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k Paper IF Citations

207
WorldwideLtrendsLinLbodyYmassLindexXLunderweightXLoverweightXLandLobesityLfromLckigLtoLdbchlLaL
pooledLanalysisLofLdfchLpopulationYbasedLmeasurementLstudiesLinLcdj´•kLmillionLchildrenXL
adolescentsXLandLadultsZLLancettfTheXL2017XLekbXLdhdiYdhfd

40 2980

206 yeneticLstudiesLofLbodyLmassLindexLyieldLnewLinsightsLforLobesityLbiologyZLNatureXL2015XLgcjXLckiYdbh 50.4 2687

205 WorldwideLtrendsLinLdiabetesLsinceLckjblLaLpooledLanalysisLofLigcLpopulationYbasedLstudiesLwithL
fZfLmillionLparticipantsZLLancettfTheXL2016XLejiXLcgceYcgeb 40 2039

204 viscoveryLandLrefinementLofLlociLassociatedLwithLlipidLlevelsZLNaturefGeneticsXL2013XLfgXLcdifYcdje 36.3 1904

203 zundredsLofLvariantsLclusteredLinLgenomicLlociLandLbiologicalLpathwaysLaffectLhumanLheightZL
NatureXL2010XLfhiXLjedYj 50.4 1514

202 LargeYscaleLassociationLanalysisLprovidesLinsightsLintoLtheLgeneticLarchitectureLandLpathophysiologyL
ofLtypeLdLdiabetesZLNaturefGeneticsXL2012XLffXLkjcYkb 36.3 1482

201 vefiningLtheLroleLofLcommonLvariationLinLtheLgenomicLandLbiologicalLarchitectureLofLadultLhumanL
heightZLNaturefGeneticsXL2014XLfhXLccieYjh 36.3 1339

200 LargeYscaleLassociationLanalysisLidentifiesLnewLriskLlociLforLcoronaryLarteryLdiseaseZLNaturefGeneticsXL
2013XLfgXLdgYee 36.3 1172

199 WorldwideLtrendsLinLbloodLpressureLfromLckigLtoLdbcglLaLpooledLanalysisLofLcfikLpopulationYbasedL
measurementLstudiesLwithLck´•cLmillionLparticipantsZLLancettfTheXL2017XLejkXLeiYgg 40 1100

198 NewLgeneticLlociLlinkLadiposeLandLinsulinLbiologyLtoLbodyLfatLdistributionZLNatureXL2015XLgcjXLcjiYckh 50.4 920

197 yenomeYwideLtransYancestryLmetaYanalysisLprovidesLinsightLintoLtheLgeneticLarchitectureLofLtypeLdL
diabetesLsusceptibilityZLNaturefGeneticsXL2014XLfhXLdefYff 36.3 784

196 TheLgeneticLarchitectureLofLtypeLdLdiabetesZLNatureXL2016XLgehXLfcYfi 50.4 704

195 LargeYscaleLassociationLanalysesLidentifyLnewLlociLinfluencingLglycemicLtraitsLandLprovideLinsightL
intoLtheLunderlyingLbiologicalLpathwaysZLNaturefGeneticsXL2012XLffXLkkcYcbbg 36.3 621

194 uommonLvariantsLassociatedLwithLplasmaLtriglyceridesLandLriskLforLcoronaryLarteryLdiseaseZLNaturef
GeneticsXL2013XLfgXLcefgYgd 36.3 597

193 MultiancestryLgenomeYwideLassociationLstudyLofLgdbXbbbLsubjectsLidentifiesLedLlociLassociatedLwithL
strokeLandLstrokeLsubtypesZLNaturefGeneticsXL2018XLgbXLgdfYgei 36.3 536

192 tiologicalLinterpretationLofLgenomeYwideLassociationLstudiesLusingLpredictedLgeneLfunctionsZL
NaturefCommunicationsXL2015XLhXLgjkb 17.4 489

191 yenomeYwideLmetaYanalysisLidentifiesLccLnewLlociLforLanthropometricLtraitsLandLprovidesLinsightsL
intoLgeneticLarchitectureZLNaturefGeneticsXL2013XLfgXLgbcYcd 36.3 437
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190 uommonLgeneticLvariantsLofLtheLxsvScLxsvSdLgeneLclusterLandLtheirLreconstructedLhaplotypesLareL
associatedLwithLtheLfattyLacidLcompositionLinLphospholipidsZLHumanfMolecularfGeneticsXL2006XLcgXLcifgYgh5.6 433

189 MetaYanalysisLidentifiesLsixLnewLsusceptibilityLlociLforLatrialLfibrillationZLNaturefGeneticsXL2012XLffXLhibYg 36.3 429

188 snLwxpandedLyenomeYWideLsssociationLStudyLofLTypeLdLviabetesLinLwuropeansZLDiabetesXL2017XLhhXLdjjjYdkbd0.9 414

187 RareLandLlowYfrequencyLcodingLvariantsLalterLhumanLadultLheightZLNatureXL2017XLgfdXLcjhYckb 50.4 412

186 uommonLvariantsLinLβuNNeLareLassociatedLwithLloneLatrialLfibrillationZLNaturefGeneticsXL2010XLfdXLdfbYf 36.3 362

185 yenomeYwideLassociationLstudyLofLPRLintervalZLNaturefGeneticsXL2010XLfdXLcgeYk 36.3 340

184 RareLvariantLinLscavengerLreceptorLt LraisesLzvLLcholesterolLandLincreasesLriskLofLcoronaryLheartL
diseaseZLScienceXL2016XLegcXLcchhYic 33.3 325

183 uodingLVariationLinLsNyPTLfXLLPLXLandLSVwPcLandLtheLRiskLofLuoronaryLviseaseZLNewfEnglandf
JournalfoffMedicineXL2016XLeifXLccefYff 59.2 325

182 wxomeYwideLassociationLstudyLofLplasmaLlipidsLinLpebbXbbbLindividualsZLNaturefGeneticsXL2017XLfkXLcigjYcihh36.3 310

181 uommonLvariantsLatLtenLlociLmodulateLtheLQTLintervalLdurationLinLtheLQTSuvLStudyZLNaturef
GeneticsXL2009XLfcXLfbiYcf 36.3 308

180 VariantsLinLZxzXeLareLassociatedLwithLatrialLfibrillationLinLindividualsLofLwuropeanLancestryZLNaturef
GeneticsXL2009XLfcXLjikYjc 36.3 307

