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54 IdentificationMofMaMNovelMEpigeneticMMechanismMofMMYzMDeregulationMinMSmolderingMandMNewlyM
DiagnosedMMultipleMMyelomaMPatientsdMBloodbM2021bMgiobMlfkclfk 2.2

53 zRISPRMprimeMeditingMwithMribonucleoproteinMcomplexesMinMzebrafishMandMprimaryMhumanMcellsdM
NaturerBiotechnologybM2021bM 44.5 30

52 PreneoplasticMxlterationsMDefineMzLLMDNxMMethylomeMandMPersistMthroughMDiseaseMProgressionMandM
TherapydMBloodrCancerrDiscoverybM2021bMhbMlkcmp 7 6

51 xMzodeMofMEthicsMforM”eneMDriveMResearchdMCRISPRrJournalbM2021bMkbMgpchk 2.5 14

50 TherapeuticMbaseMeditingMofMhumanMhematopoieticMstemMcellsdMNaturerMedicinebM2020bMhmbMlilclkg 50.5 84

49 TechnologiesMandMzomputationalMxnalysisMStrategiesMforMzRISPRMxpplicationsdMMolecularrCellbM2020bM
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48 MultiplexedMzRISPRMInMVivoMEditingMofMzLLMLosscofc“unctionMLesionsMModelsMTransformationMofM
zhronicMLymphocyticMLeukemiaMintoMRichterUsMSyndromedMBloodbM2020bMgimbMhci 2.2 1

47 DistinctMevolutionaryMpathsMinMchronicMlymphocyticMleukemiaMduringMresistanceMtoMtheM
graftcversuscleukemiaMeffectdMSciencerTranslationalrMedicinebM2020bMghbM 17.5 7

46 TheMRNxMßelicaseMDDXmMzontrolsMzellularMPlasticityMbyMModulatingMPcyodyMßomeostasisdMCellrStemr
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45 EpigeneticMevolutionMandMlineageMhistoriesMofMchronicMlymphocyticMleukaemiadMNaturebM2019bMlmpbMlnmclof50.4 104

44 ßighlyMefficientMtherapeuticMgeneMeditingMofMhumanMhematopoieticMstemMcellsdMNaturerMedicinebM2019
bMhlbMnnmcnoi 50.5 197

43 EngineeredMzRISPRczasghaMvariantsMwithMincreasedMactivitiesMandMimprovedMtargetingMrangesMforM
genebMepigeneticMandMbaseMeditingdMNaturerBiotechnologybM2019bMinbMhnmchoh 44.5 235

42 zRISPRessohMprovidesMaccurateMandMrapidMgenomeMeditingMsequenceManalysisdMNaturerBiotechnologybM
2019bMinbMhhkchhm 44.5 326

41 InterrogationMofMIndividualMzLLMLosscofc“unctionMLesionsMyyMzRISPRMInMVivoMEditingMRevealsMzommonM
andMUniqueMPathwayMxlterationsdMBloodbM2019bMgikbMmokcmok 2.2 2

40 DistinctMEvolutionaryMPatternsMinMzhronicMLymphocyticMLeukemiaMVzLLXMduringMResistanceMtoM
”raftcVersuscLeukemiaMV”vLXdMBloodbM2019bMgikbMlgmclgm 2.2

39 xssessmentMofMcomputationalMmethodsMforMtheManalysisMofMsingleccellMxTxzcseqMdatadMGenomer
BiologybM2019bMhfbMhkg 18.3 97

38 xMzLKicßM”xhMxlternativeMSplicingMxxisMImpactsMßumanMßematopoieticMStemMzellMMolecularM
IdentityMthroughoutMDevelopmentdMCellrStemrCellbM2018bMhhbMlnlclooden 18 24
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37 zancerc”ermlineMxntigenMExpressionMDiscriminatesMzlinicalMOutcomeMtoMzTLxckMylockadedMCellbM2018
bMgnibMmhkcmiideo 56.2 71

36 ”enomecwideMtrackingMofMdzaspcmethyltransferaseMfootprintsdMNaturerCommunicationsbM2018bMpbMlpn 17.4 85

35 ”eneticMdeterminantsMandMepigeneticMeffectsMofMpioneercfactorMoccupancydMNaturerGeneticsbM2018bM
lfbMhlfchlo 36.3 85

34 ResponseMtoMOUnexpectedMmutationsMafterMzRISPRczaspMeditingMinMvivoOdMNaturerMethodsbM2018bMglbMhiochip21.6 25

33 ”lobalMdelayMinMnascentMstrandMDNxMmethylationdMNaturerStructuralrandrMolecularrBiologybM2018bMhlbMihnciih17.6 32

32 xnMxPOyEzixczaspMbaseMeditorMwithMminimizedMbystanderMandMoffctargetMactivitiesdMNaturer
BiotechnologybM2018bMimbMpnncpoh 44.5 224

31 ProspectiveMIsolationMofMPoisedMiPSzMIntermediatesMRevealsMPrinciplesMofMzellularMReprogrammingdM
CellrStemrCellbM2018bMhibMhopcifldel 18 34

30 ReducedMMEKMinhibitionMpreservesMgenomicMstabilityMinMnaiveMhumanMembryonicMstemMcellsdMNaturer
MethodsbM2018bMglbMnihcnkf 21.6 44

29 ßighlyMEfficientMTherapeuticM”eneMEditingMofMyzLggxMenhancerMinMßumanMßematopoieticMStemMzellsM
fromMˆ�cßemoglobinopathyMPatientsMforM“etalMßemoglobinMInductiondMBloodbM2018bMgihbMikohcikoh 2.2 1

