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514 –echanismsKofKresistanceKinKmultipleXantibioticXresistantKvscherichiaKcoliKstrainsKofKhumanWKanimalWK
andKfoodKoriginsYKAntimicrobialdAgentsdanddChemotherapyWK2004WKeiWKdjjgXeaab 5.9 328
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complexesKinKaKbackgroundKofKhighKratesKofKrecombinationYKJournaldofdClinicaldMicrobiologyWK2006WK
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9.7 267

512 setaXlactamasesKinKampicillinXresistantKvscherichiaKcoliKisolatesKfromKfoodsWKhumansWKandKhealthyK
animalsYKAntimicrobialdAgentsdanddChemotherapyWK2002WKegWKdbfgXgd 5.9 220
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508 yighKtoleranceKofKwildK’actobacillusKplantarumKandK enococcusKoeniKstrainsKtoKlyophilisationKandK
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507
tharacterizationKofKtíXX–KandKéyVKextendedXspectrumKbetaXlactamasesKandKassociatedKresistanceK
genesKinKvscherichiaKcoliKstrainsKofKfoodKsamplesKinKíunisiaYKJournaldofdAntimicrobialdChemotherapyWK
2007WKgaWKbbdhXeb

5.1 146

506 uetectionKofKt–YXcWKtíXX–XbeWKandKéyVXbcKbetaXlactamasesKinKvscherichiaKcoliKfecalXsampleKisolatesK
fromKhealthyKchickensYKAntimicrobialdAgentsdanddChemotherapyWK2003WKehWKcafgXi 5.9 146

505
uetectionKofKvscherichiaKcoliKharbouringKextendedXspectrumKbetaXlactamasesKofKtheKtíXX–WKív–K
andKéyVKclassesKinKfaecalKsamplesKofKwildKanimalsKinKPortugalYKJournaldofdAntimicrobiald
ChemotherapyWK2006WKfiWKbdbbXc

5.1 139

504 sriefKcommunicationkKtreatmentKofKvnterococcusKfaecalisKendocarditisKwithKampicillinKplusK
ceftriaxoneYKAnnalsdofdInternaldMedicineWK2007WKbegWKfheXj 8 136

503 –echanismsKofKquinoloneKactionKandKresistancekKwhereKdoKweKstandpYKJournaldofdMedicald
MicrobiologyWK2017WKggWKffbXffj 3.2 136

502 xel{XXaKtoolKforKanalyzingKuNrKfingerprintKgelKimagesYKBMCdBioinformaticsWK2015WKbgWKcha 3.6 131

501 PotentialKimpactKofKantimicrobialKresistanceKinKwildlifeWKenvironmentKandKhumanKhealthYKFrontiersdind
MicrobiologyWK2014WKfWKcd 5.7 126

500 rntibioticKresistanceKinKvscherichiaKcoliKisolatesKobtainedKfromKanimalsWKfoodsKandKhumansKinKépainYK
InternationaldJournaldofdAntimicrobialdAgentsWK2001WKbiWKdfdXi 14.3 122

499 rnKoverviewKofKtheKmosaicKbacteriocinKplnKlociKfromK’actobacillusKplantarumYKPeptidesWK2009WKdaWKbfgcXhe3.8 118
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uetectionWKmolecularKcharacterizationWKandKclonalKdiversityKofKmethicillinXresistantKétaphylococcusK
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DiseaseWK2010WKhWKbcgjXhh
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497 PrevalenceKofKextendedXspectrumKbetaXlactamaseXproducingKvscherichiaKcoliKisolatesKinKfaecalK
samplesKofKbroilersYKVeterinarydMicrobiologyWK2009WKbdiWKddjXee 3.3 109

496 –onitoringKandKcharacterizationKofKextendedXspectrumKbetaXlactamasesKinKvscherichiaKcoliKstrainsK
fromKhealthyKandKsickKanimalsKinKépainKinKcaadYKAntimicrobialdAgentsdanddChemotherapyWK2005WKejWKbcgcXe5.9 101

495 rssessmentKofKantibioticKsusceptibilityKwithinKlacticKacidKbacteriaKstrainsKisolatedKfromKwineYK
InternationaldJournaldofdFooddMicrobiologyWK2006WKbbbWKcdeXea 5.8 99

494 qnrWKaacSgRTXzbXcrKandKqeprKgenesKinKvscherichiaKcoliKandK}lebsiellaKsppYkKgeneticKenvironmentsKandK
plasmidKandKchromosomalKlocationYKJournaldofdAntimicrobialdChemotherapyWK2012WKghWKiigXjh 5.1 97

493 uetectionKofKmethicillinXresistantKétaphylococcusKaureusKéídjiKinKfoodKsamplesKofKanimalKoriginKinK
épainYKJournaldofdAntimicrobialdChemotherapyWK2009WKgeWKbdcfXg 5.1 94

492 PrevalenceKofKantimicrobialKresistanceKandKresistanceKgenesKinKfaecalKvscherichiaKcoliKisolatesK
recoveredKfromKhealthyKpetsYKVeterinarydMicrobiologyWK2008WKbchWKjhXbaf 3.3 93

491 tocultureXinducibleKbacteriocinKactivityKofK’actobacillusKplantarumKstrainK{cdKisolatedKfromKgrapeK
mustYKFooddMicrobiologyWK2007WKceWKeicXjb 6 91