179 yeneticLfineLmappingLandLgenomicLannotationLdefinesLcausalLmechanismsLatLtypeLdLdiabetesL
susceptibilityLlociZLNaturefGeneticsXL2015XLfiXLcfcgYdg 36.3 292

178 RisingLruralLbodyYmassLindexLisLtheLmainLdriverLofLtheLglobalLobesityLepidemicLinLadultsZLNatureXL
2019XLghkXLdhbYdhf 50.4 278

177 QualityLcontrolLandLconductLofLgenomeYwideLassociationLmetaYanalysesZLNaturefProtocolsXL2014XLkXLcckdYdcd18.8 278

176 MultiYethnicLgenomeYwideLassociationLstudyLforLatrialLfibrillationZLNaturefGeneticsXL2018XLgbXLcddgYcdee 36.3 277

175 SexYstratifiedLgenomeYwideLassociationLstudiesLincludingLdibXbbbLindividualsLshowLsexualL
dimorphismLinLgeneticLlociLforLanthropometricLtraitsZLPLoSfGeneticsXL2013XLkXLecbbegbb 6 277

174 yenomeYwideLassociationLanalysesLidentifyLcfeLriskLvariantsLandLputativeLregulatoryLmechanismsL
forLtypeLdLdiabetesZLNaturefCommunicationsXL2018XLkXLdkfc 17.4 262

173 yenomeYwideLassociationLanalysesLofLriskLtoleranceLandLriskyLbehaviorsLinLoverLcLmillionLindividualsL
identifyLhundredsLofLlociLandLsharedLgeneticLinfluencesZLNaturefGeneticsXL2019XLgcXLdfgYdgi 36.3 259
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172 TheLgeneticsLofLbloodLpressureLregulationLandLitsLtargetLorgansLfromLassociationLstudiesLinLefdXfcgL
individualsZLNaturefGeneticsXL2016XLfjXLccicYccjf 36.3 251

171 uommonLvariantsLinLddLlociLareLassociatedLwithLQRSLdurationLandLcardiacLventricularLconductionZL
NaturefGeneticsXL2010XLfdXLcbhjYih 36.3 249

170 MetaYanalysisLofLgenomeYwideLassociationLstudiesLidentifiesLthreeLnewLriskLlociLforLatopicL
dermatitisZLNaturefGeneticsXL2011XLffXLcjiYkd 36.3 244

169 TheLimpactLofLlowYfrequencyLandLrareLvariantsLonLlipidLlevelsZLNaturefGeneticsXL2015XLfiXLgjkYki 36.3 229

168 LargeYscaleLgenomicLanalysesLlinkLreproductiveLagingLtoLhypothalamicLsignalingXLbreastLcancerL
susceptibilityLandLtRuscYmediatedLvNsLrepairZLNaturefGeneticsXL2015XLfiXLcdkfYcebe 36.3 226

167 TransYancestryLgenomeYwideLassociationLstudyLidentifiesLcdLgeneticLlociLinfluencingLbloodLpressureL
andLimplicatesLaLroleLforLvNsLmethylationZLNaturefGeneticsXL2015XLfiXLcdjdYcdke 36.3 223

166
 mpactLofLcommonLgeneticLdeterminantsLofLzemoglobinLsccLonLtypeLdLdiabetesLriskLandLdiagnosisL
inLancestrallyLdiverseLpopulationslLsLtransethnicLgenomeYwideLmetaYanalysisZLPLoSfMedicineXL2017XL
cfXLecbbdeje

11.6 223

165 RefiningLtheLaccuracyLofLvalidatedLtargetLidentificationLthroughLcodingLvariantLfineYmappingLinLtypeL
dLdiabetesZLNaturefGeneticsXL2018XLgbXLggkYgic 36.3 221

164 TheL nfluenceLofLsgeLandLSexLonLyeneticLsssociationsLwithLsdultLtodyLSizeLandLShapelLsL
LargeYScaleLyenomeYWideL nteractionLStudyZLPLoSfGeneticsXL2015XLccXLecbbgeij 6 220

163  dentificationLofLheartLrateYassociatedLlociLandLtheirLeffectsLonLcardiacLconductionLandLrhythmL
disordersZLNaturefGeneticsXL2013XLfgXLhdcYec 36.3 219

162 sssociationLofLearlyLrepolarizationLpatternLonLwuyLwithLriskLofLcardiacLandLallYcauseLmortalitylLaL
populationYbasedLprospectiveLcohortLstudyLTMON usaβORsUZLPLoSfMedicineXL2010XLiXLecbbbecf 11.6 205

161 yeneticLassociationLstudyLofLQTLintervalLhighlightsLroleLforLcalciumLsignalingLpathwaysLinL
myocardialLrepolarizationZLNaturefGeneticsXL2014XLfhXLjdhYeh 36.3 199

160 ProteinYalteringLvariantsLassociatedLwithLbodyLmassLindexLimplicateLpathwaysLthatLcontrolLenergyL
intakeLandLexpenditureLinLobesityZLNaturefGeneticsXL2018XLgbXLdhYfc 36.3 186

159 MaternalLandLfetalLgeneticLeffectsLonLbirthLweightLandLtheirLrelevanceLtoLcardioYmetabolicLriskL
factorsZLNaturefGeneticsXL2019XLgcXLjbfYjcf 36.3 181

158 TransYancestryLmetaYanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensionZLNaturefGeneticsXL2016XLfjXLccgcYcchc 36.3 181

157 LargeYscaleLanalysesLofLcommonLandLrareLvariantsLidentifyLcdLnewLlociLassociatedLwithLatrialL
fibrillationZLNaturefGeneticsXL2017XLfkXLkfhYkgd 36.3 176

156 yenomeYwideLscanLidentifiesLTN PcXLPSORScucXLandLRzOtLasLnovelLriskLlociLforLsystemicLsclerosisZL
PLoSfGeneticsXL2011XLiXLecbbdbkc 6 176

155 UnravelingLtheLpolygenicLarchitectureLofLcomplexLtraitsLusingLbloodLeQTLLmetaanalysis 175
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154 LociLassociatedLwithLischaemicLstrokeLandLitsLsubtypesLTSiyNUlLaLgenomeYwideLassociationLstudyZL
LancetfNeurologytfTheXL2016XLcgXLcifYcjf 24.1 159

153 yeneticallyLdeterminedLheightLandLcoronaryLarteryLdiseaseZLNewfEnglandfJournalfoffMedicineXL2015XL
eidXLchbjYcj 59.2 152

