
Sheng Yang

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/8973059/shengxyangxpublicationsxbyxcitationsypdf

Version:i2024x04x23i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

125
papers

4,909
citations

39
h-index

66
g-index

134
ext. papers

5,894
ext. citations

5.8
avg, IF

5.69
L-index



l Paper IF Citations

125 MultigeneMeditingMinMtheMxscherichiaMcoliMgenomeMviaMtheMvRγSPR_vaslMsystemaMAppliediandi
EnvironmentaliMicrobiologyYM2015YMkdYMehci_dg 4.8 560

124 vRγSPR_vpfdMassistedMgenomeMeditingMofMvorynebacteriumMglutamicumaMNatureiCommunicationsYM
2017YMkYMdhdjl 17.4 198

123 wisruptionMofMtheMacetoacetateMdecarboxylaseMgeneMinMsolvent_producingMvlostridiumM
acetobutylicumMincreasesMtheMbutanolMratioaMMetaboliciEngineeringYM2009YMddYMekg_ld 9.7 198

122 γdentificationMandMinactivationMofMpleiotropicMregulatorMvcptMtoMeliminateMglucoseMrepressionMofM
xyloseMutilizationMinMvlostridiumMacetobutylicumaMMetaboliciEngineeringYM2010YMdeYMggi_hg 9.7 145

121 TargetedMgeneMdisruptionMbyMuseMofMaMgroupMγγMintronMUtargetronVMvectorMinMvlostridiumM
acetobutylicumaMCelliResearchYM2007YMdjYMlif_h 24.7 140

120 γterativeMintegrationMofMmultiple_copyMpathwayMgenesMinMYarrowiaMlipolyticaMforMheterologousM
˛†_caroteneMproductionaMMetaboliciEngineeringYM2017YMgdYMdle_ecd 9.7 139

119 vRγSPRbvasl_uasedMxfficientMzenomeMxditingMinMvlostridiumMljungdahliiYManMtutotrophicM
zas_yermentingMuacteriumaMACSiSyntheticiBiologyYM2016YMhYMdfhh_dfid 5.7 128

118 MultiplexMgeneMeditingMofMtheMYarrowiaMlipolyticaMgenomeMusingMtheMvRγSPR_vaslMsystemaMJournaliofi
IndustrialiMicrobiologyiandiBiotechnologyYM2016YMgfYMdckh_lf 4.2 121

117 vurrentMstatusMandMprospectsMofMindustrialMbio_productionMofMn_butanolMinMvhinaaMBiotechnologyi
AdvancesYM2015YMffYMdglf_hcd 17.8 118

116
vonfirmationMandMeliminationMofMxyloseMmetabolismMbottlenecksMinMglucoseM
phosphoenolpyruvate_dependentMphosphotransferaseMsystem_deficientMvlostridiumM
acetobutylicumMforMsimultaneousMutilizationMofMglucoseYMxyloseYMandMarabinoseaMAppliediandi
EnvironmentaliMicrobiologyYM2011YMjjYMjkki_lh

4.8 115

115 vRγSPR_basedMgenomeMeditingMandMexpressionMcontrolMsystemsMinMvlostridiumMacetobutylicumMandM
vlostridiumMbeijerinckiiaMBiotechnologyiJournalYM2016YMddYMlid_je 5.6 114

114 xconomicalMchallengesMtoMmicrobialMproducersMofMbutanolmMfeedstockYMbutanolMratioMandMtiteraM
BiotechnologyiJournalYM2011YMiYMdfgk_hj 5.6 91

113 SynergyMbetweenMmethylerythritolMphosphateMpathwayMandMmevalonateMpathwayMforMisopreneM
productionMinMxscherichiaMcoliaMMetaboliciEngineeringYM2016YMfjYMjl_ld 9.7 91