490 –utationsKinKgyrrKandKpartKgenesKinKnalidixicKacidXresistantKvscherichiaKcoliKstrainsKfromKfoodK
productsWKhumansKandKanimalsYKJournaldofdAntimicrobialdChemotherapyWK2003WKfbWKbaabXf 5.1 89

489 VancomycinXresistantKenterococciKisolatedKfromKanimalsKandKfoodYKInternationaldJournaldofdFoodd
MicrobiologyWK2000WKfeWKbjhXcae 5.8 89

488
éeagullsKofKtheKserlengasKnaturalKreserveKofKPortugalKasKcarriersKofKfecalKvscherichiaKcoliKharboringK
tíXX–KandKív–KextendedXspectrumKbetaXlactamasesYKApplieddanddEnvironmentaldMicrobiologyWK2008
WKheWKhedjXeb

4.8 88

487
vfficacyKofKampicillinKplusKceftriaxoneKinKtreatmentKofKexperimentalKendocarditisKdueKtoK
vnterococcusKfaecalisKstrainsKhighlyKresistantKtoKaminoglycosidesYKAntimicrobialdAgentsdandd
ChemotherapyWK1999WKedWKgdjXeg

5.9 88

486 βildKboarsKasKreservoirsKofKextendedXspectrumKbetaXlactamaseKSvés’TKproducingKvscherichiaKcoliKofK
differentKphylogeneticKgroupsYKJournaldofdBasicdMicrobiologyWK2009WKejWKfieXi 2.7 86

485 vanrXmediatedKvancomycinXresistantKvnterococcusKsppYKinKsewageYKJournaldofdAntimicrobiald
ChemotherapyWK1994WKddWKffdXgb 5.1 85

484 tharacterizationKofKantibioticKresistanceKgenesKandKvirulenceKfactorsKinKfaecalKenterococciKofKwildK
animalsKinKPortugalYKZoonosesdanddPublicdHealthWK2005WKfcWKdjgXeac 76

483 rntibioticKresistanceKinKvscherichiaKcoliKinKhusbandryKanimalskKtheKrfricanKperspectiveYKLettersdind
ApplieddMicrobiologyWK2017WKgeWKdbiXdde 2.9 75

482
xeneticKenvironmentKandKlocationKofKtheKlnuSrTKandKlnuSsTKgenesKinKmethicillinXresistantK
étaphylococcusKaureusKandKotherKstaphylococciKofKanimalKandKhumanKoriginYKJournaldofdAntimicrobiald
ChemotherapyWK2012WKghWKciaeXi

5.1 75

481 –echanismsKofKantibioticKresistanceKinKvscherichiaKcoliKisolatesKrecoveredKfromKwildKanimalsYK
MicrobialdDrugdResistanceWK2008WKbeWKhbXh 2.9 75

480
uetectionKofKextendedXspectrumKbetaXlactamaseKSvés’TXproducingKvnterobacteriaceaeKinK
vegetablesWKsoilKandKwaterKofKtheKfarmKenvironmentKinKíunisiaYKInternationaldJournaldofdFoodd
MicrobiologyWK2015WKcadWKigXjc
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479
étaphylococcusKaureusKnasalKcarriageWKvirulenceKtraitsWKantibioticKresistanceKmechanismsWKandK
geneticKlineagesKinKhealthyKhumansKinKépainWKwithKdetectionKofKttdjiKandKttjhKstrainsYK
InternationaldJournaldofdMedicaldMicrobiologyWK2011WKdabWKfaaXf

3.7 74

478 themicalKcompositionWKantioxidantKandKantimicrobialKactivityKofKphenolicKcompoundsKextractedK
fromKwineKindustryKbyXproductsYKFooddControlWK2018WKjcWKfbgXfcc 6.2 74

477 PrevalenceKandKdiversityKofKintegronsKandKassociatedKresistanceKgenesKinKfaecalKvscherichiaKcoliK
isolatesKofKhealthyKhumansKinKépainYKJournaldofdAntimicrobialdChemotherapyWK2008WKgcWKjdeXh 5.1 73

476 rntimicrobialKactivityKofKnisinKagainstK enococcusKoeniKandKotherKwineKbacteriaYKInternationald
JournaldofdFooddMicrobiologyWK2007WKbbgWKdcXg 5.8 73

475 uetectionKofKtíXX–XbKandKív–XfcKbetaXlactamasesKinKvscherichiaKcoliKstrainsKfromKhealthyKpetsKinK
PortugalYKJournaldofdAntimicrobialdChemotherapyWK2004WKfeWKjgaXb 5.1 73

474 vvidenceKforKyumanKrdaptationKandKwoodborneKíransmissionKofK’ivestockXrssociatedK
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473
βildKbirdsKasKbiologicalKindicatorsKofKenvironmentalKpollutionkKantimicrobialKresistanceKpatternsKofK
vscherichiaKcoliKandKenterococciKisolatedKfromKcommonKbuzzardsKSsuteoKbuteoTYKJournaldofdMedicald
MicrobiologyWK2012WKgbWKidhXied

3.2 72

472
PrevalenceKandKcharacterisationKofKextendedXspectrumKbetaXlactamaseKSvés’TXproducingK
vscherichiaKcoliKisolatesKinKhealthyKvolunteersKinKíunisiaYKEuropeandJournaldofdClinicaldMicrobiologyd
anddInfectiousdDiseasesWK2012WKdbWKbfbbXg