152  dentifyingLgeneLtargetsLforLbrainYrelatedLtraitsLusingLtranscriptomicLandLmethylomicLdataLfromL
bloodZLNaturefCommunicationsXL2018XLkXLddjd 17.4 147

151 SystematicLwvaluationLofLPleiotropyL dentifiesLhLxurtherLLociLsssociatedLWith´ uoronaryL
srtery´ viseaseZLJournalfoffthefAmericanfCollegefoffCardiologyXL2017XLhkXLjdeYjeh 15.1 146

150  ntegratingLgeneticXLtranscriptionalXLandLfunctionalLanalysesLtoLidentifyLgLnovelLgenesLforLatrialL
fibrillationZLCirculationXL2014XLcebXLcddgYeg 16.7 143

149 uhromosomeLipccZdLTwyxRULvariationLinfluencesLgliomaLriskZLHumanfMolecularfGeneticsXL2011XLdbXLdjkiYkbf5.6 129

148 TargetLgenesXLvariantsXLtissuesLandLtranscriptionalLpathwaysLinfluencingLhumanLserumLurateLlevelsZL
NaturefGeneticsXL2019XLgcXLcfgkYcfif 36.3 122

147
RareLvariantsLinLPPsRyLwithLdecreasedLactivityLinLadipocyteLdifferentiationLareLassociatedLwithL
increasedLriskLofLtypeLdLdiabetesZLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaXL2014XLcccXLcecdiYed

11.5 121

146
VariantsLinLtheLeSLuntranslatedLregionLofLtheLβuNQcYencodedLβviZcLpotassiumLchannelLmodifyL
diseaseLseverityLinLpatientsLwithLtypeLcLlongLQTLsyndromeLinLanLalleleYspecificLmannerZLEuropeanf
HeartfJournalXL2012XLeeXLicfYde

9.5 113

145
wffectsLofLdiabetesLdefinitionLonLglobalLsurveillanceLofLdiabetesLprevalenceLandLdiagnosislLaLpooledL
analysisLofLkhLpopulationYbasedLstudiesLwithLeecXdjjLparticipantsZLLancetfDiabetesfandf
EndocrinologyttheXL2015XLeXLhdfYei

18.1 109

144  ndependentLsusceptibilityLmarkersLforLatrialLfibrillationLonLchromosomeLfqdgZLCirculationXL2010XL
cddXLkihYjf 16.7 109

143 yenomeYwideLassociationLanalysisLidentifiesLmultipleLlociLrelatedLtoLrestingLheartLrateZLHumanf
MolecularfGeneticsXL2010XLckXLejjgYkf 5.6 106

142 yenomeYwideLmetaYanalysisLofLdfcXdgjLadultsLaccountingLforLsmokingLbehaviourLidentifiesLnovelL
lociLforLobesityLtraitsZLNaturefCommunicationsXL2017XLjXLcfkii 17.4 105

141 yenomeYwideLphysicalLactivityLinteractionsLinLadiposityLYLsLmetaYanalysisLofLdbbXfgdLadultsZLPLoSf
GeneticsXL2017XLceXLecbbhgdj 6 103

140 NovelLgeneticLmarkersLassociateLwithLatrialLfibrillationLriskLinLwuropeansLandL·apaneseZLJournalfoff
thefAmericanfCollegefoffCardiologyXL2014XLheXLcdbbYcdcb 15.1 102

139 LeveragingLcrossYspeciesLtranscriptionLfactorLbindingLsiteLpatternslLfromLdiabetesLriskLlociLtoL
diseaseLmechanismsZLCellXL2014XLcghXLefeYgj 56.2 96

138 uommonLvariantsLatLcdqcgLandLcdqdfLareLassociatedLwithLinfantLheadLcircumferenceZLNaturef
GeneticsXL2012XLffXLgedYgej 36.3 94

137 yenomeYwideLassociationLstudyLofLkidneyLfunctionLdeclineLinLindividualsLofLwuropeanLdescentZL
KidneyfInternationalXL2015XLjiXLcbciYdk 9.9 83

(2015-2016)
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136 yenomeYwideLassociationLstudiesLofLtheLPRLintervalLinLsfricanLsmericansZLPLoSfGeneticsXL2011XLiXLecbbcebf6 82

135 yenomicsLofLcLmillionLparentLlifespansLimplicatesLnovelLpathwaysLandLcommonLdiseasesLandL
distinguishesLsurvivalLchancesZLELifeXL2019XLjXL 8.9 82

134 uardiometabolicLeffectsLofLgeneticLupregulationLofLtheLinterleukinLcLreceptorLantagonistlLaL
MendelianLrandomisationLanalysisZLLancetfDiabetesfandfEndocrinologyttheXL2015XLeXLdfeYge 18.1 81

133 MendelianLrandomizationLintegratingLyWsSLandLeQTLLdataLrevealsLgeneticLdeterminantsLofL
complexLandLclinicalLtraitsZLNaturefCommunicationsXL2019XLcbXLeebb 17.4 78

132 sLgenomicLapproachLtoLtherapeuticLtargetLvalidationLidentifiesLaLglucoseYloweringLyLPcRLvariantL
protectiveLforLcoronaryLheartLdiseaseZLSciencefTranslationalfMedicineXL2016XLjXLefcraih 17.5 77

131 yenomeYwideLassociationLanalysisLofLhighYdensityLlipoproteinLcholesterolLinLtheLpopulationYbasedL
βORsLstudyLshedsLnewLlightLonLintergenicLregionsZLCirculation:fCardiovascularfGeneticsXL2008XLcXLcbYdb 77

130  dentificationLandLfunctionalLcharacterizationLofLyhPudLcodingLvariantsLinfluencingLglycemicLtraitsL
defineLanLeffectorLtranscriptLatLtheLyhPudYstutccLlocusZLPLoSfGeneticsXL2015XLccXLecbbfjih 6 76

129 gdLyeneticLLociL nfluencingLMyocardial´ MassZLJournalfoffthefAmericanfCollegefoffCardiologyXL2016XL
hjXLcfegYcffj 15.1 76

128 NovelLmultipleLsclerosisLsusceptibilityLlociLimplicatedLinLepigeneticLregulationZLSciencefAdvancesXL
2016XLdXLecgbchij 14.3 75

127 LargeYscaleLgenomeYwideLanalysisLidentifiesLgeneticLvariantsLassociatedLwithLcardiacLstructureLandL
functionZLJournalfoffClinicalfInvestigationXL2017XLcdiXLcikjYcjcd 15.9 68