112 ReconstructionMofMxyloseMutilizationMpathwayMandMregulonsMinMyirmicutesaMBMCiGenomicsYM2010YMddYMehh 4.5 87

111 MetabolicMengineeringMofMw_xyloseMpathwayMinMvlostridiumMbeijerinckiiMtoMoptimizeMsolventM
productionMfromMxyloseMmotherMliquidaMMetaboliciEngineeringYM2012YMdgYMhil_jk 9.7 86

110 vRγSPR_vaslMNickase_tssistedMzenomeMxditingMinMLactobacillusMcaseiaMAppliediandiEnvironmentali
MicrobiologyYM2017YMkfYM 4.8 84

109 xnhancedMsolventMproductionMbyMmetabolicMengineeringMofMaMtwin_clostridialMconsortiumaMMetabolici
EngineeringYM2017YMflYMfk_gk 9.7 83
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108
vomparativeMgenomicMandMtranscriptomicManalysisMrevealedMgeneticMcharacteristicsMrelatedMtoM
solventMformationMandMxyloseMutilizationMinMvlostridiumMacetobutylicumMxtMecdkaMBMCiGenomicsYM
2011YMdeYMlf

4.5 69

107
afsQd_Qe_sigQMisMaMpleiotropicMbutMconditionallyMrequiredMsignalMtransductionMsystemMforMbothM
secondaryMmetabolismMandMmorphologicalMdevelopmentMinMStreptomycesMcoelicoloraMAppliedi
MicrobiologyiandiBiotechnologyYM2009YMkdYMddgl_ic

5.7 60

106 One_stepMintegrationMofMmultipleMgenesMintoMtheMoleaginousMyeastMYarrowiaMlipolyticaaMBiotechnologyi
LettersYM2014YMfiYMehef_k 3 59

105 vonstructingMaMsyntheticMpathwayMforMacetyl_coenzymeMtMfromMone_carbonMthroughMenzymeMdesignaM
NatureiCommunicationsYM2019YMdcYMdfjk 17.4 58

104 tMstepwiseMincreaseMinMpristinamycinMγγMbiosynthesisMbyMStreptomycesMpristinaespiralisMthroughM
combinatorialMmetabolicMengineeringaMMetaboliciEngineeringYM2015YMelYMde_eh 9.7 57

103 zenomeMeditingMandMtranscriptionalMrepressionMinMPseudomonasMputidaMKTeggcMviaMtheMtypeMγγM
vRγSPRMsystemaMMicrobialiCelliFactoriesYM2018YMdjYMgd 6.4 57

102 PhosphoketolaseMpathwayMforMxyloseMcatabolismMinMvlostridiumMacetobutylicumMrevealedMbyMdfvM
metabolicMfluxManalysisaMJournaliofiBacteriologyYM2012YMdlgYMhgdf_ee 3.5 57

101 UtilizationMofMeconomicalMsubstrate_derivedMcarbohydratesMbyMsolventogenicMclostridiamMpathwayM
dissectionYMregulationMandMengineeringaMCurrentiOpinioniiniBiotechnologyYM2014YMelYMdeg_fd 11.4 56

100 tmmoniumMacetateMenhancesMsolventMproductionMbyMvlostridiumMacetobutylicumMxtMecdkMusingM
cassavaMasMaMfermentationMmediumaMJournaliofiIndustrialiMicrobiologyiandiBiotechnologyYM2009YMfiYMdeeh_fe4.2 56

99 wifferentialMregulationMofMantibioticMbiosynthesisMbyMwraR_KYMaMnovelMtwo_componentMsystemMinM
StreptomycesMcoelicoloraMMoleculariMicrobiologyYM2012YMkhYMhfh_hi 4.1 55

98 vonstructionMofMfastMxylose_fermentingMyeastMbasedMonMindustrialMethanol_producingMdiploidM
SaccharomycesMcerevisiaeMbyMrationalMdesignMandMadaptiveMevolutionaMBMCiBiotechnologyYM2013YMdfYMddc 3.5 54

97 γmprovedM_uutanolMProductionMfromMvlostridiumMcellulovoransMbyMγntegratedMMetabolicMandM
xvolutionaryMxngineeringaMAppliediandiEnvironmentaliMicrobiologyYM2019YMkhYM 4.8 53

