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41 ThePCycasPgenomePandPthePearlyPevolutionPofPseedPplantsiiPNaturerPlantsgP2022gP 11.5 5

40 ScreeningPandPidentificationPofPfemalehspecificPDNAPsequencesPinPoctaploidPsturgeonPusingP
comparativePgenomicsPwithPhighhthroughputPsequencingiPGenomicsgP2021gPmmogPpnoshpnpp 4.3 3
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transposonhmediatedPevolutionPandPspecificPparasiticPadaptionPinPtropicalPregionsiPPLoSrNeglectedr
TropicalrDiseasesgP2021gPmqgPelllusql

4.8 4

38 TranscriptomePAnalysisPofPGinkgoPbilobaPLiPLeavesPacrossPLatePDevelopmentalPStagesPBasedPonP
RNAhSeqPandPCohExpressionPNetworkiPForestsgP2021gPmngPomq 2.8 0

37 AfricanPlungfishPgenomePshedsPlightPonPthePvertebratePwaterhtohlandPtransitioniPCellgP2021gPmtpgPmornhmosriemt56.2 27

36 ThePnearlyPcompletePgenomePofPGinkgoPbilobaPilluminatesPgymnospermPevolutioniPNaturerPlantsgP
2021gPsgPspthsqr 11.5 11

35 APChromosomehlevelPAssemblyPofPAPWildPCastorPGenomePProvidesPNewPInsightsPintoPthePAdaptiveP
EvolutionPinPAPTropicalPDesertiPGenomics,rProteomicsrandrBioinformaticsgP2021gP 6.5 3

34 GenomePandPsinglehcellPRNAhsequencingPofPthePearthwormPEiseniaPandreiPidentifiesPcellularP
mechanismsPunderlyingPregenerationiPNaturerCommunicationsgP2020gPmmgPnrqr 17.4 16

33 FromPasymmetricalPtoPbalancedPgenomicPdiversificationPduringPrediploidizationvPSubgenomicP
evolutionPinPallotetraploidPfishiPSciencerAdvancesgP2020gPrgPeaazsrss 14.3 21

32 ComparisonPofPLongPNonhCodingPRNAPExpressionPProfilesPofPCattlePandPBuffaloPDifferingPinPMuscleP
CharacteristicsiPFrontiersrinrGeneticsgP2020gPmmgPut 4.5 7

31 APgenomehwidePsurveyPofPcopyPnumberPvariationsPrevealsPanPasymmetricPevolutionPofPduplicatedP
genesPinPriceiPBMCrBiologygP2020gPmtgPso 7.3 2

30 UnderstandingPdivergentPdomesticationPtraitsPfromPthePwholehgenomePsequencingPofPswamphPandP
riverhbuffaloPpopulationsiPNationalrSciencerReviewgP2020gPsgPrtrhslm 10.8 23

29 FastPandPaccuratePlonghreadPassemblyPwithPwtdbgniPNaturerMethodsgP2020gPmsgPmqqhmqt 21.6 374

28 PopulationPsequencingPenhancesPunderstandingPofPteaPplantPevolutioniPNaturerCommunicationsgP
2020gPmmgPppps 17.4 40

27 APchromosomehscalePgenomePassemblyPofPcucumberPcCucumisPsativusPLidiPGigaSciencegP2019gPtgP 7.6 68

26 StructuralPvariationPduringPdogPdomesticationvPinsightsPfromPgrayPwolfPandPdholePgenomesiPNationalr
SciencerReviewgP2019gPrgPmmlhmnn 10.8 19

25 AccuratePcircularPconsensusPlonghreadPsequencingPimprovesPvariantPdetectionPandPassemblyPofPaP
humanPgenomeiPNaturerBiotechnologygP2019gPosgPmmqqhmmrn 44.5 427
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24 SequencingPofPChinesePcastorPlinesPrevealsPgeneticPsignaturesPofPselectionPandPyieldhassociatedPlociiP
NaturerCommunicationsgP2019gPmlgPopmt 17.4 14

