicalgSocietySG2016SGXZcSG]bcdTdY16.4 49

507 lGsimpleGandGrobustGprotocolGforGhighTyieldGexpressionGofGperdeuteratedGproteinsGinGpscherichia´ coliG
grownGinGshakerGflasksUGJournalgofgBiomoleculargNMRSG2016SGaaSGc]TdX 3 30

506 ’uantitativeG–esolutionGofGxonomerToimerG‘opulationsGbyGtnversionGxodulatedGopp–Gp‘–G
 pectroscopyUGChemPhysChemSG2016SGXbSGYdcbTYddX 3.2 11

505 ¹isualizingGtransientGdarkGstatesGbyGyx–GspectroscopyUGQuarterlygReviewsgofgBiophysicsSG2015SG[cSGZ]TXXa7 152

504
nonformationGandGdynamicsGofGtheGragGpolyproteinGofGtheGhumanGimmunodeficiencyGvirusGXGstudiedG
byGyx–GspectroscopyUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaSG2015SGXXYSGZZb[Td

11.5 35

503
tntrinsicGunfoldaseVfoldaseGactivityGofGtheGchaperoninGrropwGdirectlyGdemonstratedGusingG
multinuclearGrelaxationTbasedGyx–UGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2015SGXXYSGccXbTYZ

11.5 68

502
oynamicGequilibriumGbetweenGclosedGandGpartiallyGclosedGstatesGofGtheGbacterialGpnzymeGtGunveiledG
byGsolutionGyx–GandGïTrayGscatteringUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2015SGXXYSGXX]a]TbW

11.5 24

501 xutationsG‘roximalGtoG itesGofGlutoproteolysisGandGtheG˛–TselixGThatGnoTevolveGunderGorugG‘ressureG
xodulateGtheGlutoprocessingGandG¹italityGofGst¹TXG‘roteaseUGBiochemistrySG2015SG][SG][X[TY[ 3.2 8

500 –eplyGtoGxarchenkoGetGalUeGqluxGanalysisGofGrropwTassistedGproteinGfoldingVunfoldingUGProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2015SGXXYSGpacZZT[ 11.5 1

499 oependenceGofGoistanceGoistributionsGoerivedGfromGooubleGplectronâ��plectronG–esonanceG‘ulsedG
p‘–G pectroscopyGonG‘ulseT equenceGTimeUGAngewandtegChemieSG2015SGXYbSG][YaT][Yd 3.6 2

498 TheGenergeticsGofGaGthreeTstateGproteinGfoldingGsystemGprobedGbyGhighTpressureGrelaxationG
dispersionGyx–GspectroscopyUGAngewandtegChemiegwgInternationalgEditionSG2015SG][SGXXX]bTaX 16.4 21

497 TheGpnergeticsGofGaGThreeT tateG‘roteinGqoldingG ystemG‘robedGbyGsighT‘ressureG–elaxationG
oispersionGyx–G pectroscopyUGAngewandtegChemieSG2015SGXYbSGXXZWdTXXZXZ 3.6

496 oependenceGofGdistanceGdistributionsGderivedGfromGdoubleGelectronTelectronGresonanceGpulsedGp‘–G
spectroscopyGonGpulseTsequenceGtimeUGAngewandtegChemiegwgInternationalgEditionSG2015SG][SG]ZZaTd 16.4 28

495 ‘racticalGlspectsGofG‘aramagneticG–elaxationGpnhancementGinGmiologicalGxacromoleculesUGMethodsg
ingEnzymologySG2015SG]a[SG[c]Tdb 1.7 53

494 TheGnZ[G‘eptideGqusionGtnhibitorGmindsGtoGtheG ixTselixGmundleGnoreGoomainGofGst¹TXGgp[XGbyG
oisplacementGofGtheGnTTerminalGselicalG–epeatG–egionUGBiochemistrySG2015SG][SGabdaTcW] 3.2 5

493 wargeGinterdomainGrearrangementGtriggeredGbyGsuppressionGofGmicroTGtoGmillisecondGdynamicsGinG
bacterialGpnzymeGtUGNaturegCommunicationsSG2015SGaSG]daW 17.4 27

492 tnterplayGbetweenGconformationalGselectionGandGinducedGfitGinGmultidomainGproteinTligandGbindingG
probedGbyGparamagneticGrelaxationGenhancementUGBiophysicalgChemistrySG2014SGXcaSGZTXY 3.5 37

491 lGyx–GexperimentGforGsimultaneousGcorrelationsGofGvalineGandGleucineVisoleucineGmethylsGwithG
carbonylGchemicalGshiftsGinGproteinsUGJournalgofgBiomoleculargNMRSG2014SG]cSGXTc 3 15
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490
nharacterizingGmethylTbearingGsideGchainGcontactsGandGdynamicsGmediatingGamyloidG˛†GprotofibrilG
interactionsGusingG´„´‡nOmethylPTop TGandGlifetimeGlineGbroadeningUGAngewandtegChemiegwg
InternationalgEditionSG2014SG]ZSGXWZ[]Td

16.4 40

489
‘robingGtheGrateTlimitingGstepGforGintramolecularGtransferGofGaGtranscriptionGfactorGbetweenGspecificG
sitesGonGtheGsameGoylGmoleculeGbyGOX]PyzTexchangeGyx–GspectroscopyUGJournalgofgthegAmericang
ChemicalgSocietySG2014SGXZaSGX[ZadTbY

16.4 6

488
tnvestigationGofGtheG tructureGandGoynamicsGofGtheGnapsidâ�� pacerG‘eptideGXâ��yucleocapsidG
qragmentGofGtheGst¹TXGragG‘olyproteinGbyG olutionGyx–G pectroscopyUGAngewandtegChemieSG2014SG
XYaSGXW[ZTXW[a

3.6 1

487
tnvestigationGofGtheGstructureGandGdynamicsGofGtheGcapsidTspacerGpeptideGXTnucleocapsidGfragmentG
ofGtheGst¹TXGgagGpolyproteinGbyGsolutionGyx–GspectroscopyUGAngewandtegChemiegwgInternationalg
EditionSG2014SG]ZSGXWY]Tc

16.4 14

486
mindingGofGst¹TXGgp[XTdirectedGneutralizingGandGnonTneutralizingGfragmentGantibodyGbindingG
domainGOqabPGandGsingleGchainGvariableGfragmentGO cqvPGantibodiesGtoGtheGectodomainGofGgp[XGinGtheG
preThairpinGandGsixThelixGbundleGconformationsUGPLoSgONESG2014SGdSGeXW[acZ

3.7 6

485 nharacterizingGxethylTmearingG ideGnhainGnontactsGandGoynamicsGxediatingGlmyloidG˛†G‘rotofibrilG
tnteractionsG³singGXZnmethylTop TGandGwifetimeGwineGmroadeningUGAngewandtegChemieSG2014SGXYaSGXW]XZTXW]Xb3.6 2

484 ³singGsmallGangleGsolutionGscatteringGdataGinGïplorTytsGstructureGcalculationsUGProgressgingNuclearg
MagneticgResonancegSpectroscopySG2014SGcWSGXTXX 10.4 43

483 pncounterGcomplexesGandGdimensionalityGreductionGinGproteinTproteinGassociationUGELifeSG2014SGZSGeWXZbW8.9 42

482 reneratingGaccurateGcontactGmapsGofGtransientGlongTrangeGinteractionsGinGintrinsicallyGdisorderedG
proteinsGbyGparamagneticGrelaxationGenhancementUGBiophysicalgJournalSG2013SGXW[SGXaZ]Ta 2.9 6

481  tructureSGdynamicsGandGbiophysicsGofGtheGcytoplasmicGproteinTproteinGcomplexesGofGtheGbacterialG
phosphoenolpyruvateeGsugarGphosphotransferaseGsystemUGTrendsgingBiochemicalgSciencesSG2013SGZcSG]X]TZW10.3 46

480  tructureGandGdynamicsGofGfullTlengthGst¹TXGcapsidGproteinGinGsolutionUGJournalgofgthegAmericang
ChemicalgSocietySG2013SGXZ]SGXaXZZT[b 16.4 95

479  equenceTspecificGdeterminationGofGproteinGandGpeptideGconcentrationsGbyGabsorbanceGatGYW]GnmUG
ProteingScienceSG2013SGYYSGc]XTc 6.3 219

478 TheGlengthGofGtheGcalmodulinGlinkerGdeterminesGtheGextentGofGtransientGinterdomainGassociationGandG
targetGaffinityUGJournalgofgthegAmericangChemicalgSocietySG2013SGXZ]SGda[cT]X 16.4 21

477  tructuralGbasisGforGenzymeGtGinhibitionGbyG˛–TketoglutarateUGACSgChemicalgBiologySG2013SGcSGXYZYT[W 4.9 24

476  eeingGtheGinvisibleGbyGparamagneticGandGdiamagneticGyx–UGBiochemicalgSocietygTransactionsSG2013SG
[XSGXZ[ZT][ 5.1 16

475 ‘robingGtheGtransientGdarkGstateGofGsubstrateGbindingGtoGrropwGbyGrelaxationTbasedGsolutionGyx–UG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2013SGXXWSGXXZaXTa 11.5 66

474 nomplexesGofGneutralizingGandGnonTneutralizingGaffinityGmaturedGqabsGwithGaGmimeticGofGtheG
internalGtrimericGcoiledTcoilGofGst¹TXGgp[XUGPLoSgONESG2013SGcSGebcXcb 3.7 16

473
 moothGstatisticalGtorsionGangleGpotentialGderivedGfromGaGlargeGconformationalGdatabaseGviaG
adaptiveGkernelGdensityGestimationGimprovesGtheGqualityGofGyx–GproteinGstructuresUGProteingScienceSG
2012SGYXSGXcY[TZa

6.3 46
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472 ‘eptidesGfromGsecondGextracellularGloopGofGnTnGchemokineGreceptorGtypeG]GOnn–]PGinhibitGdiverseG
strainsGofGst¹TXUGJournalgofgBiologicalgChemistrySG2012SGYcbSGX]WbaTca 5.4 20

471
nontrastTmatchedGsmallTangleGïTrayGscatteringGfromGaGheavyTatomTlabeledGproteinGinGstructureG
determinationeGapplicationGtoGaGleadTsubstitutedGcalmodulinTpeptideGcomplexUGJournalgofgtheg
AmericangChemicalgSocietySG2012SGXZ[SGX[acaTd

16.4 32

470 nouplingGbetweenGinternalGdynamicsGandGrotationalGdiffusionGinGtheGpresenceGofGexchangeGbetweenG
discreteGmolecularGconformationsUGJournalgofgChemicalgPhysicsSG2012SGXZaSGWZ[XWc 3.9 18

469 ‘robingGexchangeGkineticsGandGatomicGresolutionGdynamicsGinGhighTmolecularTweightGcomplexesG
usingGdarkTstateGexchangeGsaturationGtransferGyx–GspectroscopyUGNaturegProtocolsSG2012SGbSGX]YZTZZ 18.8 81

468 lnGefficientGprotocolGforGincorporationGofGanGunnaturalGaminoGacidGinGperdeuteratedGrecombinantG
proteinsGusingGglucoseTbasedGmediaUGJournalgofgBiomoleculargNMRSG2012SG]YSGXdXT] 3 13

467  tructureGofGtheG‘lasmodiumGaTcysteineGs[cV[]GdomainUGProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaSG2012SGXWdSGaadYTb 11.5 51

466  olutionGstructureGofGtheGttlnhitobioseTs‘rGcomplexGofGtheGySyNTdiacetylchitobioseGbranchGofGtheG
pscherichiaGcoliGphosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2012SGYcbSGYZcXdTYd 5.4 11

465
tnterplayGbetweenGminorGandGmajorGgrooveTbindingGtranscriptionGfactorsG oxYGandGzctXGinG
translocationGonGoylGstudiedGbyGparamagneticGandGdiamagneticGyx–UGJournalgofgBiologicalg
ChemistrySG2012SGYcbSGX[Z[dTaZ

5.4 24

464
tmpactGofGproteinVproteinGinteractionsGonGglobalGintermolecularGtranslocationGratesGofGtheG
transcriptionGfactorsG oxYGandGzctXGbetweenGoylGcognateGsitesGanalyzedGbyGzTexchangeGyx–G
spectroscopyUGJournalgofgBiologicalgChemistrySG2012SGYcbSGYadaYTbW

5.4 14

463 nonformationalGselectionGandGsubstrateGbindingGregulateGtheGmonomerVdimerGequilibriumGofGtheG
nTterminalGdomainGofGpscherichiaGcoliGenzymeGtUGJournalgofgBiologicalgChemistrySG2012SGYcbSGYadcdTdc 5.4 25