5.3 71

471 uetectionKofKmethicillinXresistantKétaphylococcusKaureusKS–ãérTKcarryingKtheKmectKgeneKinKwildK
smallKmammalsKinKépainYKJournaldofdAntimicrobialdChemotherapyWK2014WKgjWKcagbXe 5.1 68

470 sacteriocinKproductionKbyKlacticKacidKbacteriaKisolatedKfromKãiojaKredKwinesYKJournaldofdAppliedd
MicrobiologyWK2000WKiiWKeeXfb 4.7 68

469
íheKenterococcalKrstKtransporterKgeneKlsaSvTKconfersKcombinedKresistanceKtoKlincosamidesWK
pleuromutilinsKandKstreptograminKrKantibioticsKinKmethicillinXsusceptibleKandKmethicillinXresistantK
étaphylococcusKaureusYKJournaldofdAntimicrobialdChemotherapyWK2013WKgiWKehdXf

5.1 67

468 rntimicrobialKresistanceKandKtheKmechanismsKimplicatedKinKfaecalKenterococciKfromKhealthyK
humansWKpoultryKandKpetsKinKPortugalYKInternationaldJournaldofdAntimicrobialdAgentsWK2006WKchWKbdbXh 14.3 67

467 PrevalenceKandKdiversityKofKintegronsKandKassociatedKresistanceKgenesKinKvscherichiaKcoliKisolatesK
fromKpoultryKmeatKinKíunisiaYKFoodbornedPathogensdanddDiseaseWK2009WKgWKbaghXhd 3.8 66

466 rntimicrobialKresistanceKinKrecentKfecalKenterococciKfromKhealthyKvolunteersKandKfoodKhandlersKinK
épainkKgenesKandKphenotypesYKMicrobialdDrugdResistanceWK2003WKjWKehXga 2.9 66

465
NovelKermSíTXcarryingKmultiresistanceKplasmidsKfromKporcineKandKhumanKisolatesKofK
methicillinXresistantKétaphylococcusKaureusKéídjiKthatKalsoKharborKcadmiumKandKcopperKresistanceK
determinantsYKAntimicrobialdAgentsdanddChemotherapyWK2013WKfhWKdchfXic

5.9 65

464 zntestinalKcolonizationKbyKvanrXKorKvanscXcontainingKenterococcalKisolatesKofKhealthyKanimalsKinK
épainYKMicrobialdDrugdResistanceWK2003WKjKéupplKbWKéehXfc 2.9 65

463 βildKsirdsWKwrequentKtarriersKofKvxtendedXépectrumK˛†X’actamaseKSvés’TKProducingKvscherichiaKcoliK
ofKtíXX–KandKéyVXbcKíypesYKMicrobialdEcologyWK2016WKhcWKigbXigj 4.4 64

462 uetectionKandKcharacterizationKofKextendedXspectrumKbetaXlactamasesKinKéalmonellaKentericaK
strainsKofKhealthyKfoodKanimalsKinKépainYKJournaldofdAntimicrobialdChemotherapyWK2006WKfiWKieeXh 5.1 64
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461 sacteriocinKproductionKinKvancomycinXresistantKandKvancomycinXsusceptibleKvnterococcusKisolatesK
ofKdifferentKoriginsYKAntimicrobialdAgentsdanddChemotherapyWK2001WKefWKjafXbc 5.9 64

460 PrevalenceWKantibioticKresistanceWKvirulenceKtraitsKandKgeneticKlineagesKofKétaphylococcusKaureusKinK
healthyKsheepKinKíunisiaYKVeterinarydMicrobiologyWK2012WKbfgWKdghXhd 3.3 63

459 PrevalenceKandKdiversityKofKextendedXspectrumKbetaXlactamasesKinKfaecalKvscherichiaKcoliKisolatesK
fromKhealthyKhumansKinKépainYKClinicaldMicrobiologydanddInfectionWK2009WKbfWKjfeXh 9.5 63

458 PhenotypicKandKgenotypicKcharacterizationKofKantimicrobialKresistanceKinKfaecalKenterococciKfromK
wildKboarsKSéusKscrofaTYKVeterinarydMicrobiologyWK2007WKbcfWKdgiXhe 3.3 63

457
vffectKofKtheKeffluxKpumpKinhibitorKPheXrrgXbetaXnaphthylamideKonKtheK–ztKvaluesKofKtheK
quinolonesWKtetracyclineKandKchloramphenicolWKinKvscherichiaKcoliKisolatesKofKdifferentKoriginYKJournald
ofdAntimicrobialdChemotherapyWK2004WKfdWKfeeXf

5.1 61

456
yighKdiversityKofKétaphylococcusKaureusKandKétaphylococcusKpseudintermediusKlineagesKandK
toxigenicKtraitsKinKhealthyKpetXowningKhouseholdKmembersYKónderestimatingKnormalKhouseholdK
contactpYKComparativedImmunologyqdMicrobiologydanddInfectiousdDiseasesWK2013WKdgWKidXje

2.6 60

455 étaphylococcusKpseudintermediusKcanKbeKmisdiagnosedKasKétaphylococcusKaureusKinKhumansKwithK
dogKbiteKwoundsYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK2015WKdeWKidjXee 5.3 60

454
yighKprevalenceKofKspaKtypesKassociatedKwithKtheKclonalKlineageKttdjiKamongKtetracyclineXresistantK
methicillinXresistantKétaphylococcusKaureusKstrainsKinKaKépanishKhospitalYKJournaldofdAntimicrobiald
ChemotherapyWK2012WKghWKddaXe