96 PleiotropicMfunctionsMofMcataboliteMcontrolMproteinMvcptMinMuutanol_producingMvlostridiumM
acetobutylicumaMBMCiGenomicsYM2012YMdfYMfgl 4.5 50

95 βigh_efficiencyMscarlessMgeneticMmodificationMinMxscherichiaMcoliMbyMusingMlambdaMredMrecombinationM
andMγ_SceγMcleavageaMAppliediandiEnvironmentaliMicrobiologyYM2014YMkcYMfkei_fg 4.8 47

94 γmprovementMofMxyloseMutilizationMinMvlostridiumMacetobutylicumMviaMexpressionMofMtheMtaltMgeneM
encodingMtransaldolaseMfromMxscherichiaMcoliaMJournaliofiBiotechnologyYM2009YMdgfYMekg_j 3.7 47

93 MolecularMmodulationMofMpleiotropicMregulatorMvcptMforMglucoseMandMxyloseMcoutilizationMbyM
solvent_producingMvlostridiumMacetobutylicumaMMetaboliciEngineeringYM2015YMekYMdil_djl 9.7 46

92 Redox_responsiveMrepressorMRexMmodulatesMalcoholMproductionMandMoxidativeMstressMtoleranceMinM
vlostridiumMacetobutylicumaMJournaliofiBacteriologyYM2014YMdliYMflgl_if 3.5 45

91 ScreeningMandMcharacterizationMofMbutanol_tolerantMmicro_organismsaMLettersiiniAppliediMicrobiology
YM2010YMhcYMfjf_l 2.9 45

(2010-2011)
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90 TheMspikeMproteinMofMsevereMacuteMrespiratoryMsyndromeMUStRSVMisMcleavedMinMvirusMinfectedMVero_xiM
cellsaMCelliResearchYM2004YMdgYMgcc_i 24.7 44

89
vharacterizationMofMaMnovelMtwo_componentMregulatoryMsystemMinvolvedMinMtheMregulationMofMbothM
actinorhodinMandMaMtypeMγMpolyketideMinMStreptomycesMcoelicoloraMAppliediMicrobiologyiandi
BiotechnologyYM2007YMjjYMieh_fh

5.7 42

88 MetabolicMengineeringMofMtheML_phenylalanineMpathwayMinMxscherichiaMcoliMforMtheMproductionMofMS_MorM
R_mandelicMacidaMMicrobialiCelliFactoriesYM2011YMdcYMjd 6.4 41

87 PhageMserineMintegrase_mediatedMgenomeMengineeringMforMefficientMexpressionMofMchemicalM
biosyntheticMpathwayMinMgas_fermentingMvlostridiumMljungdahliiaMMetaboliciEngineeringYM2019YMheYMelf_fce9.7 40

86 PreferentialMcodonsMenhancingMtheMexpressionMlevelMofMhumanMbeta_defensin_eMinMrecombinantM
xscherichiaMcoliaMProteiniandiPeptideiLettersYM2004YMddYMffl_gg 1.9 39

85 vRγSPR_vaslMnickase_assistedMbaseMeditingMinMtheMsolventMproducerMvlostridiumMbeijerinckiiaM
BiotechnologyiandiBioengineeringYM2019YMddiYMdgjh_dgkf 4.9 38

84
tMone_potMsystemMforMproductionMofML_e_aminobutyricMacidMfromML_threonineMbyML_threonineM
deaminaseMandMaMNtwβ_regenerationMsystemMbasedMonML_leucineMdehydrogenaseMandMformateM
dehydrogenaseaMBiotechnologyiLettersYM2014YMfiYMkfh_gd

3 38

83 tMvRγSPR_vpfd_tssistedMNon_βomologousMxndMσoiningMzenomeMxditingMSystemMofMMycobacteriumM
smegmatisaMBiotechnologyiJournalYM2018YMdfYMedjcchkk 5.6 37