462 –ecentGoevelopmentsGinGmiomolecularGyx–UGRSCgBiomoleculargSciencesSG2012SG 5

461 yoGinteractionGofGbarrierTtoTautointegrationGfactorGOmlqPGwithGst¹TXGxlSGconeTrodGhomeoboxGOnrxPG
orGxlyXTnGinGabsenceGofGoylUGPLoSgONESG2011SGaSGeY]XYZ 3.7 11

460
lGshortGrecollectionGonGtheGpaperGentitledGIlGcommonGsenseGapproachGtoGpeakGpickingGinGtwoTSG
threeTSGandGfourTdimensionalGspectraGusingGautomaticGcomputerGanalysisGofGcontourGdiagramsIGbyG
oU UGrarrettSG–UG‘owersSGlUxUGrronenbornSGandGrUxUGnloreGβuUGxagnUG–esonUGd]GOXddXPGYX[TYYW]UG
JournalgofgMagneticgResonanceSG2011SGYXZSGZa[T]

3 13

459 lGcommonGsenseGapproachGtoGpeakGpickingGinGtwoTSGthreeTSGandGfourTdimensionalGspectraGusingG
automaticGcomputerGanalysisGofGcontourGdiagramsUGXddXUGJournalgofgMagneticgResonanceSG2011SGYXZSGZ]bTaZ3 126

458 lGrigidGdisulfideTlinkedGnitroxideGsideGchainGsimplifiesGtheGquantitativeGanalysisGofG‘–pGdataUGJournalg
ofgBiomoleculargNMRSG2011SG]XSGXW]TX[ 3 49

457 pxploringGtranslocationGofGproteinsGonGoylGbyGyx–UGJournalgofgBiomoleculargNMRSG2011SG]XSGYWdTXd 3 31

456
lutomatedGsequenceTGandGstereoTspecificGassignmentGofGmethylTlabeledGproteinsGbyGparamagneticG
relaxationGandGmethylTmethylGnuclearGzverhauserGenhancementGspectroscopyUGJournalgofg
BiomoleculargNMRSG2011SG]XSGZXdTYc

3 44

455 pxploringGsparselyGpopulatedGstatesGofGmacromoleculesGbyGdiamagneticGandGparamagneticGyx–G
relaxationUGProteingScienceSG2011SGYWSGYYdT[a 6.3 55

(2011-2012)
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454
tmpactGofGX]yG–YV–XGrelaxationGrestraintsGonGmolecularGsizeSGshapeSGandGbondGvectorGorientationGforG
yx–GproteinGstructureGdeterminationGwithGsparseGdistanceGrestraintsUGJournalgofgthegAmericang
ChemicalgSocietySG2011SGXZZSGaX][Tb

16.4 7

453
TransientSGsparselyGpopulatedGcompactGstatesGofGapoGandGcalciumTloadedGcalmodulinGprobedGbyG
paramagneticGrelaxationGenhancementeGinterplayGofGconformationalGselectionGandGinducedGfitUG
JournalgofgthegAmericangChemicalgSocietySG2011SGXZZSGXcdaaTb[

16.4 99

452
nombinedGuseGofGresidualGdipolarGcouplingsGandGsolutionGïTrayGscatteringGtoGrapidlyGprobeG
rigidTbodyGconformationalGtransitionsGinGaGnonTphosphorylatableGactiveTsiteGmutantGofGtheGXYcGkoaG
enzymeGtGdimerUGJournalgofgthegAmericangChemicalgSocietySG2011SGXZZSG[Y[Tb

16.4 31

451 ltomicTresolutionGdynamicsGonGtheGsurfaceGofGamyloidT˛†GprotofibrilsGprobedGbyGsolutionGyx–UG
NatureSG2011SG[cWSGYacTbY 50.4 320

450  olutionGstructureGofGtheGmonovalentGlectinGmicrovirinGinGcomplexGwithGxanOalphaPOXTYPxanG
providesGaGbasisGforGantiTst¹GactivityGwithGlowGtoxicityUGJournalgofgBiologicalgChemistrySG2011SGYcaSGYWbccTda5.4 55

449
tntraTGandGintermolecularGtranslocationGofGtheGbiTdomainGtranscriptionGfactorGzctXGcharacterizedGbyG
liquidGcrystalGandGparamagneticGyx–UGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2011SGXWcSGpXadTba

11.5 35

448
xechanisticGdetailsGofGaGproteinTproteinGassociationGpathwayGrevealedGbyGparamagneticGrelaxationG
enhancementGtitrationGmeasurementsUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2010SGXWbSGXZbdTc[

11.5 71

447  olutionGstructureGofGtheGttlnhitobioseTttmnhitobioseGcomplexGofGtheGySyNTdiacetylchitobioseGbranchG
ofGtheGpscherichiaGcoliGphosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2010SGYc]SG[XbZT[Xc[5.4 8

446  tructuralGbasisGofGst¹TXGneutralizationGbyGaffinityGmaturedGqabsGdirectedGagainstGtheGinternalG
trimericGcoiledTcoilGofGgp[XUGPLoSgPathogensSG2010SGaSGeXWWXXcY 7.6 37

445
 tructureTindependentGanalysisGofGtheGbreadthGofGtheGpositionalGdistributionGofGdisorderedGgroupsG
inGmacromoleculesGfromGorderGparametersGforGlongSGvariableTlengthGvectorsGusingGyx–G
paramagneticGrelaxationGenhancementUGJournalgofgthegAmericangChemicalgSocietySG2010SGXZYSGXZZ[aT]a

16.4 31

444 vineticsGofGamyloidGbetaGmonomerTtoToligomerGexchangeGbyGyx–GrelaxationUGJournalgofgtheg
AmericangChemicalgSocietySG2010SGXZYSGdd[cT]X 16.4 152

443 oirectGuseGofGX]yGrelaxationGratesGasGexperimentalGrestraintsGonGmolecularGshapeGandGorientationG
forGdockingGofGproteinTproteinGcomplexesUGJournalgofgthegAmericangChemicalgSocietySG2010SGXZYSG]dcbTd 16.4 15

442
 olutionGstructureGofGtheGXYcGkoaGenzymeGtGdimerGfromGpscherichiaGcoliGandGitsGX[aGkoaGcomplexG
withGs‘rGusingGresidualGdipolarGcouplingsGandGsmallTGandGwideTangleGïTrayGscatteringUGJournalgofgtheg
AmericangChemicalgSocietySG2010SGXZYSGXZWYaT[]

16.4 100

441 ÅaterGinGtheGpolarGandGnonpolarGcavitiesGofGtheGproteinGinterleukinTX˛†UGJournalgofgPhysicalgChemistryg
BSG2010SGXX[SGXaYdWTb 3.4 37

440  tructuralGbasisGofGtheGassociationGofGst¹TXGmatrixGproteinGwithGoylUGPLoSgONESG2010SG]SGeX]ab] 3.7 19

439
lffinityGmaturationGbyGtargetedGdiversificationGofGtheGno–TsYGloopGofGaGmonoclonalGqabGderivedG
fromGaGsyntheticGnaˆflveGhumanGantibodyGlibraryGandGdirectedGagainstGtheGinternalGtrimericGcoiledTcoilG
ofGgp[XGyieldsGaGsetGofGqabsGwithGimprovedGst¹TXGneutralizationGpotencyGandGbreadthUGVirologySG2009
SGZdZSGXXYTd

3.6 19

438
³singGmultipleGquantumGcoherenceGtoGincreaseGtheGX]yGresolutionGinGaGthreeTdimensionalGT–z YG
synzGexperimentGforGaccurateG‘–pGandG–onGmeasurementsUGJournalgofgMagneticgResonanceSG2009SG
YWWSGXbZTb

3 8

437
³singGtheGexperimentallyGdeterminedGcomponentsGofGtheGoverallGrotationalGdiffusionGtensorGtoG
restrainGmolecularGshapeGandGsizeGinGyx–GstructureGdeterminationGofGglobularGproteinsGandG
proteinTproteinGcomplexesUGJournalgofgthegAmericangChemicalgSocietySG2009SGXZXSGd]YYTZX

16.4 24

GuMariusuClore
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436
TheorySGpracticeSGandGapplicationsGofGparamagneticGrelaxationGenhancementGforGtheG
characterizationGofGtransientGlowTpopulationGstatesGofGbiologicalGmacromoleculesGandGtheirG
complexesUGChemicalgReviewsSG2009SGXWdSG[XWcTZd

68.1 575

435 ¹isualizingGtransientGeventsGinGaminoTterminalGautoprocessingGofGst¹TXGproteaseUGNatureSG2008SG[]]SGadZTa50.4 111

434 lntibodyGelicitedGagainstGtheGgp[XGyTheptadGrepeatGOys–PGcoiledTcoilGcanGneutralizeGst¹TXGwithG
modestGpotencyGbutGnonTneutralizingGantibodiesGalsoGbindGtoGys–GmimeticsUGVirologySG2008SGZbbSGXbWTcZ 3.6 45

433 ¹isualizationGofGtransientGultraTweakGproteinGselfTassociationGinGsolutionGusingGparamagneticG
relaxationGenhancementUGJournalgofgthegAmericangChemicalgSocietySG2008SGXZWSG[W[cT]a 16.4 73

432 ¹isualizingGlowlyTpopulatedGregionsGofGtheGfreeGenergyGlandscapeGofGmacromolecularGcomplexesGbyG
paramagneticGrelaxationGenhancementUGMoleculargBioSystemsSG2008SG[SGXW]cTad 58

431 lGpseudopotentialGforGimprovingGtheGpackingGofGellipsoidalGproteinGstructuresGdeterminedGfromG
yx–GdataUGJournalgofgPhysicalgChemistrygBSG2008SGXXYSGaWbWTZ 3.4 21

430
 equesteringGofGtheGprehairpinGintermediateGofGgp[XGbyGpeptideGyZaxutOeSgPGpotentiatesGtheG
humanGimmunodeficiencyGvirusGtypeGXGneutralizingGactivityGofGmonoclonalGantibodiesGdirectedG
againstGtheGyTterminalGhelicalGrepeatGofGgp[XUGJournalgofgVirologySG2008SGcYSGXWWZYT[X

6.6 28

429 –eplicaGexchangeGsimulationsGofGtransientGencounterGcomplexesGinGproteinTproteinGassociationUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2008SGXW]SGXYc]]TaW 11.5 94

428
rlobalGjumpingGandGdomainTspecificGintersegmentGtransferGbetweenGoylGcognateGsitesGofGtheG
multidomainGtranscriptionGfactorGzctTXUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG2008SGXW]SGXZcbXTa

11.5 75

427
tmpactGofGphosphorylationGonGstructureGandGthermodynamicsGofGtheGinteractionGbetweenGtheG
yTterminalGdomainGofGenzymeGtGandGtheGhistidineGphosphocarrierGproteinGofGtheGbacterialG
phosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2008SGYcZSGXcdcWTd

5.4 28

426
 olutionGyx–GstructuresGofGproductiveGandGnonTproductiveGcomplexesGbetweenGtheGlGandGmG
domainsGofGtheGcytoplasmicGsubunitGofGtheGmannoseGtransporterGofGtheGpscherichiaGcoliG
phosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2008SGYcZSGXXWY[TZb

5.4 22

425
lutomatedGerrorTtolerantGmacromolecularGstructureGdeterminationGfromGmultidimensionalGnuclearG
zverhauserGenhancementGspectraGandGchemicalGshiftGassignmentseGimprovedGrobustnessGandG
performanceGofGtheG‘l oGalgorithmUGJournalgofgBiomoleculargNMRSG2008SG[XSGYYXTZd

3 16

424
 pinTstateGselectiveGcarbonTdetectedGsynzGwithGT–z YGoptimizationGinGallGdimensionsGandGdoubleG
echoTantiechoGsensitivityGenhancementGinGbothGindirectGdimensionsUGJournalgofgthegAmericang
ChemicalgSocietySG2007SGXYdSG][c[TdX

16.4 18

423
lGphysicalGpictureGofGatomicGmotionsGwithinGtheGoickersonGoylGdodecamerGinGsolutionGderivedGfromG
jointGensembleGrefinementGagainstGyx–GandGlargeTangleGïTrayGscatteringGdataUGBiochemistrySG2007SG
[aSGXX]YTaa

3.2 88

422
–oleGofGelectrostaticGinteractionsGinGtransientGencounterGcomplexesGinGproteinTproteinGassociationG
investigatedGbyGparamagneticGrelaxationGenhancementUGJournalgofgthegAmericangChemicalgSocietySG
2007SGXYdSGXYd][T]

16.4 66

421
T–z YTbasedGzTexchangeGspectroscopyeGapplicationGtoGtheGdeterminationGofGtheGactivationGenergyG
forGintermolecularGproteinGtranslocationGbetweenGspecificGsitesGonGdifferentGoylGmoleculesUG
JournalgofgthegAmericangChemicalgSocietySG2007SGXYdSGXZYZYTb