5.1 60

453 rntimicrobialKãesistanceKinKsppYKofKanimalKoriginYKMicrobiologydSpectrumWK2018WKgWK 8.9 57

452 –olecularKcharacterizationKofKantimicrobialKresistanceKinKenterococciKandKvscherichiaKcoliKisolatesK
fromKvuropeanKwildKrabbitKS ryctolagusKcuniculusTYKSciencedofdthedTotaldEnvironmentWK2010WKeaiWKeihbXg 10.2 57

451
uetectionKofKvanrKandKvanscXcontainingKenterococciKfromKfoodKsamplesKinKépainWKincludingK
vnterococcusKfaeciumKstrainsKofKttbhKandKtheKnewKsingletonKéíecfYKInternationaldJournaldofdFoodd
MicrobiologyWK2009WKbddWKbhcXi

5.8 56

450 znKvitroKactivitiesKofKketolideKy–ãdgehWKmacrolidesWKandKotherKantibioticsKagainstK’actobacillusWK
’euconostocWKandKPediococcusKisolatesYKAntimicrobialdAgentsdanddChemotherapyWK1999WKedWKdadjXeb 5.9 55

449 –olecularKcharacterizationKandKclonalKdiversityKofKmethicillinXsusceptibleKétaphylococcusKaureusKinK
milkKofKcowsKwithKmastitisKinKsrazilYKJournaldofdDairydScienceWK2013WKjgWKgifgXgigc 4 54

448
PrevalenceKofKbroadXspectrumKcephalosporinXresistantKvscherichiaKcoliKisolatesKinKfoodKsamplesKinK
íunisiaWKandKcharacterizationKofKintegronsKandKantimicrobialKresistanceKmechanismsKimplicatedYK
InternationaldJournaldofdFooddMicrobiologyWK2010WKbdhWKcibXg

5.8 54

447 vffectsKofKmediumKandKinoculumKvariationsKonKscreeningKforKhighXlevelKaminoglycosideKresistanceKinK
vnterococcusKfaecalisYKJournaldofdClinicaldMicrobiologyWK1988WKcgWKcfaXg 9.7 54

446 étaphylococcusKpseudintermediusKyumanKznfectionKtasesKinKépainkKuogXtoXyumanKíransmissionYK
VectorrBornedanddZoonoticdDiseasesWK2017WKbhWKcgiXcha 2.4 53

445 tharacteristicsKofKextendedXspectrumK˛†XlactamaseKSvés’TXKandKprmptKbetaXlactamaseXproducingK
vnterobacteriaceaeKofKwaterKsamplesKinKíunisiaYKSciencedofdthedTotaldEnvironmentWK2016WKffaWKbbadXbbaj 10.2 53

444 znczbKplasmidsKcarryingKblaStíXX–XbTKorKblaSt–YXcTKgenesKinKvscherichiaKcoliKfromKhealthyKhumansK
andKanimalsKinKíunisiaYKMicrobialdDrugdResistanceWK2014WKcaWKejfXfaa 2.9 53
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443 tlassKbKintegronsKlackingKqacvueltabKandKsulbKgenesKinKvscherichiaKcoliKisolatesKofKfoodWKanimalKandK
humanKoriginsYKVeterinarydMicrobiologyWK2010WKbeeWKejdXh 3.3 53

442 étaphylococcusKaureusKinKrnimalsKandKwoodkK–ethicillinKãesistanceWKPrevalenceKandKPopulationK
étructureYKrKãeviewKinKtheKrfricanKtontinentYKMicroorganismsWK2016WKeWK 4.9 53

441 uisseminationKofKantibioticKresistantKvnterococcusKsppYKandKvscherichiaKcoliKfromKwildKbirdsKofK
rzoresKrrchipelagoYKAnaerobeWK2013WKceWKcfXdb 2.8 51

440
PrevalenceKandKcharacterizationKofKextendedXspectrumKbetaXlactamaseKSvés’TXKandK
t–YXcXproducingKvscherichiaKcoliKisolatesKfromKhealthyKfoodXproducingKanimalsKinKíunisiaYK
FoodbornedPathogensdanddDiseaseWK2012WKjWKbbdhXec

3.8 51

439 íheKpreparationKofKhighlyKactiveKantimicrobialKsilverKnanoparticlesKbyKanKorganometallicKapproachYK
NanotechnologyWK2008WKbjWKbifgac 3.4 51

438 zsolationKofKanKéyVXbcKbetaXlactamaseXproducingKvscherichiaKcoliKstrainKfromKaKdogKwithKrecurrentK
urinaryKtractKinfectionsYKAntimicrobialdAgentsdanddChemotherapyWK2000WKeeWKdeidXe 5.9 50

437 uetectionKofK–ãérKéídagbXtiedXmectKandKéídjiXtabbXmecrKinKwhiteKstorkKnestlingsKexposedKtoK
humanKresiduesYKJournaldofdAntimicrobialdChemotherapyWK2016WKhbWKfdXh 5.1 49

436
xeneticKdetectionKofKextendedXspectrumKbetaXlactamaseXcontainingKvscherichiaKcoliKisolatesKfromK
birdsKofKpreyKfromKéerraKdaKvstrelaKNaturalKãeserveKinKPortugalYKApplieddanddEnvironmentald
MicrobiologyWK2010WKhgWKebbiXca