82 zenotypingMofMaminoMacid_producingMvorynebacteriumMglutamicumMstrainsMbasedMonMmulti_locusM
sequenceMtypingMUMLSTVMschemeaMBioresourcesiandiBioprocessingYM2015YMeYM 5.2 34

81
vloningYMoverexpressionYMandMcharacterizationMofMaMnovelMthermostableMpenicillinMzMacylaseMfromM
tchromobacterMxylosoxidansmMprobingMtheMmolecularMbasisMforMitsMhighMthermostabilityaMAppliediandi
EnvironmentaliMicrobiologyYM2004YMjcYMejig_jc

4.8 34

80 γ_Sceγ_mediatedMscarlessMgeneMmodificationMviaMallelicMexchangeMinMvlostridiumaMJournaliofi
MicrobiologicaliMethodsYM2015YMdckYMgl_ic 2.8 33

79 vharacterizationMofMaMnegativeMregulatorMtveγMforMavermectinMbiosynthesisMinMStreptomycesM
avermitilisMNRRLkdihaMAppliediMicrobiologyiandiBiotechnologyYM2008YMkcYMejj_ki 5.7 33

78 vombinedMoverexpressionMofMgenesMinvolvedMinMpentoseMphosphateMpathwayMenablesMenhancedM
w_xyloseMutilizationMbyMvlostridiumMacetobutylicumaMJournaliofiBiotechnologyYM2014YMdjfYMj_l 3.7 32

77 mazyMasMaMcounter_selectableMmarkerMforMunmarkedMgeneticMmodificationMofMPichiaMpastorisaMFEMSi
YeastiResearchYM2009YMlYMicc_l 3.1 32

76
voupledMbioconversionMforMpreparationMofMN_acetyl_wmM_neuraminicMacidMusingMimmobilizedM
N_acetyl_wmM_glucosamine_e_epimeraseMandMN_acetyl_wmM_neuraminicMacidMlyaseaMAppliediMicrobiologyi
andiBiotechnologyYM2010YMkhYMdfkf_ld

5.7 32

75 wevelopmentMofMaMRecxbT_tssistedMvRγSPR_vaslMToolboxMforMLactobacillusaMBiotechnologyiJournalYM
2019YMdgYMedkccilc 5.6 31

74 γmplementationMofMtheMvRγSPR_vasdfaMsystemMinMfissionMyeastMandMitsMrepurposingMforMpreciseMRNtM
editingaMNucleiciAcidsiResearchYM2018YMgiYMelc 20.1 31

73 tnMorphanMhistidineMkinaseYMOhktYMregulatesMbothMsecondaryMmetabolismMandMmorphologicalM
differentiationMinMStreptomycesMcoelicoloraMJournaliofiBacteriologyYM2011YMdlfYMfcec_fe 3.5 30
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72 vomparativeManalysisMofMvorynebacteriumMglutamicumMgenomesmMaMnewMperspectiveMforMtheM
industrialMproductionMofMaminoMacidsaMBMCiGenomicsYM2017YMdkYMlgc 4.5 27

71 xxpressionMandMpurificationMofMextracellularMpenicillinMzMacylaseMinMuacillusMsubtilisaMProteiniExpressioni
andiPurificationYM2001YMedYMic_g 2 26

70 xxpressionYMpurificationYMandMimmobilizationMofMβis_taggedMw_aminoMacidMoxidaseMofMTrigonopsisM
variabilisMinMPichiaMpastorisaMAppliediMicrobiologyiandiBiotechnologyYM2006YMjcYMikf_l 5.7 25

69
xxpressionMandMpurificationMofMpenicillinMzMacylaseMenzymesMfromMfourMdifferentMmicro_organismsYM
andMaMcomparativeMevaluationMofMtheirMsynthesisbhydrolysisMratiosMforMcephalexinaMProteiniExpressioni
andiPurificationYM2006YMgiYMdcj_df