16.4 43

420 seteronuclearGyx–GspectroscopyGforGlysineGysOZPGgroupsGinGproteinseGuniqueGeffectGofGwaterG
exchangeGonGOX]PyGtransverseGrelaxationUGJournalgofgthegAmericangChemicalgSocietySG2007SGXYdSGYdbXTcW 16.4 79

419 ‘racticalGaspectsGofGOXPsGtransverseGparamagneticGrelaxationGenhancementGmeasurementsGonG
macromoleculesUGJournalgofgMagneticgResonanceSG2007SGXc[SGXc]Td] 3 202

(2007-2009)
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418 zpenTtoTclosedGtransitionGinGapoGmaltoseTbindingGproteinGobservedGbyGparamagneticGyx–UGNatureSG
2007SG[[dSGXWbcTcY 50.4 336

417 plucidatingGtransientGmacromolecularGinteractionsGusingGparamagneticGrelaxationGenhancementUG
CurrentgOpiniongingStructuralgBiologySG2007SGXbSGaWZTXa 8.1 177

416  olutionGyx–GstructureGofGtheGbarrierTtoTautointegrationGfactorTpmerinGcomplexUGJournalgofg
BiologicalgChemistrySG2007SGYcYSGX[]Y]TZ] 5.4 63

415
tntramolecularGdomainTdomainGassociationVdissociationGandGphosphorylGtransferGinGtheGmannitolG
transporterGofGpscherichiaGcoliGareGnotGcoupledUGProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaSG2007SGXW[SGZX]ZTc

11.5 21

414 lGmonoclonalGqabGderivedGfromGaGhumanGnonimmuneGphageGlibraryGrevealsGaGnewGepitopeGonGgp[XG
andGneutralizesGdiverseGhumanGimmunodeficiencyGvirusGtypeGXGstrainsUGJournalgofgVirologySG2007SGcXSGXYd[aT]Z6.6 35

413
 olutionGstructureGofGaGpostTtransitionGstateGanalogGofGtheGphosphotransferGreactionGbetweenGtheGlG
andGmGcytoplasmicGdomainsGofGtheGmannitolGtransporterGttxannitolGofGtheGpscherichiaGcoliG
phosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2006SGYcXSGcdZdT[d

5.4 26

412
yx–GstructuralGandGkineticGcharacterizationGofGaGhomeodomainGdiffusingGandGhoppingGonG
nonspecificGoylUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG
2006SGXWZSGX]WaYTb

11.5 154

411 oirectGobservationGofGenhancedGtranslocationGofGaGhomeodomainGbetweenGoylGcognateGsitesGbyG
yx–GexchangeGspectroscopyUGJournalgofgthegAmericangChemicalgSocietySG2006SGXYcSG[W[T] 16.4 82

410
noncordanceGofGresidualGdipolarGcouplingsSGbackboneGorderGparametersGandGcrystallographicG
mTfactorsGforGaGsmallGalphaVbetaGproteineGaGunifiedGpictureGofGhighGprobabilitySGfastGatomicGmotionsGinG
proteinsUGJournalgofgMoleculargBiologySG2006SGZ]]SGcbdTca

6.5 105

409  ynergisticGinhibitionGofGst¹TXGenvelopeTmediatedGmembraneGfusionGbyGinhibitorsGtargetingGtheGyG
andGnTterminalGheptadGrepeatsGofGgp[XUGJournalgofgMoleculargBiologySG2006SGZa[SGYcZTd 6.5 22

408 oetectingGtransientGintermediatesGinGmacromolecularGbindingGbyGparamagneticGyx–UGNatureSG2006SG
[[WSGXYYbTZW 50.4 323

407 ¹isualizationGofGtransientGencounterGcomplexesGinGproteinTproteinGassociationUGNatureSG2006SG[[[SGZcZTa 50.4 352

406 tnterferenceGbetweenGtransverseGcrossTcorrelatedGrelaxationGandGlongitudinalGrelaxationGaffectsG
apparentGuTcouplingGandGtransverseGcrossTcorrelatedGrelaxationUGChemicalgPhysicsgLettersSG2006SG[YZSGXYZTXY]2.5 4

405 ³singGïplorâ��ytsGforGyx–GmolecularGstructureGdeterminationUGProgressgingNucleargMagneticg
ResonancegSpectroscopySG2006SG[cSG[bTaY 10.4 601

404 lGsimpleGandGreliableGapproachGtoGdockingGproteinTproteinGcomplexesGfromGveryGsparseG
yzpTderivedGintermolecularGdistanceGrestraintsUGJournalgofgBiomoleculargNMRSG2006SGZaSGZbT[[ 3 31

403
 ensitivityGimprovementGforGcorrelationsGinvolvingGarginineGsideTchainGyepsilonVsepsilonG
resonancesGinGmultiTdimensionalGyx–GexperimentsGusingGbroadbandGX]yGXcWGdegreesGpulsesUG
JournalgofgBiomoleculargNMRSG2006SGZaSGY]XTb

3 13

402 XZnTdetectedGsyOnlPnGandGsxnxnGexperimentsGusingGaGsingleGmethylTreprotonatedGsampleGforG
unambiguousGmethylGresonanceGassignmentUGJournalgofgBiomoleculargNMRSG2006SGZaSGY]dTaa 3 4

401 nonformationalGchangesGinGst¹TXGgp[XGinGtheGcourseGofGst¹TXGenvelopeGglycoproteinTmediatedG
fusionGandGinactivationUGBiochemistrySG2005SG[[SGXY[bXTd 3.2 57

GuMariusuClore
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400
oifferentialGinhibitionGofGst¹TXGandG t¹GenvelopeTmediatedGcellGfusionGbyGnZ[GpeptidesGderivedGfromG
theGnTterminalGheptadGrepeatGofGgp[XGfromGdiverseGstrainsGofGst¹TXSGst¹TYSGandG t¹UGJournalgofg
MedicinalgChemistrySG2005SG[cSGZWZaT[[

8.3 27

399 xappingGtheGbindingGofGtheGyTterminalGextracellularGtailGofGtheGnïn–[GreceptorGtoGstromalG
cellTderivedGfactorTXalphaUGJournalgofgMoleculargBiologySG2005SGZ[]SGa]XTc 6.5 53

398
¹isualizationGofGtheGphosphorylatedGactiveGsiteGloopGofGtheGcytoplasmicGmGdomainGofGtheGmannitolG
transporterGttOxannitolPGofGtheGpscherichiaGcoliGphosphotransferaseGsystemGbyGyx–GspectroscopyG
andGresidualGdipolarGcouplingsUGJournalgofgMoleculargBiologySG2005SGZ]ZSGXXYdTZa

6.5 9

397
nharacterizationGandGst¹TXGfusionGinhibitoryGpropertiesGofGmonoclonalGqabsGobtainedGfromGaGhumanG
nonTimmuneGphageGlibraryGselectedGagainstGdiverseGepitopesGofGtheGectodomainGofGst¹TXGgp[XUG
JournalgofgMoleculargBiologySG2005SGZ]ZSGd[]T]X

6.5 27

396 XsTyx–G tudiesGonGyucleotideGmindingGtoGtheG arcoplasmicG–eticulumGnaYRGlT‘aseUGFEBSgJournalSG
2005SGXYcSGXXZTXXb 35

395
lccurateGdeterminationGofGleucineGandGvalineGsideTchainGconformationsGusingG
³TβX]yVXZnVYs]VβXsTOmethineVmethylPTweuV¹al]GisotopeGlabelingSGyzpGpatternGrecognitionSGandG
methineGngammaTsgammaVnbetaTsbetaGresidualGdipolarGcouplingseGapplicationGtoGtheGZ[TkoaG
enzymeGttlOchitobiosePUGJournalgofgBiomoleculargNMRSG2005SGZZSGXW]TYX

3 11

394 rlrleG tructuralGmasisGforG ingleGnysYsisYGαincGqingerToylGtnteractionG2005SGYWTY]

393
nrystalGstructuresGofGtheGst¹TXGinhibitoryGcyanobacterialGproteinGx¹wGfreeGandGboundGtoG
xanZrlcylcYeGstructuralGbasisGforGspecificityGandGhighTaffinityGbindingGtoGtheGcoreGpentasaccharideG
fromGnTlinkedGoligomannosideUGJournalgofgBiologicalgChemistrySG2005SGYcWSGYdYadTba

5.4 51

392  olutionGyx–GstructureGofGtheG[cTkoaGttlxannoseTs‘rGcomplexGofGtheGpscherichiaGcoliGmannoseG
phosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2005SGYcWSGYWbb]Tc[ 5.4 47

391  olutionGstructureGofGenzymeGttlOnhitobiosePGfromGtheGySyNTdiacetylchitobioseGbranchGofGtheG
pscherichiaGcoliGphosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2005SGYcWSGXXbbWTcW 5.4 9

390
ThreeTdimensionalGsolutionGstructureGofGtheGcytoplasmicGmGdomainGofGtheGmannitolGtransporterG
ttmannitolGofGtheGpscherichiaGcoliGphosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2004SG
YbdSGZdXX]TYX

5.4 29

389
xolecularGbasisGforGsynergisticGtranscriptionalGactivationGbyGzctXGandG oxYGrevealedGfromGtheG
solutionGstructureGofGtheG[YTkoaGzctXU oxYUsoxbXToylGternaryGtranscriptionGfactorGcomplexUG
JournalgofgBiologicalgChemistrySG2004SGYbdSGX[[dT]b

5.4 125

388
nompletelyGautomatedSGhighlyGerrorTtolerantGmacromolecularGstructureGdeterminationGfromG
multidimensionalGnuclearGoverhauserGenhancementGspectraGandGchemicalGshiftGassignmentsUGJournalg
ofgthegAmericangChemicalgSocietySG2004SGXYaSGaY]cTbZ

16.4 77

387
sowGmuchGbackboneGmotionGinGubiquitinGisGrequiredGtoGaccountGforGdipolarGcouplingGdataGmeasuredG
inGmultipleGalignmentGmediaGasGassessedGbyGindependentGcrossTvalidationjUGJournalgofgthegAmericang
ChemicalgSocietySG2004SGXYaSGYdYZTZc

16.4 179

386 nharacterizationGofGnonspecificGproteinToylGinteractionsGbyGXsGparamagneticGrelaxationG
enhancementUGJournalgofgthegAmericangChemicalgSocietySG2004SGXYaSGXYcWWTc 16.4 74

385 –elaxationToptimizedGyx–GspectroscopyGofGmethyleneGgroupsGinGproteinsGandGnucleicGacidsUGJournalg
ofgthegAmericangChemicalgSocietySG2004SGXYaSGXW]aWTbW 16.4 62

384
lmplitudesGofGproteinGbackboneGdynamicsGandGcorrelatedGmotionsGinGaGsmallGalphaVbetaGproteineG
correspondenceGofGdipolarGcouplingGandGheteronuclearGrelaxationGmeasurementsUGBiochemistrySG
2004SG[ZSGXWabcTdX

3.2 124

383 TemperatureTdependentGintermediatesGinGst¹TXGenvelopeGglycoproteinTmediatedGfusionGrevealedG
byGinhibitorsGthatGtargetGyTGandGnTterminalGhelicalGregionsGofGst¹TXGgp[XUGBiochemistrySG2004SG[ZSGcYZWTZ 3.2 20

(2004-2005)
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382 yx–TdrivenGdiscoveryGofGbenzoylanthranilicGacidGinhibitorsGofGfarGupstreamGelementGbindingGproteinG
bindingGtoGtheGhumanGoncogeneGcTmycGpromoterUGJournalgofgMedicinalgChemistrySG2004SG[bSG[c]XTb 8.3 39

381
xappingGtheGtopologyGandGdeterminationGofGaGlowTresolutionGthreeTdimensionalGstructureGofGtheG
calmodulinTmelittinGcomplexGbyGchemicalGcrossTlinkingGandGhighTresolutionGqTtn–x eGdirectG
demonstrationGofGmultipleGbindingGmodesUGBiochemistrySG2004SG[ZSG[bWZTX]

3.2 96

380
pnsembleGapproachGforGyx–GstructureGrefinementGagainstGOXPsGparamagneticGrelaxationG
enhancementGdataGarisingGfromGaGflexibleGparamagneticGgroupGattachedGtoGaGmacromoleculeUG
JournalgofgthegAmericangChemicalgSocietySG2004SGXYaSG]cbdTda

16.4 285

379
novalentGtrimersGofGtheGinternalGyTterminalGtrimericGcoiledTcoilGofGgp[XGandGantibodiesGdirectedG
againstGthemGareGpotentGinhibitorsGofGst¹GenvelopeTmediatedGcellGfusionUGJournalgofgBiologicalg
ChemistrySG2003SGYbcSGYWYbcTc]