4.8 49

435
xeneticKcharacterisationKofKtíXX–XbfXproducingK}lebsiellaKpneumoniaeKandKvscherichiaKcoliKstrainsK
isolatedKfromKstemKcellKtransplantKpatientsKinKíunisiaYKInternationaldJournaldofdAntimicrobialdAgentsWK
2008WKdcWKdaiXbe

14.3 49

434 étudyKofKfaecalKcolonizationKbyKvanrXcontainingKvnterococcusKstrainsKinKhealthyKhumansWKpetsWK
poultryKandKwildKanimalsKinKPortugalYKJournaldofdAntimicrobialdChemotherapyWK2005WKffWKchiXia 5.1 49

433 tommensalKgutKbacteriakKdistributionKofKvnterococcusKspeciesKandKprevalenceKofKvscherichiaKcoliK
phylogeneticKgroupsKinKanimalsKandKhumansKinKPortugalYKAnnalsdofdMicrobiologyWK2012WKgcWKeejXefj 3.2 48

432 VancomycinXresistantKenterococciKfromKPortugueseKwastewaterKtreatmentKplantsYKJournaldofdBasicd
MicrobiologyWK2010WKfaWKgafXj 2.7 48

431 yighXcontentKaminoglycosideKdisksKforKdeterminingKaminoglycosideXpenicillinKsynergyKagainstK
vnterococcusKfaecalisYKJournaldofdClinicaldMicrobiologyWK1988WKcgWKcfhXga 9.7 48

430 vscherichiaKcoliKofKpoultryKfoodKoriginKasKreservoirKofKsulphonamideKresistanceKgenesKandKintegronsYK
InternationaldJournaldofdFooddMicrobiologyWK2011WKbeeWKejhXfac 5.8 47

429 xeneticKenvironmentKofKsulKgenesKandKcharacterisationKofKintegronsKinKvscherichiaKcoliKisolatesKofK
bloodKoriginKinKaKépanishKhospitalYKInternationaldJournaldofdAntimicrobialdAgentsWK2010WKdfWKejcXg 14.3 47

428
tharacterizationKofKvés’sKandKassociatedKquinoloneKresistanceKinKvscherichiaKcoliKandK}lebsiellaK
pneumoniaeKisolatesKfromKanKurbanKwastewaterKtreatmentKplantKinKrlgeriaYKMicrobialdDrugd
ResistanceWK2014WKcaWKdaXi

2.9 46

427 uetectionKandKcharacterizationKofKmethicillinXresistantKétaphylococcusKpseudintermediusKinKhealthyK
dogsKinK’aKãiojaWKépainYKComparativedImmunologyqdMicrobiologydanddInfectiousdDiseasesWK2011WKdeWKeehXfd 2.6 46

426 rntibioticKresistanceWKvirulenceKdeterminantsKandKproductionKofKbiogenicKaminesKamongK
enterococciKfromKovineWKfelineWKcanineWKporcineKandKhumanKmilkYKBMCdMicrobiologyWK2013WKbdWKcii 4.5 45
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425 tomparativeKstudyKofKtheKplnKlocusKofKtheKquorumXsensingKregulatedKbacteriocinXproducingK’YK
plantarumK{fbKstrainYKInternationaldJournaldofdFooddMicrobiologyWK2008WKbciWKdjaXe 5.8 45

424 ãapidKidentificationKofKvnterococcusKhiraeKandKvnterococcusKduransKbyKPtãKandKdetectionKofKaK
homologueKofKtheKvYKhiraeKmurXcKxeneKinKvYKduransYKJournaldofdClinicaldMicrobiologyWK2006WKeeWKbfghXha 9.7 44

423 épeciesKdistributionWKantibioticKresistanceKandKvirulenceKtraitsKinKenterococciKfromKmeatKinKíunisiaYK
MeatdScienceWK2013WKjdWKghfXia 6.4 43

422 uetectionKofKantimicrobialKactivitiesKandKbacteriocinKstructuralKgenesKinKfaecalKenterococciKofKwildK
animalsYKMicrobiologicaldResearchWK2007WKbgcWKcfhXgd 5.3 43

421
zdentificationKofKnovelKvgaSrTXcarryingKplasmidsKandKaKínfeagXlikeKtransposonKinKmeticillinXresistantK
étaphylococcusKaureusKandKétaphylococcusKepidermidisKofKhumanKandKanimalKoriginYKInternationald
JournaldofdAntimicrobialdAgentsWK2012WKeaWKdagXbc

14.3 42

420 rntimicrobialKactivityKofKpediocinKPrXbKagainstK enococcusKoeniKandKotherKwineKbacteriaYKFoodd
MicrobiologyWK2012WKdbWKbghXhc 6 42

419 –echanismsKofKresistanceKtoKexpandedXspectrumKcephalosporinsKinKvscherichiaKcoliKisolatesK
recoveredKinKaKépanishKhospitalYKJournaldofdAntimicrobialdChemotherapyWK2005WKfgWKbbahXba 5.1 42

418 xenomicKandKwunctionalKrnalysisKofKvmergingKVirulentKandK–ultidrugXãesistantK’ineageKéequenceK
íypeKgeiYKAntimicrobialdAgentsdanddChemotherapyWK2019WKgdWK 5.9 41

