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Host&€“microbe interactions have shaped the genetic architecture of inflammatory bowel disease.
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Deep resequencing of GWAS loci identifies independent rare variants associated with inflammatory
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Mapping the human genetic architecture of COVID-19. Nature, 2021, 600, 472-477. 27.8 640

Genome-wide association identifies multiple ulcerative colitis susceptibility loci. Nature Genetics,
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DMBT1 Confers Mucosal Protection In Vivo and a Deletion Variant Is Associated With Crohna€™s Disease.

Gastroenterology, 2007, 133, 1499-15009.

Genome-wide analysis of 53,400 people with irritable bowel syndrome highlights shared genetic
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Increased intestinal permeability and NOD2 variants in familial and sporadic Crohn's disease.
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Systematic analysis of circadian genes using genome-wide cDNA microarrays in the inflammatory
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Gender-stratified analysis of DLG5 R30Q in 4707 patients with Crohn disease and 4973 controls from 12
Caucasian cohorts. Journal of Medical Genetics, 2007, 45, 36-42.

Sequential evaluation of thiopurine methKItransferase, inosine triphosphate pyrophosphatase, and
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