5.4 80

378 TheGïplorTytsGyx–GmolecularGstructureGdeterminationGpackageUGJournalgofgMagneticgResonanceSG
2003SGXaWSGa]TbZ 3 1919

377
poTlTderivatizedGdeoxythymidineGasGaGtoolGforGrapidGdeterminationGofGproteinGbindingGpolarityGtoG
oylGbyGintermolecularGparamagneticGrelaxationGenhancementUGJournalgofgthegAmericangChemicalg
SocietySG2003SGXY]SGaaZ[T]

16.4 66

376
oockingGofGproteinTproteinGcomplexesGonGtheGbasisGofGhighlyGambiguousGintermolecularGdistanceG
restraintsGderivedGfromGXsVX]yGchemicalGshiftGmappingGandGbackboneGX]yTXsGresidualGdipolarG
couplingsGusingGconjoinedGrigidGbodyVtorsionGangleGdynamicsUGJournalgofgthegAmericangChemicalg
SocietySG2003SGXY]SGYdWYTXY

16.4 117

375
tmprovingGtheGaccuracyGofGyx–GstructuresGofG–ylGbyGmeansGofGconformationalGdatabaseGpotentialsG
ofGmeanGforceGasGassessedGbyGcompleteGdipolarGcouplingGcrossTvalidationUGJournalgofgthegAmericang
ChemicalgSocietySG2003SGXY]SGX]XcTY]

16.4 68

374
 olutionGstructureGofGtheGphosphorylGtransferGcomplexGbetweenGtheGsignalTtransducingGproteinG
ttlrlucoseGandGtheGcytoplasmicGdomainGofGtheGglucoseGtransporterGttnmrlucoseGofGtheGpscherichiaG
coliGglucoseGphosphotransferaseGsystemUGJournalgofgBiologicalgChemistrySG2003SGYbcSGY]XdXTYWa

5.4 55

373 TheoreticalGandGcomputationalGadvancesGinGbiomolecularGyx–GspectroscopyUGCurrentgOpinionging
StructuralgBiologySG2002SGXYSGX[aT]Z 8.1 42

372
³singGconjoinedGrigidGbodyVtorsionGangleGsimulatedGannealingGtoGdetermineGtheGrelativeGorientationG
ofGcovalentlyGlinkedGproteinGdomainsGfromGdipolarGcouplingsUGJournalgofgMagneticgResonanceSG2002SG
X][SGZYdTZ]

3 58

371  tructureGandGdynamicsGofGvsGdomainsGfromGqm‘GboundGtoGsingleTstrandedGoylUGNatureSG2002SG[X]SGXW]XTa50.4 141

370 –eweightedGatomicGdensitiesGtoGrepresentGensemblesGofGyx–GstructuresUGJournalgofgBiomolecularg
NMRSG2002SGYZSGYYXT] 3 62

369 xolecularGbasisGofGsequenceTspecificGsingleTstrandedGoylGrecognitionGbyGvsGdomainseGsolutionG
structureGofGaGcomplexGbetweenGhn–y‘GvGvsZGandGsingleTstrandedGoylUGEMBOgJournalSG2002SGYXSGZ[baTc]13 107
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proteinGrUGProteingScienceSG1994SGZSGXd[]T]Y 6.3 124

249 lnalysisGofGhydrophobicityGinGtheGalphaGandGbetaGchemokineGfamiliesGandGitsGrelevanceGtoG
dimerizationUGProteingScienceSG1994SGZSGYWa[TbY 6.3 29

248 ÅhereGisGyx–GtakingGusjUGProteins:gStructurevgFunctiongandgBioinformaticsSG1994SGXdSGYbZTa 4.2 9

247 tsotopeTqilteredGYoGszslslG pectroscopyGofGaG‘eptideT‘roteinGnomplexG³singGseteronuclearG
sartmannTsahnGoephasingUGJournalgofgMagneticgResonancegSeriesgASG1994SGXWaSGYadTYbZ 25

246 TheGimpactGofGdirectGrefinementGagainstGthreeTbondGsyTnGalphaGsGcouplingGconstantsGonGproteinG
structureGdeterminationGbyGyx–UGJournalgofgMagneticgResonancegSeriesgBSG1994SGXW[SGddTXWZ 130

245 lnGefficientGtripleTresonanceGexperimentGforGprotonTdirectedGsequentialGbackboneGassignmentGofG
mediumTsizedGproteinsUGJournalgofgMagneticgResonancegSeriesgBSG1994SGXW]SGXdaTc 37

244 ThermodynamicsGofGunfoldingGofGtheGallGbetaTsheetGproteinGinterleukinTXGbetaUGBiochemistrySG1994SG
ZZSGdZYbTZY 3.2 45

243 nomparisonGofGfourGindependentlyGdeterminedGstructuresGofGhumanGrecombinantGinterleukinT[UG
NaturegStructuralgandgMoleculargBiologySG1994SGXSGZWXTXW 17.6 39

242 wocalizationGofGboundGwaterGinGtheGsolutionGstructureGofGaGcomplexGofGtheGerythroidGtranscriptionG
factorGrlTlTXGwithGoylUGStructureSG1994SGYSGcdTd[ 5.2 45

241  tructuralGcomparisonsGamongGtheGshortTchainGhelicalGcytokinesUGStructureSG1994SGYSGX]dTbZ 5.2 151

240 TheGhighTresolutionGthreeTdimensionalGsolutionGstructuresGofGtheGoxidizedGandGreducedGstatesGofG
humanGthioredoxinUGStructureSG1994SGYSG]WZTYY 5.2 137

239 sighTresolutionGstructureGofGlscarisGtrypsinGinhibitorGinGsolutioneGdirectGevidenceGforGaGpsTinducedG
conformationalGtransitionGinGtheGreactiveGsiteUGStructureSG1994SGYSGaadTbc 5.2 60

(1994-1994)
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238 lGnovelGclassGofGwingedGhelixTturnThelixGproteineGtheGoylTbindingGdomainGofGxuGtransposaseUG
StructureSG1994SGYSGXW[XTc 5.2 68

237  ymmetryGandGasymmetryGinGtheGfunctionGofGpscherichiaGcoliGintegrationGhostGfactoreGimplicationsG
forGtargetGidentificationGbyGoylTbindingGproteinsUGCurrentgBiologySG1994SG[SG[bbTcb 6.3 31

236 –efoldingGproteinsGbyGgelGfiltrationGchromatographyUGFEBSgLettersSG1994SGZ[]SGXY]TZW 3.8 86

235 xappingGtheGbindingGsurfaceGofGinterleukinTcGcomplexedGwithGanGyTterminalGfragmentGofGtheGtypeGXG
humanGinterleukinTcGreceptorUGFEBSgLettersSG1994SGZZcSGdZTb 3.8 82

234  tructuresGofGlargerGproteinsSGproteinTligandGandGproteinToylGcomplexesGbyGmultiTdimensionalG
heteronuclearGyx–UGProgressgingBiophysicsgandgMoleculargBiologySG1994SGaYSGX]ZTc[ 4.7 17

233
oeterminationGofGtheGsecondaryGstructureGandGfoldingGtopologyGofGanG–ylGbindingGdomainGofG
mammalianGhn–y‘GlXGproteinGusingGthreeTdimensionalGheteronuclearGmagneticGresonanceG
spectroscopyUGBiochemistrySG1994SGZZSGYc]YTc

3.2 47

232 sighTresolutionGsolutionGstructureGofGtheGbetaGchemokineGhxt‘TXGbetaGbyGmultidimensionalGyx–UG
ScienceSG1994SGYaZSGXbaYTb 33.3 215

231 xultidimensionalGheteronuclearGnuclearGmagneticGresonanceGofGproteinsUGMethodsgingEnzymologySG
1994SGYZdSGZ[dTaZ 1.7 231

230 tdentificationGofGaGbindingGsiteGforGtheGhumanGimmunodeficiencyGvirusGtypeGXGnucleocapsidGproteinG
1994SGd]aTd]b

229 lnalysisGofGtheGbackboneGdynamicsGofGinterleukinTcGbyGX]yGrelaxationGmeasurementsUGJournalgofg
MoleculargBiologySG1993SGYZWSGZa[TbY 6.5 66

228 pxploringGtheGlimitsGofGprecisionGandGaccuracyGofGproteinGstructuresGdeterminedGbyGnuclearGmagneticG
resonanceGspectroscopyUGJournalgofgMoleculargBiologySG1993SGYZXSGcYTXWY 6.5 141

227 tdentificationGofGtheGcontactGsurfaceGofGaGstreptococcalGproteinGrGdomainGcomplexedGwithGaGhumanG
qcGfragmentUGJournalgofgMoleculargBiologySG1993SGYZZSGZZXT] 6.5 98

226 TheGhighTresolutionSGthreeTdimensionalGsolutionGstructureGofGhumanGinterleukinT[GdeterminedGbyG
multidimensionalGheteronuclearGmagneticGresonanceGspectroscopyUGBiochemistrySG1993SGZYSGab[[TaY 3.2 128

225  tructureGofGcalmodulinTtargetGpeptideGcomplexesUGCurrentgOpiniongingStructuralgBiologySG1993SGZSGcZcTc[]8.1 44

224 vineticsGofGfoldingGofGtheGallTbetaGsheetGproteinGinterleukinTXGbetaUGScienceSG1993SGYaWSGXXXWTZ 33.3 161

223 lssessingGtheGqualityGofGsolutionGnuclearGmagneticGresonanceGstructuresGbyGcompleteG
crossTvalidationUGScienceSG1993SGYaXSGZYcTZX 33.3 146

222 yx–GstructureGofGaGspecificGoylGcomplexGofGαnTcontainingGoylGbindingGdomainGofGrlTlTXUGScienceSG
1993SGYaXSG[ZcT[a 33.3 420

221
lGsmallGsingleTIfingerIGpeptideGfromGtheGerythroidGtranscriptionGfactorGrlTlTXGbindsGspecificallyGtoG
oylGasGaGzincGorGironGcomplexUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaSG1993SGdWSGXabaTcW

11.5 119
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220 tdentificationGofGaGbindingGsiteGforGtheGhumanGimmunodeficiencyGvirusGtypeGXGnucleocapsidGproteinUG
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG1993SGdWSG]YXdTYZ 11.5 134

219
tncreasedG–esolutionGandGtmprovedG pectralG’ualityGinGqourToimensionalGXZnVXZnT eparatedG
sx’nTyzp YTsx’nG pectraG³singG‘ulsedGqieldGrradientsUGJournalgofgMagneticgResonancegSeriesgBSG
1993SGXWXSGYXWTYXZ

157

218 –elationshipsGmetweenGtheG‘recisionGofGsighT–esolutionG‘roteinGyx–G tructuresSG olutionTzrderG
‘arametersSGandGnrystallographicGmGqactorsUGJournalgofgMagneticgResonancegSeriesgBSG1993SGXWXSGZY]TZYb 29

217 oeterminationGofG tructuresGofGwargerG‘roteinsGinG olutionGbyGThreeTGandGqourTdimensionalG
seteronuclearGxagneticG–esonanceG pectroscopyG1993SGXTZY 3

216 –eversibleGstepsGinGtheGbacteriorhodopsinGphotocycleUGProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaSG1992SGcdSGZaXWT[ 11.5 64

215 ThreeTdimensionalGsolutionGstructureGofGhumanGinterleukinT[GbyGmultidimensionalGheteronuclearG
magneticGresonanceGspectroscopyUGScienceSG1992SGY]aSGXabZTb 33.3 155

214  olutionGstructureGofGaGcalmodulinTtargetGpeptideGcomplexGbyGmultidimensionalGyx–UGScienceSG1992SG
Y]aSGaZYTc 33.3 1256

213 XUabTlGïTrayGstructureGofGtheGmYGimmunoglobulinTbindingGdomainGofGstreptococcalGproteinGrGandG
comparisonGtoGtheGyx–GstructureGofGtheGmXGdomainUGBiochemistrySG1992SGZXSGXW[[dT]b 3.2 96

212 sighTresolutionGsolutionGstructureGofGtheGdoubleGnysYsisYGzincGfingerGfromGtheGhumanGenhancerG
bindingGproteinGxm‘TXUGBiochemistrySG1992SGZXSGZdWbTXb 3.2 54

211
ThreeTdimensionalGsolutionGstructureGofGtheGpZTbindingGdomainGofGtheGdihydrolipoamideG
succinyltransferaseGcoreGfromGtheGYToxoglutarateGdehydrogenaseGmultienzymeGcomplexGofG
pscherichiaGcoliUGBiochemistrySG1992SGZXSGZ[aZTbX

3.2 100

210 oeterminationGofGtheGsecondaryGstructureGandGfoldingGtopologyGofGhumanGinterleukinT[GusingG
threeTdimensionalGheteronuclearGmagneticGresonanceGspectroscopyUGBiochemistrySG1992SGZXSG[Z[bT]Z 3.2 24