417 uiversityKofKgeneticKlineagesKamongKtíXX–XbfKandKtíXX–XbeKproducingKvscherichiaKcoliKstrainsKinKaK
íunisianKhospitalYKCurrentdMicrobiologyWK2011WKgcWKbhjeXiab 2.4 41

416 rntimicrobialKresistanceKandKphylogeneticKgroupsKinKisolatesKofKvscherichiaKcoliKfromKseagullsKatKtheK
serlengasKnatureKreserveYKVeterinarydRecordWK2009WKbgfWKbdiXec 0.9 41

415
yighKprevalenceKofKerythromycinXresistantKandKclindamycinXsusceptibleKS–KphenotypeTKviridansK
groupKstreptococciKfromKpharyngealKsampleskKaKreservoirKofKmefKgenesKinKcommensalKbacteriaYK
JournaldofdAntimicrobialdChemotherapyWK2001WKeiWKfjcXe

5.1 41

414 yighKprevalenceKofKextendedXspectrumKandKplasmidicKrmptKbetaXlactamaseXproducingKvscherichiaK
coliKfromKpoultryKinKíunisiaYKInternationaldJournaldofdFooddMicrobiologyWK2016WKcdbWKgjXhf 5.8 41

413 rntimicrobialKresistanceKandKvirulenceKgenesKinKenterococciKfromKwildKgameKmeatKinKépainYKFoodd
MicrobiologyWK2016WKfdWKbfgXge 6 40

412
yighKdiversityKofKgeneticKlineagesKandKvirulenceKgenesKinKnasalKétaphylococcusKaureusKisolatesKfromK
donkeysKdestinedKtoKfoodKconsumptionKinKíunisiaKwithKpredominanceKofKtheKruminantKassociatedK
ttbddKlineageYKBMCdVeterinarydResearchWK2012WKiWKcad

2.7 40

411 vmpyemaKcausedKbyK–ãérKéídjiKwithKatypicalKresistanceKprofileWKépainYKEmergingdInfectiousd
DiseasesWK2011WKbhWKbdiXea 10.2 40

410 rminoglycosideXmodifyingKenzymesKinKhighXlevelKstreptomycinKandKgentamicinKresistantK
vnterococcusKsppYKinKépainYKInternationaldJournaldofdAntimicrobialdAgentsWK2000WKbfWKccbXg 14.3 40

409 xeneticKdiversityKofKtheKplnKlocusKamongKoenologicalK’actobacillusKplantarumKstrainsYKInternationald
JournaldofdFooddMicrobiologyWK2009WKbdeWKbhgXid 5.8 39

408 vconomicKfeaturesKofKantibioticKresistancekKtheKcaseKofKmethicillinXresistantKétaphylococcusKaureusYK
PharmacoeconomicsWK2015WKddWKcifXdcf 4.4 38

(2015-2008)
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407 waecalKvscherichiaKcoliKisolatesKfromKhealthyKdogsKharbourKtíXX–XbfKandKt–YXcK˛†XlactamasesYK
VeterinarydJournalWK2015WKcadWKdbfXj 2.5 38

406 éalmonellaKspYKinKgameKSéusKscrofaKandK ryctolagusKcuniculusTYKFoodbornedPathogensdanddDiseaseWK
2011WKiWKhdjXea 3.8 38

405 vvidenceKofKmixedKwildKpopulationsKofK enococcusKoeniKstrainsKduringKwineKspontaneousKmalolacticK
fermentationsYKEuropeandFooddResearchdanddTechnologyWK2007WKccgWKcbfXccd 3.4 38

404
tharacterizationKofKaKnewKorganizationKofKtheKplantaricinKlocusKinKtheKinducibleK
bacteriocinXproducingK’actobacillusKplantarumK{cdKofKgrapeKmustKoriginYKArchivesdofdMicrobiologyWK
2008WKbijWKejbXj

3 38

403
tharacterizationKofKtetracyclineKandKmethicillinKresistantKétaphylococcusKaureusKstrainsKinKaKépanishK
hospitalkKisKlivestockXcontactKaKriskKfactorKinKinfectionsKcausedKbyK–ãérKttdjipYKInternationald
JournaldofdMedicaldMicrobiologyWK2014WKdaeWKbccgXdc

3.7 37

402 –ethicillinXresistantKétaphylococcusKaureusKofKlineageKéídjiKasKcauseKofKmastitisKinKcowsYKLettersdind
ApplieddMicrobiologyWK2014WKfjWKggfXj 2.9 37

401  ccurrenceKandKcharacterizationKofKstxKandZorKeaeXpositiveKvscherichiaKcoliKisolatedKfromKwildlifeWK
includingKaKtypicalKvPvtKstrainKfromKaKwildKboarYKVeterinarydMicrobiologyWK2017WKcahWKgjXhd 3.3 36

400
vxpansionKofKaKplasmidKclassificationKsystemKforKxramXpositiveKbacteriaKandKdeterminationKofKtheK
diversityKofKplasmidsKinKétaphylococcusKaureusKstrainsKofKhumanWKanimalWKandKfoodKoriginsYKAppliedd
anddEnvironmentaldMicrobiologyWK2012WKhiWKfjeiXff

4.8 36

399 ãesistanceKmechanismsKandKfarmXlevelKdistributionKofKfecalKvscherichiaKcoliKisolatesKresistantKtoK
extendedXspectrumKcephalosporinsKinKpigsKinKépainYKResearchdindVeterinarydScienceWK2010WKiiWKidXh 2.5 36