28 TargetsMandMgenomicMconstraintsMofMectopicMDnmtibMexpressiondMELifebM2018bMnbM 8.9 16

27 zlonalMandMSingleMzellMDynamicsMofMResistanceMtoM”raftcVersuscLeukemiaMV”vLXMinMzhronicM
LymphocyticMLeukemiaMVzLLXdMBloodbM2018bMgihbMohfcohf 2.2

26 zRISPRcSUR“qMdiscoveringMregulatoryMelementsMbyMdeconvolutionMofMzRISPRMtilingMscreenMdatadM
NaturerMethodsbM2018bMglbMpphcppi 21.6 17

25 zomparativeMgenomicManalysisMofMembryonicbMlineagecconvertedMandMstemMcellcderivedMmotorM
neuronsdMDevelopmentr(Cambridge)bM2018bMgklbM 6.6 8

24 InMvivoMzRISPRMeditingMwithMnoMdetectableMgenomecwideMoffctargetMmutationsdMNaturebM2018bMlmgbMkgmckgp50.4 202

23 xnMIntermediateMPluripotentMStateMzontrolledMbyMMicroRNxsMIsMRequiredMforMtheMNaivectocPrimedM
StemMzellMTransitiondMCellrStemrCellbM2018bMhhbMolgcomkdel 18 31

22 xmpUMIqMdesignMandManalysisMofMuniqueMmolecularMidentifiersMforMdeepMampliconMsequencingdM
BioinformaticsbM2018bMikbMihfhcihgf 7.2 15

21 DUSPpMModulatesMDNxMßypomethylationMinM“emaleMMouseMPluripotentMStemMzellsdMCellrStemrCellbM
2017bMhfbMnfmcngpden 18 43

20 ProlongedMMekgehMsuppressionMimpairsMtheMdevelopmentalMpotentialMofMembryonicMstemMcellsdM
NaturebM2017bMlkobMhgpchhi 50.4 135

(2017-2018)

3



19 EpigeneticMrestrictionMofMextraembryonicMlineagesMmirrorsMtheMsomaticMtransitionMtoMcancerdMNaturebM
2017bMlkpbMlkiclkn 50.4 86

18 SingleMzellMyisulfiteMSequencingMDefinesMEpigeneticMDiversificationMinMzhronicMLymphocyticM
LeukemiadMBloodbM2016bMghobMgfkncgfkn 2.2 1

17 TargetedMdisruptionMofMDNMTgbMDNMTixMandMDNMTiyMinMhumanMembryonicMstemMcellsdMNaturer
GeneticsbM2015bMknbMkmpcno 36.3 288

16 xMcomparisonMofMgeneticallyMmatchedMcellMlinesMrevealsMtheMequivalenceMofMhumanMiPSzsMandMESzsdM
NaturerBiotechnologybM2015bMiibMggnicog 44.5 192

15 xgecMandMpregnancycassociatedMDNxMmethylationMchangesMinMmammaryMepithelialMcellsdMStemrCellr
ReportsbM2015bMkbMhpncigg 8 35

14 LongctermMpersistenceMandMdevelopmentMofMinducedMpancreaticMbetaMcellsMgeneratedMbyMlineageM
conversionMofMacinarMcellsdMNaturerBiotechnologybM2014bMihbMghhicif 44.5 71

13 LocallyMdisorderedMmethylationMformsMtheMbasisMofMintratumorMmethylomeMvariationMinMchronicM
lymphocyticMleukemiadMCancerrCellbM2014bMhmbMogicohl 24.3 216

12 LossMofMTEThM“unctionMinMMyelodysplasticMSyndromeMResultsMinMIntragenicMßypermethylationMandM
xlterationsMinMmRNxMSplicingdMBloodbM2014bMghkbMnnlcnnl 2.2 0

11 IncreasedMLocalMDisorderMofMDNxMMethylationM“ormsMtheMyasisMofMßighMIntracLeukemicMEpigeneticM
ßeterogeneityMandMEnhancesMzLLMEvolutiondMBloodbM2013bMghhbMlpmclpm 2.2 4

10 ”elcfreeMmultiplexedMreducedMrepresentationMbisulfiteMsequencingMforMlargecscaleMDNxMmethylationM
profilingdMGenomerBiologybM2012bMgibMRph 18.3 183

9 EpigenomicsMandMchromatinMdynamicsM2012bMgibMigi 2

8 Path”enqMaMtransitiveMgeneMpathwayMgeneratordMBioinformaticsbM2010bMhmbMkhicl 7.2 5

7 â��UnexpectedMmutationsMafterMzRISPRczaspMeditingMinMvivoâ��MareMmostMlikelyMprecexistingMsequenceM
variantsMandMnotMnucleasecinducedMmutations 6

6 DNxMmethylationMisMaMkeyMmechanismMforMmaintainingMmonoallelicMexpressionMonMautosomes 1

5 InMvivoMzRISPRczasMgeneMeditingMwithMnoMdetectableMgenomecwideMoffctargetMmutations 5

4 ßighcprecisionMzRISPRczaspMbaseMeditorsMwithMminimizedMbystanderMandMoffctargetMmutations 6

3 xnalysisMandMcomparisonMofMgenomeMeditingMusingMzRISPRessoh 4

2 xssessmentMofMcomputationalMmethodsMforMtheManalysisMofMsingleccellMxTxzcseqMdata 4
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1 ”lobalcscaleMzRISPRMgeneMeditorMspecificityMprofilingMbyMONEcseqMidentifiesMpopulationcspecificbM
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