209 lnalysisGofGtheGbackboneGdynamicsGofGtheGribonucleaseGsGdomainGofGtheGhumanGimmunodeficiencyG
virusGreverseGtranscriptaseGusingGX]yGrelaxationGmeasurementsUGBiochemistrySG1992SGZXSGdX]WTb 3.2 78

208 –elationshipGbetweenGelectrostaticsGandGredoxGfunctionGinGhumanGthioredoxineGcharacterizationGofG
psGtitrationGshiftsGusingGtwoTdimensionalGhomoTGandGheteronuclearGyx–UGBiochemistrySG1992SGZXSGZ[[YT]Y3.2 116

207 XsSGX]ySGXZnSGandGXZnzGassignmentsGofGhumanGinterleukinT[GusingGthreeTdimensionalGdoubleTGandG
tripleTresonanceGheteronuclearGmagneticGresonanceGspectroscopyUGBiochemistrySG1992SGZXSG[ZZ[T[a 3.2 51

206 nombiningGexperimentalGinformationGfromGcrystalGandGsolutionGstudieseGjointGïTrayGandGyx–G
refinementUGScienceSG1992SGY]bSGdaXT[ 33.3 66

205
lG]WWGpsGmolecularGdynamicsGsimulationGstudyGofGinterleukinTXGbetaGinGwaterUGnorrelationGwithG
nuclearGmagneticGresonanceGspectroscopyGandGcrystallographyUGJournalgofgMoleculargBiologySG1992SG
YYaSGYZdT]W

6.5 166

204
wocalizationGofGboundGwaterGinGtheGsolutionGstructureGofGtheGimmunoglobulinGbindingGdomainGofG
streptococcalGproteinGrUGpvidenceGforGsolventTinducedGhelicalGdistortionGinGsolutionUGJournalgofg
MoleculargBiologySG1992SGYYZSGc]ZTa

6.5 42

203 XsGandGX]yGresonanceGassignmentsGandGsecondaryGstructureGofGtheGhumanGthioredoxinGnaYlSGnadlSG
nbZlGmutantUGJournalgofgBiomoleculargNMRSG1992SGYSG[ZXT[] 3 22

(1992-1993)
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202 lGZoGtripleTresonanceGyx–GtechniqueGforGqualitativeGmeasurementGofGcarbonylTs˛†GuGcouplingsGinG
isotopicallyGenrichedGproteinsUGJournalgofgMagneticgResonanceSG1992SGdaSGYX]TYYX 6

201 sighTresolutionGstructureGofGaGdoubleGzincGfingerGfromGtheGhumanGenhancerGbindingGproteinGx‘mTXG
inGsolutionUGThegProteingJournalSG1992SGXXSG[WcT[Wd 1

200 yx–GandGïTrayGanalysisGofGtheGthreeTdimensionalGstructureGofGinterleukinTcG1992SG[SGXcT[W 5

199 nrystalGstructureGofGinterleukinGceGsymbiosisGofGyx–GandGcrystallographyUGProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG1991SGccSG]WYTa 11.5 324

198 lpplicationsGofGthreeTGandGfourTdimensionalGheteronuclearGyx–GspectroscopyGtoGproteinGstructureG
determinationUGProgressgingNucleargMagneticgResonancegSpectroscopySG1991SGYZSG[ZTdY 10.4 187

197 ThreeTdimensionalGtripleTresonanceGyx–GofGXZnVX]yTenrichedGproteinsGusingGconstantTtimeG
evolutionUGJournalgofgMagneticgResonanceSG1991SGd[SGYWdTYXZ 18

196 lGcommonGsenseGapproachGtoGpeakGpickingGinGtwoTSGthreeTSGandGfourTdimensionalGspectraGusingG
automaticGcomputerGanalysisGofGcontourGdiagramsUGJournalgofgMagneticgResonanceSG1991SGd]SGYX[TYYW 90

195
 tereospecificGassignmentGofGbetaTmethyleneGprotonsGinGlargerGproteinsGusingGZoGX]yTseparatedG
sartmannTsahnGandGXZnTseparatedGrotatingGframeGzverhauserGspectroscopyUGJournalgofg
BiomoleculargNMRSG1991SGXSGXZTYY

3 93

194
xodelingGtheGthreeTdimensionalGstructureGofGtheGmonocyteGchemoTattractantGandGactivatingG
proteinGxnlqVxn‘TXGonGtheGbasisGofGtheGsolutionGstructureGofGinterleukinTcUGProteingEngineeringvg
DesigngandgSelectionSG1991SG[SGYaZTd

1.9 28

193  tructuresGofGlargerGproteinsGinGsolutioneGthreeTGandGfourTdimensionalGheteronuclearGyx–G
spectroscopyUGScienceSG1991SGY]YSGXZdWTd 33.3 427

192
TwoTSGthreeTSGandGfourTdimensionalGyx–GmethodsGforGobtainingGlargerGandGmoreGpreciseG
threeTdimensionalGstructuresGofGproteinsGinGsolutionUGAnnualgReviewgofgBiophysicsgandgBiophysicalg
ChemistrySG1991SGYWSGYdTaZ

120

191  lowGconformationalGdynamicsGatGtheGmetalGcoordinationGsiteGofGaGzincGfingerUGJournalgofgtheg
AmericangChemicalgSocietySG1991SGXXZSG[Z]WT[Z]X 16.4 15

190
lnalysisGofGtheGbackboneGdynamicsGofGinterleukinTXGUbetaUGusingGtwoTdimensionalGinverseGdetectedG
heteronuclearGnitrogenTX]TprotonGyx–GspectroscopyGβprratumGtoGdocumentGcitedGinG
nlXXZOdPebaYaap]UGBiochemistrySG1991SGZWSGZXYTZXY

3.2 1

189 sighTresolutionGthreeTdimensionalGstructureGofGreducedGrecombinantGhumanGthioredoxinGinG
solutionUGBiochemistrySG1991SGZWSGYac]Tdc 3.2 137

188 qourTdimensionalGXZnVXZnTeditedGnuclearGzverhauserGenhancementGspectroscopyGofGaGproteinGinG
solutioneGapplicationGtoGinterleukinGXGbetaUGBiochemistrySG1991SGZWSGXYTc 3.2 167

187
 tructuralGcharacterizationGofGaGZdTresidueGsyntheticGpeptideGcontainingGtheGtwoGzincGbindingG
domainsGfromGtheGst¹TXGpbGnucleocapsidGproteinGbyGnoGandGyx–GspectroscopyUGFEBSgLettersSG1991SG
YdYSGY]TZW

3.8 71

186 nomparisonGofGtheGsolutionGnuclearGmagneticGresonanceGandGïTrayGcrystalGstructuresGofGhumanG
recombinantGinterleukinTXGbetaUGJournalgofgMoleculargBiologySG1991SGYYXSG[bT]Z 6.5 45

185
 econdaryGstructureGofGtheGribonucleaseGsGdomainGofGtheGhumanGimmunodeficiencyGvirusGreverseG
transcriptaseGinGsolutionGusingGthreeTdimensionalGdoubleGandGtripleGresonanceGheteronuclearG
magneticGresonanceGspectroscopyUGJournalgofgMoleculargBiologySG1991SGYYXSGXWcXTdW

6.5 29
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184
oeterminationGofGtheGpositionsGofGboundGwaterGmoleculesGinGtheGsolutionGstructureGofGreducedG
humanGthioredoxinGbyGheteronuclearGthreeTdimensionalGnuclearGmagneticGresonanceGspectroscopyUG
JournalgofgMoleculargBiologySG1991SGYYWSGYWdTXa

6.5 43

183
nomparisonGofGtheGsolutionGnuclearGmagneticGresonanceGandGcrystalGstructuresGofGinterleukinTcUG
‘ossibleGimplicationsGforGtheGmechanismGofGreceptorGbindingUGJournalgofgMoleculargBiologySG1991SG
YXbSGaXXTYW

6.5 58

182 lGnovelSGhighlyGstableGfoldGofGtheGimmunoglobulinGbindingGdomainGofGstreptococcalGproteinGrUG
ScienceSG1991SGY]ZSGa]bTaX 33.3 720

181 sighTresolutionGthreeTdimensionalGstructureGofGinterleukinGXGbetaGinGsolutionGbyGthreeTGandG
fourTdimensionalGnuclearGmagneticGresonanceGspectroscopyUGBiochemistrySG1991SGZWSGYZX]TYZ 3.2 167

180
 pecificGoylGbindingGtoGaGmajorGhistocompatibilityGcomplexGenhancerGsequenceGbyGaGsyntheticG
]bTresidueGdoubleGzincGfingerGpeptideGfromGaGhumanGenhancerGbindingGproteinUGJournalgofgBiologicalg
ChemistrySG1991SGYaaSGbZWaTXX

5.4 14

179
 econdaryGstructureGofGtheGribonucleaseGsGdomainGofGtheGhumanGimmunodeficiencyGvirusGreverseG
transcriptaseGinGsolutionGusingGthreeTdimensionalGdoubleGandGtripleGresonanceGheteronuclearG
magneticGresonanceGspectroscopyG1991SGYYXSGXWcXTXWcX

4

178
 pecificGoylGbindingGtoGaGmajorGhistocompatibilityGcomplexGenhancerGsequenceGbyGaGsyntheticG
]bTresidueGdoubleGzincGfingerGpeptideGfromGaGhumanGenhancerGbindingGproteinUUGJournalgofgBiologicalg
ChemistrySG1991SGYaaSGbZWaTbZXX

5.4 12

177 lnalysisGofGmackboneGoynamicsGofGtnterleukinTX˛†G1991SGYYbTYZX

176 lnalysisGofGbackboneGdynamicsGofGinterleukinTX˛†G1991SG]ZT]a

175 –esponseGeG imilarityGofG‘roteinGrGandG³biquitinUGScienceSG1991SGY][SG]cXT]cX 33.3 1

174 tnterpretationGofGyx–GoataGinGTermsGofG‘roteinG tructureG1991SGZb]TZcd 4

173 nomparisonGofGtheGyx–GandGïT–ayG tructuresGofGsirudinG1991SG]bTa] 1

172
tdentificationGandGlocalizationGofGboundGinternalGwaterGinGtheGsolutionGstructureGofGinterleukinGXG
betaGbyGheteronuclearGthreeTdimensionalGXsGrotatingTframeGzverhauserGX]yTXsGmultipleGquantumG
coherenceGyx–GspectroscopyUGBiochemistrySG1990SGYdSG]abXTa

3.2 138

171 ‘racticalGaspectsGofGprotonTcarbonTcarbonTprotonGthreeTdimensionalGcorrelationGspectroscopyGofG
XZnTlabeledGproteinsUGJournalgofgMagneticgResonanceSG1990SGcbSGaYWTaYb 20

170 XsTyx–GstereospecificGassignmentsGbyGconformationalGdataTbaseGsearchesUGBiopolymersSG1990SGYdSGcXZTYY2.2 97

169 XsjXsGcorrelationGviaGisotropicGmixingGofGXZnGmagnetizationSGaGnewGthreeTdimensionalGapproachGforG
assigningGXsGandGXZnGspectraGofGXZnTenrichedGproteinsUGJournalgofgMagneticgResonanceSG1990SGccSG[Y]T[ZX 95

168 qourTdimensionalGheteronuclearGtripleTresonanceGyx–GspectroscopyGofGinterleukinTXGbetaGinG
solutionUGScienceSG1990SGY[dSG[XXT[ 33.3 270

167
oetectionGofGnuclearGzverhauserGeffectsGbetweenGdegenerateGamideGprotonGresonancesGbyG
heteronuclearGthreeTdimensionalGyx–GspectroscopyUGJournalgofgthegAmericangChemicalgSocietySG
1990SGXXYSGdWYWTdWYY

16.4 149
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166  tudiesGonGtheGsolutionGconformationGofGhumanGthioredoxinGusingGheteronuclearGX]yTXsGnuclearG
magneticGresonanceGspectroscopyUGBiochemistrySG1990SGYdSGX]aaTbY 3.2 86

165 lssignmentGofGtheGsideTchainGXsGandGXZnGresonancesGofGinterleukinTXGbetaGusingGdoubleTGandG
tripleTresonanceGheteronuclearGthreeTdimensionalGyx–GspectroscopyUGBiochemistrySG1990SGYdSGcXbYTc[ 3.2 181

164 ThreeTdimensionalGstructureGofGinterleukinGcGinGsolutionUGBiochemistrySG1990SGYdSGXacdTda 3.2 442

163  equentialGresonanceGassignmentGandGsecondaryGstructureGdeterminationGofGtheGlscarisGtrypsinG
inhibitorSGaGmemberGofGaGnovelGclassGofGproteinaseGinhibitorsUGBiochemistrySG1990SGYdSGXcZTd 3.2 31

162 ‘roteinGstructureGdeterminationGinGsolutionGbyGtwoTdimensionalGandGthreeTdimensionalGnuclearG
magneticGresonanceGspectroscopyUGAnalyticalgChemistrySG1990SGaYSGYTX] 7.8 26