126 wxomeYwideLassociationLstudyLrevealsLnovelLsusceptibilityLgenesLtoLsporadicLdilatedL
cardiomyopathyZLPLoSfONEXL2017XLcdXLebcidkkg 3.7 66

125 yenomeYwideLassociationLstudyLforLcirculatingLlevelsLofLPs YcLprovidesLnovelLinsightsLintoLitsL
regulationZLBloodXL2012XLcdbXLfjieYjc 2.2 65

124 MediterraneanLdietLandLinflammatoryLresponseLinLmyocardialLinfarctionLsurvivorsZLInternationalf
JournalfoffEpidemiologyXL2009XLejXLjghYhh 7.8 64

123
wffectLofLmacrophageLmigrationLinhibitoryLfactorLTM xULgeneLvariantsLandLM xLserumLconcentrationsL
onLtheLriskLofLtypeLdLdiabeteslLresultsLfromLtheLMON usaβORsLsugsburgLuaseYuohortLStudyXL
ckjfYdbbdZLDiabetologiaXL2008XLgcXLdihYjf

10.3 64

122
 ncidenceLofLcomplicationsLrelatedLtoLcatheterLablationLofLatrialLfibrillationLandLatrialLflutterlLaL
nationwideLinYhospitalLanalysisLofLadministrativeLdataLforLyermanyLinLdbcfZLEuropeanfHeartfJournalXL
2018XLekXLfbdbYfbdk

9.5 62

121 uombinedLysvvfgsLandLthymidineLphosphorylaseLexpressionLlevelsLpredictLresponseLandLsurvivalL
ofLneoadjuvantYtreatedLgastricLcancerLpatientsZLClinicalfCancerfResearchXL2005XLccXLebdgYec 12.9 61

120 sLgenomeYwideLassociationLstudyLidentifiesLnovelLlociLassociatedLwithLcirculatingL yxY LandL yxtPYeZL
HumanfMolecularfGeneticsXL2011XLdbXLcdfcYgc 5.6 60

119 LargeYscaleLcisYLandLtransYeQTLLanalysesLidentifyLthousandsLofLgeneticLlociLandLpolygenicLscoresL
thatLregulateLbloodLgeneLexpressionZLNaturefGeneticsXL2021XLgeXLcebbYcecb 36.3 60
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118 viscoveryLandLxineYMappingLofLylycaemicLandLObesityYRelatedLTraitLLociLUsingLzighYvensityL
 mputationZLPLoSfGeneticsXL2015XLccXLecbbgdeb 6 59

117 sLmetaYanalysisLofLcdbLdfhLindividualsLidentifiesLcjLnewLlociLforLfibrinogenLconcentrationZLHumanf
MolecularfGeneticsXL2016XLdgXLegjYib 5.6 54

116
LargeYscaleLcandidateLgeneLanalysisLinLwhitesLandLsfricanLsmericansLidentifiesL LhRLpolymorphismL
inLrelationLtoLatrialLfibrillationlLtheLNationalLzeartXLLungXLandLtloodL nstituteSsLuandidateLyeneL
sssociationLResourceLTusReULprojectZLCirculation:fCardiovascularfGeneticsXL2011XLfXLggiYhf

54

115 sLmetaYanalysisLofLgenomeYwideLassociationLstudiesLofLtheLelectrocardiographicLearlyL
repolarizationLpatternZLHeartfRhythmXL2012XLkXLchdiYef 6.7 53

114 yeneticLlociLassociatedLwithLheartLrateLvariabilityLandLtheirLeffectsLonLcardiacLdiseaseLriskZLNaturef
CommunicationsXL2017XLjXLcgjbg 17.4 50

113 wuropeanLlactaseLpersistenceLgenotypeLshowsLevidenceLofLassociationLwithLincreaseLinLbodyLmassL
indexZLHumanfMolecularfGeneticsXL2010XLckXLccdkYeh 5.6 50

112 MetaYanalysisLofLgeneYlevelLassociationsLforLrareLvariantsLbasedLonLsingleYvariantLstatisticsZL
AmericanfJournalfoffHumanfGeneticsXL2013XLkeXLdehYfj 11 49

111 sssociationLofLstopicLvermatitisLwithLuardiovascularLRiskLxactorsLandLviseasesZLJournalfoff
InvestigativefDermatologyXL2017XLceiXLcbifYcbjc 4.3 48

110 isLassociatedLwithLlacunarLischemicLstrokeLandLdeepL uzlLMetaYanalysesLamongLdcXgbbLcasesLandL
fbXhbbLcontrolsZLNeurologyXL2017XLjkXLcjdkYcjek 6.5 46

109 sLprincipalLcomponentLmetaYanalysisLonLmultipleLanthropometricLtraitsLidentifiesLnovelLlociLforL
bodyLshapeZLNaturefCommunicationsXL2016XLiXLceegi 17.4 46

108 RareLandLlowYfrequencyLvariantsLandLtheirLassociationLwithLplasmaLlevelsLofLfibrinogenXLxV  XLxV   XL
andLvWxZLBloodXL2015XLcdhXLeckYdk 2.2 45

107 NovelLapproachLidentifiesLSNPsLinLSLudscbLandLβuNβkLwithLevidenceLforLparentYofYoriginLeffectLonL
bodyLmassLindexZLPLoSfGeneticsXL2014XLcbXLecbbfgbj 6 45

106 vecipheringLtheLjqdfZdcLassociationLforLgliomaZLHumanfMolecularfGeneticsXL2013XLddXLddkeYebd 5.6 45

105 MetaYanalysisLofLupLtoLhddXfbkLindividualsLidentifiesLfbLnovelLsmokingLbehaviourLassociatedL
geneticLlociZLMolecularfPsychiatryXL2020XLdgXLdekdYdfbk 15.1 45

104 MacrophageLmigrationLinhibitoryLfactorLTM xULandLriskLforLcoronaryLheartLdiseaselLresultsLfromLtheL
MON usaβORsLsugsburgLcaseYcohortLstudyXLckjfYdbbdZLAtherosclerosisXL2008XLdbbXLejbYj 3.1 44

103 ProteinYcodingLvariantsLimplicateLnovelLgenesLrelatedLtoLlipidLhomeostasisLcontributingLtoLbodyYfatL
distributionZLNaturefGeneticsXL2019XLgcXLfgdYfhk 36.3 44