398
PrevalenceWKantimicrobialKresistanceKandKgeneticKlineagesKofKvnterococcusKsppYKfromKvegetableK
foodWKsoilKandKirrigationKwaterKinKfarmKenvironmentsKinKíunisiaYKJournaldofdthedSciencedofdFooddandd
AgricultureWK2016WKjgWKbgchXdd

4.3 36

397 rntimicrobialKresistanceKdeterminantsKinKétaphylococcusKsppYKrecoveredKfromKbirdsKofKpreyKinK
PortugalYKVeterinarydMicrobiologyWK2014WKbhbWKedgXea 3.3 35

396
NasalKcarriageKofKétaphylococcusKaureusKinKhealthyKhumansKwithKdifferentKlevelsKofKcontactKwithK
animalsKinKíunisiakKgeneticKlineagesWKmethicillinKresistanceWKandKvirulenceKfactorsYKEuropeandJournald
ofdClinicaldMicrobiologydanddInfectiousdDiseasesWK2011WKdaWKejjXfai

5.3 35

395
xeneticKdetectionKofKextendedXspectrumKbetaXlactamaseXcontainingKvscherichiaKcoliKisolatesKandK
vancomycinXresistantKenterococciKinKfecalKsamplesKofKhealthyKchildrenYKMicrobialdDrugdResistanceWK
2009WKbfWKcbbXg

2.9 35

394
setaXlactamaseKcharacterizationKinKvscherichiaKcoliKisolatesKwithKdiminishedKsusceptibilityKorK
resistanceKtoKextendedXspectrumKcephalosporinsKrecoveredKfromKsickKanimalsKinKépainYKMicrobiald
DrugdResistanceWK2003WKjWKcabXj

2.9 35

393 wromKvanrKvnterococcusKhiraeKtoKvanrKvnterococcusKfaeciumkKaKstudyKofKfeedKsupplementationK
withKavoparcinKandKtylosinKinKyoungKchickensYKAntimicrobialdAgentsdanddChemotherapyWK1999WKedWKbbdhXed 5.9 35

392
yighKprevalenceKofKmethicillinXresistantKétaphylococcusKaureusKS–ãérTKcarryingKtheKmectKgeneKinKaK
semiXextensiveKredKdeerKStervusKelaphusKhispanicusTKfarmKinKéouthernKépainYKVeterinaryd
MicrobiologyWK2015WKbhhWKdcgXdb

3.3 34

391
rntimicrobialKresistanceKinKfaecalKvscherichiaKcoliKisolatesKfromKfarmedKredKdeerKandKwildKsmallK
mammalsYKuetectionKofKaKmultiresistantKvYKcoliKproducingKextendedXspectrumKbetaXlactamaseYK
ComparativedImmunologyqdMicrobiologydanddInfectiousdDiseasesWK2016WKefWKdeXj

2.6 34

390
tarbapenemXresistantKPseudomonasKaeruginosaKstrainsKfromKaKépanishKhospitalkKcharacterizationKofK
metalloXbetaXlactamasesWKporinK pruKandKintegronsYKInternationaldJournaldofdMedicaldMicrobiologyWK
2014WKdaeWKeafXbe

3.7 34

Carmen Torres
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389 wirstKdetectionKofKtíXX–XbWKt–YXcWKandKßnrsbjKresistanceKmechanismsKinKfecalKvscherichiaKcoliK
isolatesKfromKhealthyKpetsKinKíunisiaYKVectorrBornedanddZoonoticdDiseasesWK2013WKbdWKjiXbac 2.4 34

388
zdentificationKofKtheKnovelKspectinomycinKresistanceKgeneKspwKinKmethicillinXresistantKandK
methicillinXsusceptibleKétaphylococcusKaureusKofKhumanKandKanimalKoriginYKJournaldofdAntimicrobiald
ChemotherapyWK2013WKgiWKbghjXia

5.1 34

387
znKvivoKselectionKofKaacSgRTXzbXcrKandKmutationsKinKtheKgyrrKgeneKinKaKclinicalKqnrébXpositiveK
éalmonellaKentericaKserovarKíyphimuriumKuíbaesKstrainKrecoveredKafterKfluoroquinoloneK
treatmentYKJournaldofdAntimicrobialdChemotherapyWK2010WKgfWKbjefXj

5.1 34

386
yighKprevalenceKofKerythromycinXresistantWKclindamycinZmiocamycinXsusceptibleKS–KphenotypeTK
étreptococcusKpyogeneskKresultsKofKaKépanishKmulticentreKstudyKinKbjjiYKépanishKxroupKforKtheK
étudyKofKznfectionKinKtheKPrimaryKyealthKtareKéettingYKJournaldofdAntimicrobialdChemotherapyWK2000WK
efWKgafXj

5.1 34

385
yighKprevalenceKofKmcrXbKencodingKcolistinKresistanceKandKfirstKidentificationKofKblaKinK
vés’Zt–YXcXproducingKvscherichiaKcoliKisolatedKfromKchickenKfaecesKandKretailKmeatKinKíunisiaYK
InternationaldJournaldofdFooddMicrobiologyWK2020WKdbiWKbaiehi

5.8 34

384 tharacterizationKofKétaphylococcusKaureusKfromKãawK–eatKéamplesKinKíunisiakKuetectionKofKtlonalK
’ineageKéídjiKfromKtheKrfricanKtontinentYKFoodbornedPathogensdanddDiseaseWK2015WKbcWKgigXjc 3.8 33