161 sighTresolutionGthreeTdimensionalGstructureGofGaGsingleGzincGfingerGfromGaGhumanGenhancerGbindingG
proteinGinGsolutionUGBiochemistrySG1990SGYdSGdZY[TZ[ 3.2 129

160
wowGresolutionGstructureGofGinterleukinTXGbetaGinGsolutionGderivedGfromGXsTX]yGheteronuclearG
threeTdimensionalGnuclearGmagneticGresonanceGspectroscopyUGJournalgofgMoleculargBiologySG1990SG
YX[SGcXXTb

6.5 21

159
oeviationsGfromGtheGsimpleGtwoTparameterGmodelTfreeGapproachGtoGtheGinterpretationGofG
nitrogenTX]GnuclearGmagneticGrelaxationGofGproteinsUGJournalgofgthegAmericangChemicalgSocietySG1990
SGXXYSG[dcdT[ddX

16.4 937

158 lnalysisGofGtheGbackboneGdynamicsGofGinterleukinTXGbetaGusingGtwoTdimensionalGinverseGdetectedG
heteronuclearGX]yTXsGyx–GspectroscopyUGBiochemistrySG1990SGYdSGbZcbT[WX 3.2 488

157 oeterminationGofGtheGsecondaryGstructureGandGmolecularGtopologyGofGinterleukinTXGbetaGbyGuseGofG
twoTGandGthreeTdimensionalGheteronuclearGX]yTXsGyx–GspectroscopyUGBiochemistrySG1990SGYdSG[aacTcY 3.2 66

156 nompleteGresonanceGassignmentGforGtheGpolypeptideGbackboneGofGinterleukinGXGbetaGusingG
threeTdimensionalGheteronuclearGyx–GspectroscopyUGBiochemistrySG1990SGYdSGZ][YT]a 3.2 172

155 oeterminationGofGligandGconformationGinGmacromolecularGcomplexesGusingGtheGtransferredGnuclearG
zverhauserGeffectUGBiochemicalgPharmacologySG1990SG[WSGXX]Td 6 19

154 ‘urificationGandGcharacterizationGofGtheG–yaseGsGdomainGofGst¹TXGreverseGtranscriptaseGexpressedG
inGrecombinantGpscherichiaGcoliUGFEBSgLettersSG1990SGYbWSGbaTcW 3.8 47

153 ‘racticalGandGtheoreticalGaspectsGofGthreeTdimensionalGhomonuclearGsartmannTsahnTnuclearG
overhauserGenhancementGspectroscopyGofGproteinsUGJournalgofgMagneticgResonanceSG1989SGcZSG[]WT[bY 6

152
sowGaccuratelyGcanGinterprotonGdistancesGinGmacromoleculesGreallyGbeGdeterminedGbyGfullG
relaxationGmatrixGanalysisGofGnuclearGoverhauserGenhancementGdatajUGJournalgofgMagneticgResonance
SG1989SGc[SGZdcT[Wd

5

151 ‘reparationSGcharacterizationGandGapplicationGofGinterleukinTXGbetaGmutantGproteinsGwithG
surfaceTaccessibleGcysteineGresiduesUGFEBSgJournalSG1989SGXbdSG]a]TbX 19

150 ThreeTdimensionalGhomonuclearGsartmannTsahnTnuclearGoverhauserGenhancementGspectroscopyGinG
sYzGandGitsGapplicationGtoGproteinsUGJournalgofgMagneticgResonanceSG1989SGcXSGYXYTYXa 6

149
oeterminationGofGtheGthreeTdimensionalGsolutionGstructureGofGtheGnTterminalGdomainGofG
cellobiohydrolaseGtGfromGTrichodermaGreeseiUGlGstudyGusingGnuclearGmagneticGresonanceGandGhybridG
distanceGgeometryTdynamicalGsimulatedGannealingUGBiochemistrySG1989SGYcSGbY[XT]b

3.2 496
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148
zvercomingGtheGoverlapGproblemGinGtheGassignmentGofGXsGyx–GspectraGofGlargerGproteinsGbyGuseGofG
threeTdimensionalGheteronuclearGXsTX]yGsartmannTsahnTmultipleGquantumGcoherenceGandGnuclearG
zverhauserTmultipleGquantumGcoherenceGspectroscopyeGapplicationGtoGinterleukinGXGbetaUG
BiochemistrySG1989SGYcSGaX]WTa

3.2 914

147
 olutionGstructureGofGrecombinantGhirudinGandGtheGwysT[bTTTTrluGmutanteGaGnuclearGmagneticG
resonanceGandGhybridGdistanceGgeometryTdynamicalGsimulatedGannealingGstudyUGBiochemistrySG1989SG
YcSGYaWXTXb

3.2 150

146 lGprotonGnuclearGmagneticGresonanceGassignmentGandGsecondaryGstructureGdeterminationGofG
recombinantGhumanGthioredoxinUGBiochemistrySG1989SGYcSGbWccTdb 3.2 26

145
lnalysisGofGtheGrelativeGcontributionsGofGtheGnuclearGzverhauserGinterprotonGdistanceGrestraintsGandG
theGempiricalGenergyGfunctionGinGtheGcalculationGofGoligonucleotideGstructuresGusingGrestrainedG
molecularGdynamicsUGBiochemistrySG1989SGYcSG]dbcTc[

3.2 54

144 oeterminationGofGtheGsecondaryGstructureGofGtheGoylGbindingGproteinGyerGfromGphageGxuGusingGXsG
homonuclearGandGX]yTXsGheteronuclearGyx–GspectroscopyUGBiochemistrySG1989SGYcSG]WcXTd 3.2 32

143
lGprotonGnuclearGmagneticGresonanceGstudyGofGtheGantihypertensiveGandGantiviralGproteinGmo TtG
fromGtheGseaGanemoneGlnemoniaGsulcataeGsequentialGandGstereospecificGresonanceGassignmentGandG
secondaryGstructureUGBiochemistrySG1989SGYcSGYXbcTcb

3.2 103

142
TheGinfluenceGofGstereospecificGassignmentsGonGtheGdeterminationGofGthreeTdimensionalGstructuresG
ofGproteinsGbyGnuclearGmagneticGresonanceGspectroscopyUGlpplicationGtoGtheGseaGanemoneGproteinG
mo TtUGFEBSgLettersSG1989SGY[ZSGYYZTZZ

3.8 48

141 lGpowerfulGmethodGofGsequentialGprotonGresonanceGassignmentGinGproteinsGusingGrelayedGX]yTXsG
multipleGquantumGcoherenceGspectroscopyUGFEBSgLettersSG1989SGY[ZSGdZTc 3.8 141

140
nommentaryGonGtheGarticleeG‘urificationGandGnharacterizationGofGtheGyerG–epressorGofG
macteriophageGxuGOXdcdPGqpm GwettUGY[[SGZadTZb]GbyGrUGvukoljSG‘U‘UGToliasGandGxU UGoumowUGFEBSg
LettersSG1989SGY]XSGYcY

3.8

139
oeterminationGofGtheGthreeTdimensionalGsolutionGstructureGofGtheGantihypertensiveGandGantiviralG
proteinGmo TtGfromGtheGseaGanemoneGlnemoniaGsulcataeGaGstudyGusingGnuclearGmagneticGresonanceG
andGhybridGdistanceGgeometryTdynamicalGsimulatedGannealingUGBiochemistrySG1989SGYcSGYXccTdc

3.2 132

138 oeterminationGofGthreeTdimensionalGstructuresGofGproteinsGandGnucleicGacidsGinGsolutionGbyGnuclearG
magneticGresonanceGspectroscopyUGCriticalgReviewsgingBiochemistrygandgMoleculargBiologySG1989SGY[SG[bdT]a[8.7 282

137 oeterminationGofGtheGsecondaryGstructureGofGinterleukinTcGbyGnuclearGmagneticGresonanceG
spectroscopyUGJournalgofgBiologicalgChemistrySG1989SGYa[SGXcdWbTXX 5.4 55

136 oeterminationGofGtheG econdaryG tructureGofGtnterleukinTcGbyGyuclearGxagneticG–esonanceG
 pectroscopyUGJournalgofgBiologicalgChemistrySG1989SGYa[SGXcdWbTXcdXX 5.4 65

135 oeterminationGofGtheGbackboneGconformationGofGsecretinGbyGrestrainedGmolecularGdynamicsGonGtheG
basisGofGinterprotonGdistanceGdataUGFEBSgJournalSG1988SGXbXSG[bdTc[ 33

134
ThreeTdimensionalGstructureGofGacylGcarrierGproteinGinGsolutionGdeterminedGbyGnuclearGmagneticG
resonanceGandGtheGcombinedGuseGofGdynamicalGsimulatedGannealingGandGdistanceGgeometryUGFEBSg
JournalSG1988SGXb]SGdTX]

77

133 ThreeTdimensionalGyx–GspectroscopyGofGaGproteinGinGsolutionUGNatureSG1988SGZZYSGZb[Ta 50.4 205

132 nomputerTaidedGsequentialGassignmentGofGproteinGXsGyx–GspectraUGJournalgofgMagneticgResonanceSG
1988SGcWSGXXdTXYb 7

131 lGtwoTdimensionalGnuclearGoverhauserGenhancementGexperimentGusingGsemiselectiveGsoftGpulsesSG
andGitsGapplicationsGtoGproteinsUGJournalgofgMagneticgResonanceSG1988SGbcSGZbXTZb] 3
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130 lutomaticGphasingGofGpureGphaseGabsorptionGtwoTdimensionalGyx–GspectraUGJournalgofgMagneticg
ResonanceSG1988SGbdSGX][TX]b 1

129
lnalysisGofGanGenzymeTsubstrateGcomplexGbyGïTrayGcrystallographyGandGtransferredGnuclearG
zverhauserGenhancementGmeasurementseGporcineGpancreaticGelastaseGandGaGhexapeptideUG
BiochemistrySG1988SGYbSGbY]TZW

3.2 35

128
–efinementGofGtheGsolutionGstructureGofGtheGoylGdodecamerG]NdOnrnr‘lTTnrnrPYGcontainingGaG
stableGpurineTthymineGbaseGpaireGcombinedGuseGofGnuclearGmagneticGresonanceGandGrestrainedG
molecularGdynamicsUGBiochemistrySG1988SGYbSG[Xc]Tdb

3.2 45

127 –efinementGofGtheGsolutionGstructureGofGtheGribonucleotideG]NrOrnl³rnPYeGcombinedGuseGofGnuclearG
magneticGresonanceGandGrestrainedGmolecularGdynamicsUGBiochemistrySG1988SGYbSGXbZ]T[Z 3.2 27

126 wongTrangeGX]yTXsGcorrelationGasGanGaidGtoGsequentialGprotonGresonanceGassignmentGofGproteinsUG
lpplicationGtoGtheGoylTbindingGproteinGnerGfromGphageGxuUGFEBSgLettersSG1988SGYZcSGXbTYX 3.8 38

125 –efinementGofGtheGsolutionGstructureGofGtheG–ylToylGhybridG]NTβrOrnlPdOTrnP]YUGnombinedGuseGofG
nuclearGmagneticGresonanceGandGrestrainedGmolecularGdynamicsUGFEBSgLettersSG1988SGYZaSGaYTbW 3.8 6

124 lGprotonGnuclearGmagneticGresonanceGstudyGofGtheGconformationGofGbovineGanaphylatoxinGn]aGinG
solutionUGFEBSgLettersSG1988SGYZcSGYcdTd[ 3.8 15

123
oeterminationGofGthreeTdimensionalGstructuresGofGproteinsGfromGinterprotonGdistanceGdataGbyG
dynamicalGsimulatedGannealingGfromGaGrandomGarrayGofGatomsUGnircumventingGproblemsGassociatedG
withGfoldingUGFEBSgLettersSG1988SGYZdSGXYdTZa

3.8 466

122  iteGdirectedGmutantsGofGhumanGinterleukinTXGalphaeGaGXsTyx–GandGreceptorGbindingGstudyUGFEBSg
LettersSG1988SGYZXSGXZ]Tc 3.8 11

121 XsTyx–GstudiesGonGnucleotideGbindingGtoGtheGcatalyticGsitesGofGbovineGmitochondrialGqXTlT‘aseUG
FEBSgLettersSG1988SGY[YSGXbcTcY 3.8 18

120 oeterminationGofGthreeTdimensionalGstructuresGofGproteinsGfromGinterprotonGdistanceGdataGbyG
hybridGdistanceGgeometryTdynamicalGsimulatedGannealingGcalculationsUGFEBSgLettersSG1988SGYYdSGZXbTY[ 3.8 665

119 ‘urificationGandGcharacterizationGofGtheGoylTbindingGproteinGyerGofGbacteriophageGxuUGGeneSG1988SG
a]SGY]dTac 3.8 35