102 yenomeYwideLassociationLmetaYanalysesLandLfineYmappingLelucidateLpathwaysLinfluencingL
albuminuriaZLNaturefCommunicationsXL2019XLcbXLfceb 17.4 43

101 LowLpenetranceLsusceptibilityLtoLgliomaLisLcausedLbyLtheLTPgeLvariantLrsijeijdddZLBritishfJournalfoff
CancerXL2013XLcbjXLdcijYjg 8.7 42

(2013-2015)
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100
zemeLoxygenaseYcLgeneLpromoterLmicrosatelliteLpolymorphismLisLassociatedLwithLprogressiveL
atherosclerosisLandLincidentLcardiovascularLdiseaseZLArteriosclerosistfThrombosistfandfVascularf
BiologyXL2015XLegXLddkYeh

9.4 41

99
uontributionsLofLmeanLandLshapeLofLbloodLpressureLdistributionLtoLworldwideLtrendsLandLvariationsL
inLraisedLbloodLpressurelLaLpooledLanalysisLofLcbcjLpopulationYbasedLmeasurementLstudiesLwithL
jjZhLmillionLparticipantsZLInternationalfJournalfoffEpidemiologyXL2018XLfiXLjidYjjei

7.8 40

98 yenomeYWideLsssociationLsnalysisLofLYoungYOnsetLStrokeL dentifiesLaLLocusLonLuhromosomeL
cbqdgLNearLzstPdZLStrokeXL2016XLfiXLebiYch 6.7 39

97 PRLintervalLgenomeYwideLassociationLmetaYanalysisLidentifiesLgbLlociLassociatedLwithLatrialLandL
atrioventricularLelectricalLactivityZLNaturefCommunicationsXL2018XLkXLdkbf 17.4 39

96
uommonLgeneticLpolymorphismsLandLhaplotypesLofLfibrinogenLalphaXLbetaXLandLgammaLchainsL
affectLfibrinogenLlevelsLandLtheLresponseLtoLproinflammatoryLstimulationLinLmyocardialLinfarctionL
survivorslLtheLs RywNwLstudyZLJournalfoffthefAmericanfCollegefoffCardiologyXL2008XLgdXLkfcYgd

15.1 39

95 uNVYassociationLmetaYanalysisLinLckcXchcLwuropeanLadultsLrevealsLnewLlociLassociatedLwithL
anthropometricLtraitsZLNaturefCommunicationsXL2017XLjXLiff 17.4 37

94 yenomeYwideLassociationLstudyLidentifiesLnewLsusceptibilityLlociLforLcutaneousLlupusL
erythematosusZLExperimentalfDermatologyXL2015XLdfXLgcbYg 4 37

93 wxomeLuhipLMetaYanalysisLxineLMapsLuausalLVariantsLandLwlucidatesLtheLyeneticLsrchitectureLofL
RareLuodingLVariantsLinLSmokingLandLslcohol´ UseZLBiologicalfPsychiatryXL2019XLjgXLkfhYkgg 7.9 35

92 wvidenceLforLthreeLgeneticLlociLinvolvedLinLbothLanorexiaLnervosaLriskLandLvariationLofLbodyLmassL
indexZLMolecularfPsychiatryXL2017XLddXLckdYdbc 15.1 31

91 RsNTwSauuLgLandLriskLforLcoronaryLeventslLresultsLfromLtheLMON usaβORsLsugsburgLcaseYcohortXL
stheroYwxpressLandLusRv oyRsMLstudiesZLPLoSfONEXL2011XLhXLedgief 3.7 31

90 sLcomprehensiveLevaluationLofLtheLgeneticLarchitectureLofLsuddenLcardiacLarrestZLEuropeanfHeartf
JournalXL2018XLekXLekhcYekhk 9.5 31

89 scuteLairLpollutionLeffectsLonLheartLrateLvariabilityLareLmodifiedLbyLSNPsLinvolvedLinLcardiacLrhythmL
inLindividualsLwithLdiabetesLorLimpairedLglucoseLtoleranceZLEnvironmentalfResearchXL2012XLccdXLciiYjg 7.9 30

88 vNsLvariantsXLplasmaLlevelsLandLvariabilityLofLuYreactiveLproteinLinLmyocardialLinfarctionLsurvivorslL
resultsLfromLtheLs RywNwLstudyZLEuropeanfHeartfJournalXL2008XLdkXLcdgbYj 9.5 30

87 SexYdimorphicLgeneticLeffectsLandLnovelLlociLforLfastingLglucoseLandLinsulinLvariabilityZLNaturef
CommunicationsXL2021XLcdXLdf 17.4 30

86 sLLowYxrequencyL nactivatingLVariantLwnrichedLinLtheLxinnishLPopulationL sLsssociatedLWithLxastingL
 nsulinLLevelsLandLTypeLdLviabetesLRiskZLDiabetesXL2017XLhhXLdbckYdbed 0.9 29

85 uommonLcodingLvariantLinLincreasesLtheLriskLforLlargeLarteryLstrokeZLProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2017XLccfXLehceYehcj 11.5 28

84
RsNTwSauuLgLgeneLpolymorphismsXLserumLconcentrationsXLandLincidentLtypeLdLdiabeteslLresultsL
fromLtheLMON usaβORsLsugsburgLcaseYcohortLstudyXLckjfYdbbdZLEuropeanfJournalfoff
EndocrinologyXL2008XLcgjXLRcYg

6.5 28

83 TransethnicLyenomeYWideLsssociationLStudyLProvidesL nsightsLinLtheLyeneticLsrchitectureLandL
zeritabilityLofLLongLQTLSyndromeZLCirculationXL2020XLcfdXLedfYeej 16.7 27
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82 sssociationLbetweenLvariationsLinLtheLTLRfLgeneLandLincidentLtypeLdLdiabetesLisLmodifiedLbyLtheL
ratioLofLtotalLcholesterolLtoLzvLYcholesterolZLBMCfMedicalfGeneticsXL2008XLkXLk 2.1 26

81 viscoveryLofLrareLvariantsLassociatedLwithLbloodLpressureLregulationLthroughLmetaYanalysisLofLcZeL
millionLindividualsZLNaturefGeneticsXL2020XLgdXLcecfYceed 36.3 26

80 wxomeYchipLmetaYanalysisLidentifiesLnovelLlociLassociatedLwithLcardiacLconductionXLincludingL
svsMTShZLGenomefBiologyXL2018XLckXLji 18.3 25

79 sLregulatoryLvariantLinLuuRhLisLassociatedLwithLsusceptibilityLtoLantitopoisomeraseYpositiveL
systemicLsclerosisZLArthritisfandfRheumatismXL2013XLhgXLedbdYj 25