2 25

68 vompleteMgenomeMsequenceMofMvlostridiumMcarboxidivoransMPjUTVYMaMsyngas_fermentingMbacteriumM
capableMofMproducingMlong_chainMalcoholsaMJournaliofiBiotechnologyYM2015YMeddYMgg_h 3.7 24

67 yunctionalMimplementationMofMtheMposttranslationalMSecu_SectMprotein_targetingMpathwayMinM
uacillusMsubtilisaMAppliediandiEnvironmentaliMicrobiologyYM2012YMjkYMihd_l 4.8 24

66 tMylexibleMuindingMSiteMtrchitectureMProvidesMNewMγnsightsMintoMvcptMzlobalMRegulationMinM
zram_PositiveMuacteriaaMMBioYM2017YMkYM 7.8 23

65 ProductionMofM˛†_caroteneMbyMexpressingMaMheterologousMmultifunctionalMcaroteneMsynthaseMinM
YarrowiaMlipolyticaaMBiotechnologyiLettersYM2017YMflYMled_lej 3 23

64 tMnovelMthree_componentMsystem_basedMregulatoryMmodelMforMw_xyloseMsensingMandMtransportMinM
vlostridiumMbeijerinckiiaMMoleculariMicrobiologyYM2015YMlhYMhji_kl 4.1 23

63 γmprovementMofMsolventMproductionMfromMxyloseMmotherMliquorMbyMengineeringMtheMxyloseMmetabolicM
pathwayMinMvlostridiumMacetobutylicumMxtMecdkaMAppliediBiochemistryiandiBiotechnologyYM2013YMdjdYMhhh_ik3.2 23

62 ProductionMofMtlcaligenesMfaecalisMpenicillinMzMacylaseMinMuacillusMsubtilisMWuiccMUpMthVMfedMwithM
partiallyMhydrolyzedMstarchaMEnzymeiandiMicrobialiTechnologyYM2006YMflYMhhh_hic 3.8 22

61 vonsolidatedMbioprocessingMforMbutanolMproductionMofMcellulolyticMvlostridiamMdevelopmentMandM
optimizationaMMicrobialiBiotechnologyYM2020YMdfYMgdc_gee 6.3 22

60 RemovalMofML_alanineMfromMtheMproductionMofML_e_aminobutyricMacidMbyMintroductionMofMalanineM
racemaseMandMw_aminoMacidMoxidaseaMAppliediMicrobiologyiandiBiotechnologyYM2011YMlcYMlcf_dc 5.7 21

59 RationalMdesignMofMaMmoreMstableMpenicillinMzMacylaseMagainstMorganicMcosolventaMJournaliofiMoleculari
CatalysisiB:iEnzymaticYM2002YMdkYMekh_elc 21

58 MulticopyMvhromosomalMγntegrationMUsingMvRγSPR_tssociatedMTransposasesaMACSiSyntheticiBiologyYM
2020YMlYMdllk_ecck 5.7 20

57 MetabolicMxngineeringMofMtoMγmproveMuutanolMProductionMbyMvonsolidatedMuioprocessingaMACSi
SyntheticiBiologyYM2020YMlYMfcg_fdh 5.7 20

56 βighMexpressionMofMTrigonopsisMvariabilisMd_aminoMacidMoxidaseMinMPichiaMpastorisaMJournaliofi
MoleculariCatalysisiB:iEnzymaticYM2002YMdkYMeld_elj 20

55 wirectedMevolutionMandMstructuralManalysisMofMN_carbamoyl_w_aminoMacidMamidohydrolaseMprovideM
insightsMintoMrecombinantMproteinMsolubilityMinMxscherichiaMcoliaMBiochemicaliJournalYM2007YMgceYMgel_fj 3.8 19

(2007-2017)
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54
zraduallyMaccumulatingMbeneficialMmutationsMtoMimproveMtheMthermostabilityMofM
N_carbamoyl_w_aminoMacidMamidohydrolaseMbyMstep_wiseMevolutionaMAppliediMicrobiologyiandi
BiotechnologyYM2011YMlcYMdfid_jd