23 LRScafvPimprovingPdraftPgenomesPusingPlongPnoisyPreadsiPBMCrGenomicsgP2019gPnlgPuqq 4.5 17

22 GenomicPvariationPinPoglmlPdiversePaccessionsPofPAsianPcultivatedPriceiPNaturegP2018gPqqsgPpohpu 50.4 582

21 NovelPsequencesgPstructuralPvariationsPandPgenePpresencePvariationsPofPAsianPcultivatedPriceiP
ScientificrDatagP2018gPqgPmtllsu 8.2 10

20 GenomePanalysisPofPTaraxacumPkokhsaghyzPRodinPprovidesPnewPinsightsPintoPrubberPbiosynthesisiP
NationalrSciencerReviewgP2018gPqgPsthts 10.8 47

19 novoBreakvPlocalPassemblyPforPbreakpointPdetectionPinPcancerPgenomesiPNaturerMethodsgP2017gPmpgPrqhrs21.6 67

18 pBACodevPaPrandomhbarcodehbasedPhighhthroughputPapproachPforPBACPpairedhendPsequencingPandP
physicalPclonePmappingiPNucleicrAcidsrResearchgP2017gPpqgPeqn 20.1 6

17 DBGnOLCvPEfficientPAssemblyPofPLargePGenomesPUsingPLongPErroneousPReadsPofPthePThirdP
GenerationPSequencingPTechnologiesiPScientificrReportsgP2016gPrgPomull 4.9 186

16 GenomicPanalysisPofPsnubhnosedPmonkeysPcRhinopithecusdPidentifiesPgenesPandPprocessesPrelatedPtoP
highhaltitudePadaptationiPNaturerGeneticsgP2016gPptgPupshqn 36.3 58

15 ThePevolutionPofPsmallPinsertionsPandPdeletionsPinPthePcodingPgenesPofPDrosophilaPmelanogasteriP
MolecularrBiologyrandrEvolutiongP2013gPolgPnruuhslt 8.3 6

14 ReferencehfreePcomparativePgenomicsPofPmspPchloroplastsiPPLoSrONEgP2012gPsgPeptuuq 3.7 4

13
RapidPgrowthPofPaPhepatocellularPcarcinomaPandPthePdrivingPmutationsPrevealedPbyPcellhpopulationP
geneticPanalysisPofPwholehgenomePdataiPProceedingsrofrtherNationalrAcademyrofrSciencesrofrther
UnitedrStatesrofrAmericagP2011gPmltgPmnlpnhs

11.5 110

12 ThePsequencePandPdePnovoPassemblyPofPthePgiantPpandaPgenomeiPNaturegP2010gPprogPommhs 50.4 864

11 DePnovoPassemblyPofPhumanPgenomesPwithPmassivelyPparallelPshortPreadPsequencingiPGenomer
ResearchgP2010gPnlgPnrqhsn 9.7 2084

10 ThePgenomePofPthePcucumbergPCucumisPsativusPLiPNaturerGeneticsgP2009gPpmgPmnsqhtm 36.3 1031

9 ThePSequencePAlignmentkMapPformatPandPSAMtoolsiPBioinformaticsgP2009gPnqgPnlsthu 7.2 30805

8 ThePdiploidPgenomePsequencePofPanPAsianPindividualiPNaturegP2008gPpqrgPrlhq 50.4 744

7 MappingPshortPDNAPsequencingPreadsPandPcallingPvariantsPusingPmappingPqualityPscoresiPGenomer
ResearchgP2008gPmtgPmtqmht 9.7 2002
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6 APgeneticPvariationPmapPforPchickenPwithPnitPmillionPsinglehnucleotidePpolymorphismsiPNaturegP2004gP
pongPsmshnn 50.4 341

5 PopulationPsequencingPenhancesPunderstandingPofPteaPplantPevolution 1

4 HighlyhaccuratePlonghreadPsequencingPimprovesPvariantPdetectionPandPassemblyPofPaPhumanPgenome 29

3 FastPandPaccuratePlonghreadPassemblyPwithPwtdbgn 64
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