78
NationalLtrendsLinLtotalLcholesterolLobscureLheterogeneousLchangesLinLzvLLandLnonYzvLL
cholesterolLandLtotalYtoYzvLLcholesterolLratiolLaLpooledLanalysisLofLfgjLpopulationYbasedLstudiesLinL
ssianLandLWesternLcountriesZLInternationalfJournalfoffEpidemiologyXL2020XLfkXLcieYckd

7.8 25

77 xifteenLyeneticLLociLsssociatedLWithLtheLwlectrocardiographicLPLWaveZLCirculation:fCardiovascularf
GeneticsXL2017XLcbXL 24

76 RareLVariantsLinLSpecificLLysosomalLyenesLsreLsssociatedLWithLParkinsonSsLviseaseZLMovementf
DisordersXL2020XLegXLcdfgYcdfj 7 23

75 SequenceLdataLandLassociationLstatisticsLfromLcdXkfbLtypeLdLdiabetesLcasesLandLcontrolsZLScientificf
DataXL2017XLfXLcibcik 8.2 22

74
yeneticLvariantsLinLtheLUSxcLgeneLareLassociatedLwithLlowYdensityLlipoproteinLcholesterolLlevelsL
andLincidentLtypeLdLdiabetesLmellitusLinLwomenlLresultsLfromLtheLMON usaβORsLsugsburgL
caseYcohortLstudyXLckjfYdbbdZLEuropeanfJournalfoffEndocrinologyXL2008XLcgkXLfbiYch

6.5 22

73 SimulationLofLxinnishLpopulationLhistoryXLguidedLbyLempiricalLgeneticLdataXLtoLassessLpowerLofL
rareYvariantLtestsLinLxinlandZLAmericanfJournalfoffHumanfGeneticsXL2014XLkfXLicbYdb 11 19

72 uYreactiveLproteinLupregulatesLtheLwholeLbloodLexpressionLofLuvgkLYLanLintegrativeLanalysisZLPLoSf
ComputationalfBiologyXL2017XLceXLecbbgihh 5 19

71 ProteinYcodingLvariantsLcontributeLtoLtheLriskLofLatopicLdermatitisLandLskinYspecificLgeneL
expressionZLJournalfoffAllergyfandfClinicalfImmunologyXL2020XLcfgXLcdbjYcdcj 11.5 19

70 yenomeYwideLassociationLmetaYanalysisLforLearlyLageYrelatedLmacularLdegenerationLhighlightsL
novelLlociLandLinsightsLforLadvancedLdiseaseZLBMCfMedicalfGenomicsXL2020XLceXLcdb 3.7 19

69 strialLfibrillationLgeneticLriskLdifferentiatesLcardioembolicLstrokeLfromLotherLstrokeLsubtypesZL
Neurology:fGeneticsXL2018XLfXLedke 3.8 19

68 yenomeYwideLassociationLmetaYanalysisLofLebXbbbLsamplesLidentifiesLsevenLnovelLlociLforL
quantitativeLwuyLtraitsZLEuropeanfJournalfoffHumanfGeneticsXL2019XLdiXLkgdYkhd 5.3 18

67 yenomeYwideLandLgeneYcentricLanalysesLofLcirculatingLmyeloperoxidaseLlevelsLinLtheLchargeLandL
careLconsortiaZLHumanfMolecularfGeneticsXL2013XLddXLeejcYke 5.6 18

66 yeneticLvariantsLinLRtxOXeLareLassociatedLwithLsleepLlatencyZLEuropeanfJournalfoffHumanfGeneticsXL
2016XLdfXLcfjjYkg 5.3 18

65 viscoveryLofLnovelLheartLrateYassociatedLlociLusingLtheLwxomeLuhipZLHumanfMolecularfGeneticsXL2017
XLdhXLdefhYdehe 5.6 17

(2017-2008)
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64 vNsLvariantsXLplasmaLlevelsLandLvariabilityLofLinterleukinYhLinLmyocardialLinfarctionLsurvivorslL
resultsLfromLtheLs RywNwLstudyZLThrombosisfResearchXL2009XLcdfXLgiYhf 8.2 17

63 yeneticLandLlifestyleLriskLfactorsLforLMR YdefinedLbrainLinfarctsLinLaLpopulationYbasedLsettingZL
NeurologyXL2019XL 6.5 17

62 yeneticLinvalidationLofLLpYPLsLasLaLtherapeuticLtargetlLLargeYscaleLstudyLofLfiveLfunctionalL
LpYPLsYloweringLallelesZLEuropeanfJournalfoffPreventivefCardiologyXL2017XLdfXLfkdYgbf 3.9 16

61 MultiYancestryLyWsSLofLtheLelectrocardiographicLPRLintervalLidentifiesLdbdLlociLunderlyingLcardiacL
conductionZLNaturefCommunicationsXL2020XLccXLdgfd 17.4 16

60 wpigeneticLLinkLtetweenLStatinLTherapyLandLTypeLdLviabetesZLDiabetesfCareXL2020XLfeXLjigYjjf 14.6 16

59
Tyx˛†LreceptorLgeneLvariantsLinLsystemicLsclerosisYrelatedLpulmonaryLarterialLhypertensionlLresultsL
fromLaLmulticentreLwUSTsRLstudyLofLwuropeanLuaucasianLpatientsZLAnnalsfoffthefRheumaticfDiseases
XL2012XLicXLckbbYe

2.4 16

58 NoLassociationLofLtwoLfunctionalLpolymorphismsLinLhumanLsLOXcgLwithLmyocardialLinfarctionZL
AtherosclerosisXL2009XLdbgXLckdYh 3.1 15

57 wstimatingLtheLsingleLnucleotideLpolymorphismLgenotypeLmisclassificationLfromLroutineLdoubleL
measurementsLinLaLlargeLepidemiologicLsampleZLAmericanfJournalfoffEpidemiologyXL2008XLchjXLjijYjk 3.8 15

56  mmunochipLanalysisLidentifiesLassociationLofLtheLRsvgba LceLregionLwithLhumanLlongevityZLAgingf
CellXL2016XLcgXLgjgYj 9.9 15

55 andLLociLsssociateLwithLPlasmaLOsmolalityZLJournalfoffthefAmericanfSocietyfoffNephrology:fJASNXL
2017XLdjXLdeccYdedc 12.7 14