5.7 16

53 SyntheticMpeptidesMderivedMfromMStRSMcoronavirusMSMproteinMwithMdiagnosticMandMtherapeuticM
potentialaMFEBSiLettersYM2005YMhjlYMedfc_i 3.8 16

52 zeneticMbiosensorsMforMsmall_moleculeMproductsmMwesignMandMapplicationsMinMhigh_throughputM
screeningaMFrontiersiofiChemicaliScienceiandiEngineeringYM2017YMddYMdh_ei 4.5 15

51
vombinedMevolutionaryMengineeringMandMgeneticMmanipulationMimproveMlowMpβMtoleranceMandM
butanolMproductionMinMaMsyntheticMmicrobialMvlostridiumMcommunityaMBiotechnologyiandi
BioengineeringYM2020YMddjYMecck_ecee

4.9 15

50 PTSMregulationMdomain_containingMtranscriptionalMactivatorMvelRMandMsigmaMfactorMˇ�UhgVMcontrolM
cellobioseMutilizationMinMvlostridiumMacetobutylicumaMMoleculariMicrobiologyYM2016YMdccYMekl_fce 4.1 15

49 vRγSPRbvasl_basedMefficientMgenomeMeditingMinMStaphylococcusMaureusaMActaiBiochimicaiEti
BiophysicaiSinicaYM2017YMglYMjig_jjc 2.8 15

48 UnravelingMtheMgeneticMbasisMofMfastMl_arabinoseMconsumptionMonMtopMofMrecombinantM
xylose_fermentingMSaccharomycesMcerevisiaeaMBiotechnologyiandiBioengineeringYM2019YMddiYMekf_elf 4.9 15

47 γmprovingMtheMperformanceMofMsolventogenicMclostridiaMbyMreinforcingMtheMbiotinMsyntheticMpathwayaM
MetaboliciEngineeringYM2016YMfhYMded_dek 9.7 14

46 γncreasingMsyntheticMperformanceMofMpenicillinMzMacylaseMfromMuacillusMmegateriumMbyMsite_directedM
mutagenesisaMAppliediMicrobiologyiandiBiotechnologyYM2007YMjgYMdcef_fc 5.7 14

45 MutagenesisMofMKeyMResiduesMinMtheMuindingMventerMofMl_tspartate_b_SemialdehydeMwehydrogenaseM
fromMxscherichiaMcoliMxnhancesMUtilizationMofMtheMvofactorMNtwUβVaMChemBioChemYM2016YMdjYMhi_ig 3.8 13

44 xngineeringMofMforMl_ProlineMProductionaMACSiSyntheticiBiologyYM2020YMlYMdklj_dlci 5.7 12

43 xfficientMmulti_enzyme_catalyzedMvwP_cholineMproductionMdrivenMbyManMtTPMdonorMmoduleaMAppliedi
MicrobiologyiandiBiotechnologyYM2017YMdcdYMdgcl_dgdj 5.7 12

42 γmprovingMtheMthermostabilityMofMN_carbamyl_w_aminoMacidMamidohydrolaseMbyMerror_proneMPvRaM
AppliediMicrobiologyiandiBiotechnologyYM2009YMkeYMejl_kh 5.7 12

41 γsolationMandMmolecularMcharacterizationMofMaMnovelMw_hydantoinaseMfromMσannaschiaMspaMvvSdaMFEBSi
JournalYM2009YMejiYMfhjh_kk 5.7 12

40 γmprovingMtheMactivityMandMstabilityMofMzL_j_tvtMacylaseMvtdfcMbyMsite_directedMmutagenesisaM
AppliediandiEnvironmentaliMicrobiologyYM2005YMjdYMhelc_i 4.8 12

39 wevelopmentMofManMinducibleMtransposonMsystemMforMefficientMrandomMmutagenesisMinMvlostridiumM
acetobutylicumaMFEMSiMicrobiologyiLettersYM2016YMfifYM 2.9 12