118 TheGsolutionGconformationGofGtheGantibacterialGpeptideGcecropinGleGaGnuclearGmagneticGresonanceG
andGdynamicalGsimulatedGannealingGstudyUGBiochemistrySG1988SGYbSGbaYWTd 3.2 272

117
oeterminationGofGthreeTdimensionalGstructuresGofGproteinsGbyGsimulatedGannealingGwithGinterprotonG
distanceGrestraintsUGlpplicationGtoGcrambinSGpotatoGcarboxypeptidaseGinhibitorGandGbarleyGserineG
proteinaseGinhibitorGYUGProteingEngineeringvgDesigngandgSelectionSG1988SGYSGYbTZc

1.9 467

116  ynthesisGandGXTyx–G tudiesGofGoylT–ylGsybridsGforG tructuralGlnalysisUGNucleosidesgogNucleotides
SG1988SGbSGbZZTbZa

115 xutationsGinGtheGcyclicGlx‘GbindingGsiteGofGtheGcyclicGlx‘GreceptorGproteinGofGpscherichiaGcoliUG
BiochemicalgJournalSG1988SGY]ZSGcWXTb 3.8 24

114 oeterminationGofGthreeTdimensionalGstructuresGofGproteinsGinGsolutionGbyGnuclearGmagneticG
resonanceGspectroscopyUGProteingEngineeringvgDesigngandgSelectionSG1987SGXSGYb]Tcc 1.9 122

113 –ecombinantTderivedGinterleukinTXGalphaGstabilizedGagainstGspecificGdeamidationUGProteing
EngineeringvgDesigngandgSelectionSG1987SGXSG[XZTb 1.9 34
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112  iteTdirectedGmutantsGofGtheGclx‘GreceptorGproteinTToylGbindingGofGfiveGmutantGproteinsUGProteing
EngineeringvgDesigngandgSelectionSG1987SGXSGYWXTZ 1.9 6

111  olutionGofGaGproteinGcrystalGstructureGwithGaGmodelGobtainedGfromGyx–GinterprotonGdistanceG
restraintsUGScienceSG1987SGYZ]SGXW[dT]Z 33.3 66

110
TheGdeterminationGofGtheGthreeTdimensionalGstructureGofGbarleyGserineGproteinaseGinhibitorGYGbyG
nuclearGmagneticGresonanceSGdistanceGgeometryGandGrestrainedGmolecularGdynamicsUGProteing
EngineeringvgDesigngandgSelectionSG1987SGXSGZW]TXX

1.9 54

109 nomparisonGofGtheGsolutionGandGïTrayGstructuresGofGbarleyGserineGproteinaseGinhibitorGYUGProteing
EngineeringvgDesigngandgSelectionSG1987SGXSGZXZTc 1.9 58

108
 olutionGconformationsGofGhumanGgrowthGhormoneGreleasingGfactoreGcomparisonGofGtheGrestrainedG
molecularGdynamicsGandGdistanceGgeometryGmethodsGforGaGsystemGwithoutGlongTrangeGdistanceG
dataUGProteingEngineeringvgDesigngandgSelectionSG1987SGXSGZddT[Wa

1.9 57

107 ‘robingGtheGsequenceTspecificGinteractionGofGtheGcyclicGlx‘GreceptorGproteinGwithGoylGbyG
siteTdirectedGmutagenesisUGBiochemicalgJournalSG1987SGY[YSGa[]T]Z 3.8 29

106 TheGbindingGofGtheGcyclicGlx‘GreceptorGproteinGtoGsyntheticGoylGsitesGcontainingGpermutationsGinG
theGconsensusGsequenceGTrTrlUGBiochemicalgJournalSG1987SGY[aSGYYbTZY 3.8 38

105 sistidineGprotonGresonancesGofGcarbonmonoxyhaemoglobinsGlGandGnowtownGinGchlorideTfreeG
bufferUGJournalgofgMoleculargBiologySG1987SGXd]SG[]ZT] 6.5 8

104 lGXsTyx–GstudyGofGtheGsolutionGconformationGofGsecretinUG–esonanceGassignmentGandGsecondaryG
structureUGFEBSgLettersSG1987SGYX]SGccTd[ 3.8 66

103 yTterminalTmethionylatedGinterleukinTXGbetaGhasGreducedGreceptorTbindingGaffinityUGFEBSgLettersSG
1987SGYX]SGXaWT[ 3.8 22

102 lGsimpleGmethodGforGdelineatingGwellTdefinedGandGvariableGregionsGinGproteinGstructuresG
determinedGfromGinterprotonGdistanceGdataUGFEBSgLettersSG1987SGYXdSGXXTXa 3.8 28

101
lGcomparisonGofGtheGrestrainedGmolecularGdynamicsGandGdistanceGgeometryGmethodsGforG
determiningGthreeTdimensionalGstructuresGofGproteinsGonGtheGbasisGofGinterprotonGdistancesUGFEBSg
LettersSG1987SGYXZSGYadTbb

3.8 38

100
yuclearGmagneticGresonanceGstudyGofGtheGsolutionGstructureGofGalphaGXTpurothioninUG equentialG
resonanceGassignmentSGsecondaryGstructureGandGlowGresolutionGtertiaryGstructureUGJournalgofg
MoleculargBiologySG1987SGXdZSG]bXTc

6.5 42

99 –efinementGofGtheGsolutionGstructureGofGtheGoylGdecamerG]NdOnTrrlTnnlrPYeGcombinedGuseGofG
nuclearGmagneticGresonanceGandGrestrainedGmolecularGdynamicsUGBiochemistrySG1987SGYaSGZbZ[T[[ 3.2 61

98
ThreeTdimensionalGstructureGofGpotatoGcarboxypeptidaseGinhibitorGinGsolutionUGlGstudyGusingGnuclearG
magneticGresonanceSGdistanceGgeometrySGandGrestrainedGmolecularGdynamicsUGBiochemistrySG1987SG
YaSGcWXYTYZ

3.2 270

97 ThreeTdimensionalGstructureGofGphoratoxinGinGsolutioneGcombinedGuseGofGnuclearGmagneticG
resonanceSGdistanceGgeometrySGandGrestrainedGmolecularGdynamicsUGBiochemistrySG1987SGYaSGXbZYTXb[] 3.2 76

96 ÅaterGsuppressionGinGtwoTdimensionalGspinTlockedGyx–GexperimentsGusingGaGnovelGphaseTcyclingG
procedureUGJournalgofgthegAmericangChemicalgSocietySG1987SGXWdSGa]XXTa]XZ 16.4 99

95 ‘rotonGnuclearGmagneticGresonanceGstudyGofGhirudineGresonanceGassignmentGandGsecondaryG
structureUGBiochemistrySG1987SGYaSGZZZTZZc 3.2 40

(1987-1987)

27



94 –efinementGofGtheGsolutionGstructureGofGtheGoylGhexamerG]NdOrnlTrnPYeGcombinedGuseGofGnuclearG
magneticGresonanceGandGrestrainedGmolecularGdynamicsUGBiochemistrySG1987SGYaSGZbXcTZZ 3.2 71

93 TheGconformationsGofGhirudinGinGsolutioneGaGstudyGusingGnuclearGmagneticGresonanceSGdistanceG
geometryGandGrestrainedGmolecularGdynamicsUGEMBOgJournalSG1987SGaSG]YdT]Zb 13 76

92
TheGpolypeptideGfoldGofGtheGglobularGdomainGofGhistoneGs]GinGsolutionUGlGstudyGusingGnuclearG
magneticGresonanceSGdistanceGgeometryGandGrestrainedGmolecularGdynamicsUUGEMBOgJournalSG1987SG
aSGXcZZTXc[Y

13 65

91 lpplicationGofGtheGzTnz YGtechniqueGwithGaGmodifiedGpulseGsequenceGtoGmeasurementGofGcouplingG
constantsGinGmacromoleculesUGJournalgofgMagneticgResonanceSG1987SGb]SG]Z[T]Zd 3

90 TheGconformationsGofGhirudinGinGsolutioneGaGstudyGusingGnuclearGmagneticGresonanceSGdistanceG
geometryGandGrestrainedGmolecularGdynamicsUGEMBOgJournalSG1987SGaSG]YdTZb 13 11

89 TheGpolypeptideGfoldGofGtheGglobularGdomainGofGhistoneGs]GinGsolutionUGlGstudyGusingGnuclearG
magneticGresonanceSGdistanceGgeometryGandGrestrainedGmolecularGdynamicsUGEMBOgJournalSG1987SGaSGXcZZT[Y13 16

88 oeterminationGofGZoT tructuresGofGxacromoleculesGbyG–estrainedGxolecularGoynamicsGonGtheGmasisG
ofGtnterprotonGoistancesUGSpringergSeriesgingBiophysicsSG1987SGXWcTXXY

87 zverproductionGofGtheGcyclicGlx‘GreceptorGproteinGofGpscherichiaGcoliGandGexpressionGofGtheG
engineeredGnTterminalGoylTbindingGdomainUGBiochemicalgJournalSG1986SGYZaSGa[ZTd 3.8 13

86
ThreeTdimensionalGstructureGofGproteinsGdeterminedGbyGmolecularGdynamicsGwithGinterprotonG
distanceGrestraintseGapplicationGtoGcrambinUGProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaSG1986SGcZSGZcWXT]

11.5 309

85
yuclearGmagneticGresonanceGstudyGofGtheGglobularGdomainGofGchickenGhistoneGs]eGresonanceG
assignmentGandGsecondaryGstructureUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG1986SGcZSGbaYcTZY

11.5 29

84 lGXsTyx–GstudyGofGhumanGinterleukinTXGbetaUG equenceTspecificGassignmentGofGaromaticGresiduesG
usingGsiteTdirectedGmutantGproteinsUGFEBSgJournalSG1986SGXaXSGZbT[Z 28

83 nooperativeGoylGbindingGbyGlambdaGintegrationGproteinTTaGkeyGcomponentGofGspecificityUGFEBSg
JournalSG1986SGXaXSGbYbTZX 1

82 ‘ointGmutationsGofGhumanGinterleukinTXGwithGdecreasedGreceptorGbindingGaffinityUGFEBSgLettersSG
1986SGYWdSGYd]Tc 3.8 48

81 lpplicationGofGmolecularGdynamicsGwithGinterprotonGdistanceGrestraintsGtoGthreeTdimensionalG
proteinGstructureGdeterminationUGlGmodelGstudyGofGcrambinUGJournalgofgMoleculargBiologySG1986SGXdXSG]YZT]X6.5 265

80  olutionGstructureGofGhumanGgrowthGhormoneGreleasingGfactorUGnombinedGuseGofGcircularGdichroismG
andGnuclearGmagneticGresonanceGspectroscopyUGJournalgofgMoleculargBiologySG1986SGXdXSG]]ZTaX 6.5 85

79
 tructureGrefinementGofGoligonucleotidesGbyGmolecularGdynamicsGwithGnuclearGzverhauserGeffectG
interprotonGdistanceGrestraintseGapplicationGtoG]NGdOnTrTTTlTnTrPYUGJournalgofgMoleculargBiologySG1986
SGXccSG[]]Tb]

6.5 131

78
 tereochemistryGofGbindingGofGtheGtetrapeptideGacetylT‘roTllaT‘roTTyrTysYGtoGporcineGpancreaticG
elastaseUGnombinedGuseGofGtwoTdimensionalGtransferredGnuclearGzverhauserGenhancementG
measurementsSGrestrainedGmolecularGdynamicsSGïTrayGcrystallographyGandGmolecularGmodellingUG
JournalgofgMoleculargBiologySG1986SGXdWSGY]dTab

6.5 81

77
nonformationGofGtheGoylGundecamerG]NdOlTlTrTTTrTTTrTlTTTlTTPGboundGtoGtheGsingleTstrandedGoylG
bindingGproteinGofGpscherichiaGcoliUGlGtimeTdependentGtransferredGnuclearGzverhauserG
enhancementGstudyUGJournalgofgMoleculargBiologySG1986SGXcbSGXXdTY[

6.5 21
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76 TheGthreeTdimensionalGstructureGofG˛–XTpurothioninGinGsolutioneGcombinedGuseGofGnuclearGmagneticG
resonanceSGdistanceGgeometryGandGrestrainedGmolecularGdynamicsUGEMBOgJournalSG1986SG]SGYbYdTYbZ] 13 208

75 TheGthreeTdimensionalGstructureGofGalphaXTpurothioninGinGsolutioneGcombinedGuseGofGnuclearG
magneticGresonanceSGdistanceGgeometryGandGrestrainedGmolecularGdynamicsUGEMBOgJournalSG1986SG]SGYbYdTZ]13 48