54 yeneticL nteractionsLwithLsgeXLSexXLtodyLMassL ndexXLandLzypertensionLinLRelationLtoLstrialL
xibrillationlLTheLsxyenLuonsortiumZLScientificfReportsXL2017XLiXLccebe 4.9 14

53 yenomeYwideLassociationLanalysisLinLdilatedLcardiomyopathyLrevealsLtwoLnewLplayersLinLsystolicL
heartLfailureLonLchromosomesLepdgZcLandLddqccZdeZLEuropeanfHeartfJournalXL2021XLfdXLdbbbYdbcc 9.5 14

52 snalysisLwithLtheLexomeLarrayLidentifiesLmultipleLnewLindependentLvariantsLinLlipidLlociZLHumanf
MolecularfGeneticsXL2016XLdgXLfbkfYfcbh 5.6 14

51 wxomeuhipYWideLsnalysisLofLkgLhdhL ndividualsL dentifiesLcbLNovelLLociLsssociatedLWithLQTLandL·TL
 ntervalsZLCirculationfGenomicfandfPrecisionfMedicineXL2018XLccXLebbcigj 5.2 14

50 RLYSβsTlLsnLwxactLandLwfficientLScoreLTestLforLzeritabilityLandLSetLTestsZLGeneticsXL2017XLdbiXLcdigYcdje4 12

49 yeneticLSusceptibilityLforLstrialLxibrillationLinLPatientsLUndergoingLstrialLxibrillationLsblationZL
Circulation:fArrhythmiafandfElectrophysiologyXL2020XLceXLebbihih 6.4 12

48 wffectsLofLualciumXLMagnesiumXLandLPotassiumLuoncentrationsLonLVentricularLRepolarizationLinL
UnselectedL ndividualsZLJournalfoffthefAmericanfCollegefoffCardiologyXL2019XLieXLeccjYecec 15.1 12

47 uommonLvariationLinLfattyLacidLmetabolicLgenesLandLriskLofLincidentLsuddenLcardiacLarrestZLHeartf
RhythmXL2014XLccXLficYi 6.7 12
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46 sutosomalLgeneticLvariationLisLassociatedLwithLvNsLmethylationLinLregionsLvariablyLescapingL
XYchromosomeLinactivationZLNaturefCommunicationsXL2018XLkXLeiej 17.4 12

45 MendelianLrandomizationLevaluationLofLcausalLeffectsLofLfibrinogenLonLincidentLcoronaryLheartL
diseaseZLPLoSfONEXL2019XLcfXLebdchddd 3.7 11

44
RepolarizationLzeterogeneityLMeasuredLWithLTYWaveLsreaLvispersionLinLStandardLcdYLeadLwuyL
PredictsLSuddenLuardiacLveathLinLyeneralLPopulationZLCirculation:fArrhythmiafandfElectrophysiologyXL
2018XLccXLebbgihd

6.4 11

43 yeneYgeneL nteractionLsnalysesLforLstrialLxibrillationZLScientificfReportsXL2016XLhXLegeic 4.9 11

42 wvaluatingLtheLuausalLRelationLofLsposY VLwithLviseaseYRelatedLTraitsLYLsLtidirectionalLTwoYsampleL
MendelianLRandomizationLStudyZLScientificfReportsXL2017XLiXLjief 4.9 11

41 zeritabilityLofLyoungYLandLoldYonsetLischaemicLstrokeZLEuropeanfJournalfoffNeurologyXL2015XLddXLcfjjYkc 6 11

40 LeveragingLethnicLgroupLincidenceLvariationLtoLinvestigateLgeneticLsusceptibilityLtoLgliomalLaLnovelL
candidateLSNPLapproachZLFrontiersfinfGeneticsXL2012XLeXLdbe 4.5 11

39 vNsLmethylationLandLlipidLmetabolismlLanLwWsSLofLddhLmetabolicLmeasuresZLClinicalfEpigeneticsXL
2021XLceXLi 7.7 11

38 uommonLandLRareLuodingLyeneticLVariationLUnderlyingLtheLwlectrocardiographicLPRL ntervalZL
CirculationfGenomicfandfPrecisionfMedicineXL2018XLccXLebbdbei 5.2 11

37 yeneticLvariantsLincludingLmarkersLfromLtheLexomeLchipLandLmetaboliteLtraitsLofLtypeLdLdiabetesZL
ScientificfReportsXL2017XLiXLhbei 4.9 10

36 TheLlongitudinalLnonparametricLtestLasLaLnewLtoolLtoLexploreLgeneYgeneLandLgeneYtimeLeffectsLinL
cohortsZLGeneticfEpidemiologyXL2010XLefXLfhkYij 2.6 9

35 yeneticallyLdefinedLelevatedLhomocysteineLlevelsLdoLnotLresultLinLwidespreadLchangesLofLvNsL
methylationLinLleukocytesZLPLoSfONEXL2017XLcdXLebcjdfid 3.7 8

34 uontroversialLassociationLresultsLforL NS ydLonLbodyLmassLindexLmayLbeLexplainedLbyLinteractionsL
withLageLandLwithLMufRZLEuropeanfJournalfoffHumanfGeneticsXL2014XLddXLcdciYdf 5.3 7

33  ntegrativeLclinicalLtranscriptomeLanalysisLrevealsLTMPRSSdYwRyLdependencyLofLprognosticL
biomarkersLinLprostateLadenocarcinomaZLInternationalfJournalfoffCancerXL2020XLcfhXLdbehYdbfh 7.5 7

32
RefiningLsttentionYveficitazyperactivityLvisorderLandLsutismLSpectrumLvisorderLyeneticLLociLbyL
 ntegratingLSummaryLvataLxromLyenomeYwideLsssociationXLyeneLwxpressionXLandLvNsLMethylationL
StudiesZLBiologicalfPsychiatryXL2020XLjjXLfibYfik

7.9 6

31 uisYepistasisLatLtheLLPsLlocusLandLriskLofLcardiovascularLdiseasesZLCardiovascularfResearchXL2021XL 9.9 6

30 uhronicallyLelevatedLbranchedLchainLaminoLacidLlevelsLareLproYarrhythmicZLCardiovascularfResearchXL
2021XL 9.9 6

29 yenomeYwideLassociationLstudyLofLcirculatingLinterleukinLhLlevelsLidentifiesLnovelLlociZLHumanf
MolecularfGeneticsXL2021XLebXLekeYfbk 5.6 6