38 NewMMutationsMγnvolvedMinMvolistinMResistanceMinMtcinetobacterMbaumanniiaMMSphereYM2020YMhYM 5 11

37 RolesMofMthreeMtbrusMinMregulatingMtwo_phaseMvlostridiumMacetobutylicumMfermentationaMAppliedi
MicrobiologyiandiBiotechnologyYM2016YMdccYMlckd_lckl 5.7 11
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36 tMrecyclableMbiotransformationMsystemMforML_e_aminobutyricMacidMproductionMbasedMonMimmobilizedM
enzymeMtechnologyaMBiotechnologyiLettersYM2016YMfkYMdef_l 3 10

35 vomparativeManalysisMofMrapamycinMbiosynthesisMclustersMbetweenMtctinoplanesMspaMNlce_dclMandM
StreptomycesMhygroscopicusMtTvvelehfaMChineseiJournaliofiNaturaliMedicinesYM2015YMdfYMlc_k 2.8 10

34 TargeTronMTechnologyMtpplicableMinMSolventogenicMvlostridiamMRevisitingMdeMYearsTMtdvancesaM
BiotechnologyiJournalYM2020YMdhYMedlccekg 5.6 10

33 One_stepMpurificationMandMimmobilizationMofMhis_taggedMzL_j_tvtMacylaseaMEnzymeiandiMicrobiali
TechnologyYM2007YMgdYMgjg_gjl 3.8 9

32
xnzymaticMProductionMofMzlutathioneMbyMuifunctionalM˛‡_zlutamylcysteineMSynthetasebzlutathioneM
SynthetaseMvoupledMwithMγnMVitroMtcetateMKinase_uasedMtTPMzenerationaMAppliediBiochemistryiandi
BiotechnologyYM2016YMdkcYMdggi_dghh

3.2 8

31 vonstructionMofMrecombinantMxscherichiaMcoliMwddbpMSTOMandMitsMuseMinMenzymaticMpreparationMofM
j_aminocephalosporanicMacidMinMoneMpotaMJournaliofiBiotechnologyYM2007YMdelYMgcc_h 3.7 8

30 xngineeringMtheMoleaginousMyeastMYarrowiaMlipolyticaMforM˛†_farneseneMoverproductionaM
BiotechnologyiJournalYM2021YMdiYMeedccclj 5.6 8

29 xngineeredMRecombinantMProbioticMStrainsMγntegratedMwithMygMandMydkMyimbriaeMvlusterMzenesMinM
theMvhromosomeMandMTheirMtssessmentMofMγmmunogenicMxfficacyaMACSiSyntheticiBiologyYM2020YMlYMgde_gei5.7 7

28 vonstructionMofManMintegrativeMfood_gradeMexpressionMsystemMforMuacillusMsubtilisaMFoodiResearchi
InternationalYM2005YMfkYMehd_ehi 7 7

27 tMmodifiedMpvasbpTargetyMsystemMforMvRγSPR_vasl_assistedMgenomeMeditingMinMxscherichiaMcoliaMActai
BiochimicaiEtiBiophysicaiSinicaYM2021YMhfYMiec_iej 2.8 7

26 vharacterizationMofMplasmidMpXLdccMfromMtmycolatopsisMorientalisMβvvudcccjMandMconstructionMofM
aMshuttleMvectoraMJournaliofiBasiciMicrobiologyYM2015YMhhYMegj_hg 2.7 5

25 tdvancesMandMPerspectivesMforMzenomeMxditingMToolsMofaMFrontiersiiniMicrobiologyYM2021YMdeYMihgchk 5.7 5

24
wownregulationMofMTjMRNtMpolymeraseMtranscriptionMenhancesMpxT_basedMrecombinantMproteinM
productionMinMxscherichiaMcoliMuLedMUwxfVMbyMsuppressingMautolysisaMBiotechnologyiandi
BioengineeringYM2021YMddkYMdhf_dif

4.9 5

23 asMaMpxT_vompatibleMxxpressionMβostMvomplementaryMtoaMFrontiersiiniMicrobiologyYM2021YMdeYMiejdkd 5.7 5