74 TheG olutionG tructuresGofG–ylGqragmentsGoeterminedGbyGyuclearGzverhauserGpnhancementG
xeasurementsG1986SGXZbTX[d

73
TheGstructureGofGtheGdoubleTstrandedG–ylGpentamerG]NOnlnlrPGUG]NOn³r³rPGdeterminedGbyGnuclearG
zverhauserGenhancementGmeasurementseGinterprotonGdistanceGdeterminationGandGstructureG
refinementGonGtheGbasisGofGïTrayGcoordinatesUGFEBSgJournalSG1985SGX]XSGX]ZTa]

28

72 –efinementGofGtheGsolutionGstructureGofGtheGmGoylGhexamerG]NdOnTrTTTlTnTrPYGonGtheGbasisGofG
interTprotonGdistanceGdataUGJournalgofgMoleculargBiologySG1985SGXc]SGYXdTYa 6.5 34

71 yucleotideGsequenceGofGtheGdihydrofolateGreductaseGgeneGofGmethotrexateTresistantGwactobacillusG
caseiUGGeneSG1985SGZ]SGYXbTYY 3.8 57

70 TheGpvaGvaluesGofGtwoGhistidineGresiduesGinGhumanGhaemoglobinSGtheGmohrGeffectSGandGtheGdipoleG
momentsGofGalphaThelicesUGJournalgofgMoleculargBiologySG1985SGXcZSG[dXTc 6.5 97

69
 olutionGconformationGofGaGheptadecapeptideGcomprisingGtheGoylGbindingGhelixGqGofGtheGcyclicGlx‘G
receptorGproteinGofGpscherichiaGcoliUGnombinedGuseGofGXsGnuclearGmagneticGresonanceGandG
restrainedGmolecularGdynamicsUGJournalgofgMoleculargBiologySG1985SGXcaSG[Z]T]]

6.5 224

68 nomparisonGofGhistidineGprotonGmagneticGresonancesGofGhumanGcarbonmonoxyhaemoglobinGinG
differentGbuffersUGJournalgofgMoleculargBiologySG1985SGXcaSG[bXTZ 6.5 16

67 ‘robingGtheGthreeTdimensionalGstructuresGofGoylGandG–ylGoligonucleotidesGinGsolutionGbyGnuclearG
zverhauserGenhancementGmeasurementsUGFEBSgLettersSG1985SGXbdSGXcbTdc 3.8 55

66
TheGsolutionGstructureGofGaGmToylGundecamerGcomprisingGaGportionGofGtheGspecificGtargetGsiteGforG
theGclx‘GreceptorGproteinGinGtheGgalGoperonUG–efinementGonGtheGbasisGofGinterprotonGdistanceGdataUG
EMBOgJournalSG1985SG[SGcYdTZ]

13 7

65
lGnuclearTzverhauserTenhancementGstudyGofGtheGsolutionGstructureGofGaGdoubleTstrandedGoylG
undecamerGcomprisingGaGportionGofGtheGspecificGtargetGsiteGforGtheGcyclicTlx‘TreceptorGproteinGinG
theGgalGoperonUG equentialGresonanceGassignmentUGFEBSgJournalSG1984SGX[XSGXXdTYd

34

64 YeastGt–yllspeGcodonGandGwobbleGcodonTanticodonGinteractionsUGlGtransferredGnuclearGzverhauserG
enhancementGstudyUGFEBSgJournalSG1984SGX[]SGZ]dTa[ 11

63 rlucoseTaTphosphateGdehydrogenaseUGlGtransferredGnuclearGzverhauserGenhancementGstudyGofG
ylo‘RGconformationsGinGenzymeTcoenzymeGbinaryGcomplexesUGFEBSgJournalSG1984SGX[]SGZa]TbX 17

62
lGtwoTdimensionalGyx–GstudyGofGtheGsolutionGstructureGofGaGoylGdodecamerGcomprisingGtheG
concensusGsequenceGforGtheGspecificGoylTbindingGsitesGofGtheGglucocorticoidGreceptorGproteinUGFEBSg
JournalSG1984SGX[]SGaYdTZa

22

61
lnGinvestigationGintoGtheGsolutionGstructureGofGtheGsingleTstrandedGoylGundecamerG]NdG
llrTrTrlTlTGbyGmeansGofGnuclearGzverhauserGenhancementGmeasurementsUGEuropeangBiophysicsg
JournalSG1984SGXXSGd]TXWY

1.9 16

60 lGXsGnUmUrUGstudyGofGtheGroleGofGtheGglutamateGmoietyGinGtheGbindingGofGmethotrexateGtoG
wactobacillusGcaseiGdihydrofolateGreductaseUGBritishgJournalgofgPharmacologySG1984SGcXSGZWdTX] 8.6 25

59 xultinuclearGyx–GcharacterizationGofGtwoGcoexistingGconformationalGstatesGofGtheGwactobacillusG
caseiGdihydrofolateGreductaseTtrimethoprimTylo‘RGcomplexUGBiochemistrySG1984SGYZSG[bZZT[Y 3.2 51
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58
lGnuclearGzverhauserGenhancementGstudyGonGtheGiminoGprotonGresonancesGofGaGoylGpentadecamerG
comprisingGtheGspecificGtargetGsiteGofGtheGcyclicGlx‘GreceptorGproteinGinGtheGaraGmloGoperonUGFEBSg
LettersSG1984SGXa]SGYXaTYY

3.8 13

57
tnterprotonGdistanceGmeasurementsGinGsolutionGforGaGdoubleTstrandedGoylGundecamerGcomprisingG
aGportionGofGtheGspecificGtargetGsiteGforGtheGcyclinGlx‘GreceptorGproteinGinGtheGgalGoperonUGlGnuclearG
zverhauserGenhancementGstudyUGFEBSgLettersSG1984SGXb]SGXXbTYZ

3.8 17

56 tnternalGmobilityGinGaGdoubleTstrandedGmGoylGhexamerGandGundecamerUGlGtimeTdependentG
protonTprotonGnuclearGzverhauserGenhancementGstudyUGFEBSgLettersSG1984SGXbYSGYXdTY] 3.8 46

55 lnGunusualGconformationGofGyloRGboundGtoGsorbitolGdehydrogenasejGlGtimeTdependentG
transferredGnuclearGzverhauserGeffectGstudyUGJournalgofgMoleculargBiologySG1984SGXbYSG]]dTbY 6.5 29

54 ¹isualizationGofGclx‘GreceptorGproteinTinducedGoylGkinkingGbyGelectronGmicroscopyUGJournalgofg
MoleculargBiologySG1984SGXbdSGb]XTb 6.5 29

53
 tereochemistryGofGlT‘GandGrT‘GboundGtoGfishGhaemoglobinsUGlGtransferredGnuclearGoverhauserG
enhancementSGZX‘TnuclearGmagneticGresonanceSGoxygenGequilibriumGandGmolecularGmodellingG
studyUGJournalgofgMoleculargBiologySG1984SGXbcSGbZXT[Y

6.5 56

52
 tructureGofGtheGribotrinucleosideGdiphosphateGcodonG³p³pnGboundGtoGt–yl‘heGfromGyeastUGlG
timeTdependentGtransferredGnuclearGzverhauserGenhancementGstudyUGJournalgofgMoleculargBiologySG
1984SGXb[SGXaZTbZ

6.5 33

51
lnGinvestigationGintoGtheGsolutionGstructuresGofGtwoGselfTcomplementaryGoylGoligomersSG
]NTdOnTrTTTlTnTrPGandG]NTdOlTnTrTnTrTnTrTTPSGbyGmeansGofGnuclearTzverhauserTenhancementG
measurementsUGBiochemicalgJournalSG1984SGYYXSGbYZTZa

3.8 49

50 TheGsolutionGstructureGofGaG–ylGpentadecamerGcomprisingGtheGanticodonGloopGandGstemGofGyeastG
t–yl‘heUGlG]WWGxszGXsTnUmUrUGstudyUGBiochemicalgJournalSG1984SGYYXSGbZbT]X 3.8 60

49
XdqTnUmUrUGstudiesGofGZNS]NTdifluoromethotrexateGbindingGtoGwactobacillusGcaseiGdihydrofolateG
reductaseUGxolecularGmotionGandGcoenzymeTinducedGconformationalGchangesUGBiochemicalgJournalSG
1984SGYXbSGa]dTaa

3.8 30

48 TheGXTXGhardGpulseeGlGsimpleGandGeffectiveGmethodGofGwaterGresonanceGsuppressionGinGqTGXsGyx–UG
JournalgofgMagneticgResonanceSG1983SG][SGXbWTXbZ 11

47 TheoryGofGtheGtimeGdependentGtransferredGnuclearGzverhauserGeffecteGlpplicationsGtoGstructuralG
analysisGofGligandTproteinGcomplexesGinGsolutionUGJournalgofgMagneticgResonanceSG1983SG]ZSG[YZT[[Y 45

46 ‘rotectionGagainstGnucleaseGcleavageGofGpm–ZYYGoylGbyGtheGclx‘GreceptorGproteinGofGpscherichiaG
coliUGJournalgofgMoleculargBiologySG1983SGXaaSGdZTc 6.5 2

45 nooperativeGnonTspecificGoylGbindingGofGtheGyTterminalGcoreGofGtheGcyclicGlx‘GreceptorGproteinGofG
pscherichiaGcoliGandGitsGmodulationGbyGcyclicGlx‘UGFEBSgLettersSG1983SGXa[SG]bTaY 3.8 3

44  pecificGoylGbindingGofGtheGcyclicGlx‘GreceptorGproteinGtoGaGsyntheticGoligodeoxyribonucleotideUGlG
circularGdichroismGstudyUGFEBSgLettersSG1983SGX]dSGXWYTa 3.8 14

43 lGnuclearGmagneticGresonanceGstudyGofGtheGribotrinucleosideGdiphophateG³p³pnUGNucleicgAcidsg
ResearchSG1983SGXXSG]adXTd 20.1 3

42 nharacterizationGofGtheGoylGbindingGregionGrecognizedGbyGdihydrofolateGreductaseGfromG
lactobacillusGcaseiUGJournalgofgBiologicalgChemistrySG1983SGY]cSGXXY]aTd 5.4 5

41
 equenceTdependentGstructuralGvariationsGinGtwoGrightThandedGalternatingGpyrimidineTpurineGoylG
oligomersGinGsolutionGdeterminedGbyGnuclearGzverhauserGenhancementGmeasurementsUGEMBOg
JournalSG1983SGYSGYXWdTX]

13 13
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40 nharacterizationGofGtheGoylGbindingGregionGrecognizedGbyGdihydrofolateGreductaseGfromG
lactobacillusGcaseiUUGJournalgofgBiologicalgChemistrySG1983SGY]cSGXXY]aTXXY]d 5.4 4

39
nonformationGofGyloRGboundGtoGyeastGandGhorseGliverGalcoholGdehydrogenaseGinGsolutionUGTheGuseG
ofGtheGprotonTprotonGtransferredGnuclearGzverhauserGenhancementUGJournalgofgMoleculargBiologySG
1982SGX]bSGX]]TaW

6.5 43

38 ‘rotonGnuclearGmagneticGresonanceGstudiesGonGcyclicGnucleotideGbindingGtoGtheGpscherichiaGcoliG
adenosineGcyclicGZNS]NTphosphateGreceptorGproteinUGBiochemistrySG1982SGYXSG[W[WTc 3.2 65

37
sydrogenTXSGcarbonTXZSGandGphosphorusTZXGnuclearGmagneticGresonanceGstudiesGofGtheG
dihydrofolateGreductaseTnicotinamideGadenineGdinucleotideGphosphateTfolateGcomplexeG
characterizationGofGthreeGcoexistingGconformationalGstatesUGBiochemistrySG1982SGYXSG]cZXTc

3.2 36

36
‘rotonGnuclearGmagneticGresonanceGstudyGofGtheGhistidineGresiduesGofGtheGpscherichiaGcoliGadenosineG
cyclicGZNS]NTphosphateGreceptorGproteinUGpsGtitrationGbehaviorSGdeuteriumGexchangeSGandGpartialG
assignmentsUGBiochemistrySG1982SGYXSG[W[cT]Z

3.2 21

35
vineticGandGstructuralGstudiesGonGtheGintermediatesGformedGinGtheGreactionsGofG]NTadenosineG
monophosphateGandG]NTguanosineGmonophosphateGwithGcisTdichlorodiammineplatinumOttPGusingG
protonGandGplatinumTXd]GmagneticGresonanceGspectroscopyUGJournalgofgthegAmericangChemicalg
SocietySG1982SGXW[SGXZadTXZb]

16.4 26

34 oeterminationGofGtheGconformationsGofGcyclicGnucleotidesGboundGtoGtheGyTterminalGcoreGofGtheGcyclicG
lx‘GreceptorGproteinGofGpscherichiaGcoliGbyGXsTyx–UGFEBSgLettersSG1982SGX[]SGXdbTYWY 3.8 12
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