(2021-2018)
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28 NoLevidenceLforLgenomeYwideLinteractionsLonLplasmaLfibrinogenLbyLsmokingXLalcoholLconsumptionL
andLbodyLmassLindexlLresultsLfromLmetaYanalysesLofLjbXhbiLsubjectsZLPLoSfONEXL2014XLkXLeccccgh 3.7 5

27
wmpiricalLhierarchicalLbayesLapproachLtoLgeneYenvironmentLinteractionslLdevelopmentLandL
applicationLtoLgenomeYwideLassociationLstudiesLofLlungLcancerLinLTR uLZLGeneticfEpidemiologyXL2013XL
eiXLggcYggk

2.6 5

26  dentificationLofLeicLgeneticLvariantsLforLageLatLfirstLsexLandLbirthLlinkedLtoLexternalisingLbehaviourZL
NaturefHumanfBehaviourXL2021XL 12.8 5

25 yeneticLveterminantsLofLwlectrocardiographicLPYWaveLvurationLandLRelationLtoLstrialLxibrillationZL
CirculationfGenomicfandfPrecisionfMedicineXL2020XLceXLejiYekg 5.2 4

24 wxomeYWideLsssociationLStudyL dentifiesLxNeβRPLandLPyPLasLNewLuandidateLLongevityLyenesZL
JournalsfoffGerontologyfufSeriesfAfBiologicalfSciencesfandfMedicalfSciencesXL2021XLihXLijhYikg 6.4 4

23 vetectingLheritableLphenotypesLwithoutLaLmodelLusingLfastLpermutationLtestingLforLheritabilityLandL
setYtestsZLNaturefCommunicationsXL2018XLkXLfkck 17.4 4

22 yeneticsLofLtheLthrombomodulinYendothelialLcellLproteinLuLreceptorLsystemLandLtheLriskLofL
earlyYonsetLischemicLstrokeZLPLoSfONEXL2018XLceXLebdbhggf 3.7 4

21 yenomeYwideLsssociationLStudyLofLuhangeLinLxastingLylucoseLoverLtimeLinLceXjbiLnonYdiabeticL
wuropeanLsncestryL ndividualsZLScientificfReportsXL2019XLkXLkfek 4.9 3

20 yenomeYwideLmetaYanalysisLofLphytosterolsLrevealsLfiveLnovelLlociLandLaLdetrimentalLeffectLonL
coronaryLatherosclerosisZZLNaturefCommunicationsXL2022XLceXLcfe 17.4 3

19 NetworkLreconstructionLforLtransLactingLgeneticLlociLusingLmultiYomicsLdataLandLpriorLinformation 3

18 sLmultiYethnicLepigenomeYwideLassociationLstudyLofLleukocyteLvNsLmethylationLandLbloodLlipidsZL
NaturefCommunicationsXL2021XLcdXLekji 17.4 3

17 QuantifyingLtheLcontributionLofLgeneticLvariantsLforLsurvivalLphenotypesZLGeneticfEpidemiologyXL
2008XLedXLgifYjg 2.6 2

16 uommonLyeneticLVariantsLuontributeLtoLRiskLofLTranspositionLofLtheLyreatLsrteriesZLCirculationf
ResearchXL2021XL 15.7 2

15 MwTsYySslLuombiningLxindingsLfromLyeneYSetLsnalysesLacrossLSeveralLyenomeYWideLsssociationL
StudiesZLPLoSfONEXL2015XLcbXLebcfbcik 3.7 2

14 RareLvariantLanalysisLinLeczemaLidentifiesLexonicLvariantsLinLvUSPcXLNOTuzfLandLSLuksfZLNaturef
CommunicationsXL2021XLcdXLhhcj 17.4 2

13 PrivateLvariantsLinLPRβNLareLassociatedLwithLlateYonsetLParkinsonSsLdiseaseZLParkinsonismfandf
RelatedfDisordersXL2020XLigXLdfYdh 3.6 2

12 veoxyribonucleaseLcLQdddRLsingleLnucleotideLpolymorphismLandLlongYtermLmortalityLafterLacuteL
myocardialLinfarctionZLBasicfResearchfinfCardiologyXL2021XLcchXLdk 11.8 2

11 uomparisonLofLgeneticLriskLpredictionLmodelsLtoLimproveLpredictionLofLcoronaryLheartLdiseaseLinL
twoLlargeLcohortsLofLtheLMON usaβORsLstudyZLGeneticfEpidemiologyXL2021XLfgXLheeYhgb 2.6 2
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10 SharedLyeneticsLofLMultipleLSystemLstrophyLandL nflammatoryLtowelLviseaseZLMovementfDisordersXL
2021XLehXLffkYfgk 7 2

9 zarmonizationLofLstudyLandLreferenceLdataLbyLPhaseLiftlLsavingLtimeLwhenLimputingLstudyLdataZL
GeneticfEpidemiologyXL2014XLejXLejcYj 2.6 1

8 sssociationLtetweenLsirLPollutionLandLSvNNLisLModifiedLbyLSNPsL nvolvedLinLuardiacLRhythmLinL
 ndividualsLWithLviabetesLorL mpairedLylucoseLToleranceZLEpidemiologyXL2011XLddXLScef 3.1 1

7 viscoveringLpatternsLofLpleiotropyLinLgenomeYwideLassociationLstudies 1

6 yenomeLwideLassociationLanalysisLinLdilatedLcardiomyopathyLrevealsLtwoLnewLkeyLplayersLinLsystolicL
heartLfailureLonLchromosomeLepdgZcLandLddqccZde 1

5 ProteinYuodingLVariantsL mplicateLNovelLyenesLRelatedLtoLLipidLzomeostasisLuontributingLtoLtodyL
xatLvistribution 1

4 uisYepistasisLatLtheLLPsLlocusLandLriskLofLcoronaryLarteryLdisease 1

3 pulverlLanLRLpackageLforLparallelLultraYrapidLpYvalueLcomputationLforLlinearLregressionLinteractionL
termsZLBMCfBioinformaticsXL2017XLcjXLfdk 3.6 0

2 LargeYScaleLyenomicLsnalysesLLinkLReproductiveLsgingLtoLzypothalamicLSignalingXLtreastLuancerL
SusceptibilityXLandLtRuscYMediatedLvNsLRepairZLObstetricalfandfGynecologicalfSurveyXL2015XLibXLigjYihd2.4

1 wxomeuhipYbasedLrareLvariantLassociationLstudyLinLrestlessLlegsLsyndromeZZLSleepfMedicineXL2022XL
kfXLdhYeb 4.6
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