22 MetabolicMxngineeringMandMtdaptiveMxvolutionMofMToMγncreaseMSolventMProductionMfromMvornMStoverM
βydrolysateaMJournaliofiAgriculturaliandiFoodiChemistryYM2020YMikYMjldi_jleh 5.7 4

21
yoldingMofMtheMStRSMcoronavirusMspikeMglycoproteinMimmunologicalMfragmentMUStRS_SdbVmM
thermodynamicMandMkineticMinvestigationMcorrelatingMwithMthree_dimensionalMstructuralMmodelingaM
BiochemistryYM2005YMggYMdghf_if

3.2 4

20 TheMcellMlineMontology_basedMrepresentationYMintegrationMandManalysisMofMcellMlinesMusedMinMvhinaaM
BMCiBioinformaticsYM2019YMecYMdjl 3.6 3

19 wisruptionMofMstctMblocksMsterigmatocystinMbiosynthesisMandMimprovesMechinocandinMuMproductionMinM
tspergillusMdelacroxiiaMWorldiJournaliofiMicrobiologyiandiBiotechnologyYM2019YMfhYMdcl 4.4 3

(2019-2016)
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18 StrategiesMforMoptimizingMacetyl_votMformationMfromMglucoseMinMbacteriaaMTrendsiiniBiotechnologyYM
2021YM 15.1 3

17 Tailor_madeMbiocatalystsMenzymesMforMtheMfineMchemicalMindustryMinMvhinaaMBiotechnologyiJournalYM
2016YMddYMdded_f 5.6 3

16 ReducingMglucoamylaseMusageMforMcommercial_scaleMethanolMproductionMfromMstarchMusingM
glucoamylaseMexpressingMSaccharomycesMcerevisiaeaMBioresourcesiandiBioprocessingYM2021YMkYM 5.2 3

15 VibrioMnatriegensMasMaMhostMforMrapidMbiotechnologyaMTrendsiiniBiotechnologyYM2021YM 15.1 2

14 OptimizationMofMn_butanolMsynthesisMinMLactobacillusMbrevisMviaMtheMfunctionalMexpressionMofMthlYMhbdYM
crtMandMteraMJournaliofiIndustrialiMicrobiologyiandiBiotechnologyYM2020YMgjYMdcll_ddck 4.2 2

13 ProgrammingMvellsMbyMMulticopyMvhromosomalMγntegrationMUsingMvRγSPR_tssociatedMTransposasesaM
CRISPRiJournalYM2021YMgYMfhc_fhl 2.5 2

12 OrthogonalMvRγSPR_associatedMtransposasesMforMparallelMandMmultiplexedMchromosomalMintegrationaM
NucleiciAcidsiResearchYM2021YMglYMdcdle_dcece 20.1 2

11 uiochemicalMengineeringMinMvhinaaMReviewsiiniChemicaliEngineeringYM2019YMfhYMlel_llf 5 1

10 tMnovelMtransposableMMu_likeMprophageMinMuacillusMalcalophilusMvzMvvMdaficgMUtTvvMejigjVaM
VirologicaiSinicaYM2015YMfcYMif_h 6.4 1

9 StreptomycesMvirginiaeMPPwvMγsMaMNewMTypeMofMPhenylpyruvateMwecarboxylaseMvomposedMofMTwoM
SubunitsaMACSiChemicaliBiologyYM2017YMdeYMecck_ecdg 4.9 1

8 wisruptionMofMacetoacetateMdecarboxylaseMgeneMinMsolvent_producingMvlostridiumMacetobutylicumM
increasesMbutanolMratioaMJournaliofiBiotechnologyYM2008YMdfiYMSfi_Sfj 3.7 1

7
tMnovelMglobalMtranscriptionalMperturbationMtargetMidentifiedMbyMforwardMgeneticsMreprogramsMVibrioM
natriegensMforMimprovingMrecombinantMproteinMproductionaMActaiBiochimicaiEtiBiophysicaiSinicaYM
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