383
–olecularKcharacterizationKofKvancomycinXresistantKenterococciKandKextendedXspectrumK
˛†XlactamaseXcontainingKvscherichiaKcoliKisolatesKinKwildKbirdsKfromKtheKrzoresKrrchipelagoYKAviand
PathologyWK2011WKeaWKehdXj

2.4 33

382
uetectionKofKvscherichiaKcoliKharbouringKextendedXspectrumK{beta}XlactamasesKofKtheKtíXX–K
classesKinKfaecalKsamplesKofKcommonKbuzzardsKSsuteoKbuteoTYKJournaldofdAntimicrobiald
ChemotherapyWK2010WKgfWKbhbXd

5.1 33

381 zdentificationKofK’ukPßWKaKnovelWKequidXadaptedKleukocidinKofKétaphylococcusKaureusYKScientificd
ReportsWK2017WKhWKeagga 4.9 32

380 –olecularKcharacterizationKofKétaphylococcusKaureusKfromKnasalKsamplesKofKhealthyKfarmKanimalsK
andKpetsKinKíunisiaYKVectorrBornedanddZoonoticdDiseasesWK2015WKbfWKbajXbf 2.4 32

379
–olecularKcharacterizationKofKantibioticKresistanceKinKenterococciKrecoveredKfromKseagullsKS’arusK
cachinnansTKrepresentingKanKenvironmentalKhealthKproblemYKJournaldofdEnvironmentaldMonitoringWK
2011WKbdWKccchXdd

32

378
NosocomialKoutbreakKofKmethicillinXKandKlinezolidXresistantKétaphylococcusKepidermidisKassociatedK
withKcatheterXrelatedKinfectionsKinKintensiveKcareKunitKpatientsYKInternationaldJournaldofdMedicald
MicrobiologyWK2011WKdabWKdfeXi

3.7 32

377 –’éíKandKaKgeneticKstudyKofKantibioticKresistanceKandKvirulenceKfactorsKinKvanrXcontainingK
vnterococcusKfromKbuzzardsKSsuteoKbuteoTYKLettersdindApplieddMicrobiologyWK2010WKfaWKfdhXeb 2.9 32

376 PrevalenceKofKcolonizationKbyKmethicillinXresistantKétaphylococcusKaureusKéídjiKinKpigsKandKpigK
farmKworkersKinKanKareaKofKtataloniaWKépainYKBMCdInfectiousdDiseasesWK2016WKbgWKhbg 4 31

375 rntimicrobialKresistanceKinKfaecalKenterococciKandKvscherichiaKcoliKisolatesKrecoveredKfromKzberianK
wolfYKLettersdindApplieddMicrobiologyWK2013WKfgWKcgiXhe 2.9 31

374 wirstKuescriptionKofK}PtXcXProducingKvscherichiaKcoliKandKéíbfK XrXeiXPositiveK}lebsiellaK
pneumoniaeKinKíunisiaYKMicrobialdDrugdResistanceWK2017WKcdWKdgfXdhf 2.9 31

373 thangeKofKintegronsKoverKtimeKinKvscherichiaKcoliKisolatesKrecoveredKfromKhealthyKpigsKandKchickensYK
VeterinarydMicrobiologyWK2013WKbgdWKbceXdc 3.3 31

372 ékinKlesionKcausedKbyKéídjiKandKéíbK–ãérWKépainYKEmergingdInfectiousdDiseasesWK2010WKbgWKbfhXj 10.2 31

(2010-2013)
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371
xeneticKtypificationKbyKpulsedXfieldKgelKelectrophoresisKSPwxvTKandKrandomlyKamplifiedKpolymorphicK
uNrKSãrPuTKofKwildK’actobacillusKplantarumKandK enococcusKoeniKwineKstrainsYKEuropeandFoodd
ResearchdanddTechnologyWK2008WKcchWKfehXfff

3.4 31

370 –echanismsKofKantibioticKresistanceKinKvscherichiaKcoliKisolatesKobtainedKfromKhealthyKchildrenKinK
épainYKMicrobialdDrugdResistanceWK2002WKiWKdcbXh 2.9 31

369 tharacterizationKofKstaphylococciKinKurbanKwastewaterKtreatmentKplantsKinKépainWKwithKdetectionKofK
methicillinKresistantKétaphylococcusKaureusKéídjiYKEnvironmentaldPollutionWK2016WKcbcWKhbXhg 9.3 30

368
uetectionKandKcharacterizationKofKmethicillinXresistantKandKsusceptibleKcoagulaseXnegativeK
staphylococciKinKmilkKfromKcowsKwithKclinicalKmastitisKinKíunisiaYKInternationaldJournaldofd
AntimicrobialdAgentsWK2018WKfcWKjdaXjdf

14.3 30

367 xiltheadKseabreamKSéparusKaurataTKasKcarriersKofKéyVXbcKandKív–XfcKextendedXspectrumK
betaXlactamasesXcontainingKvscherichiaKcoliKisolatesYKFoodbornedPathogensdanddDiseaseWK2011WKiWKbbdjXeb3.8 30

366
 utbreakKcausedKbyKaKmultiXresistantK}lebsiellaKpneumoniaeKstrainKofKnewKsequenceKtypeKéídebK
carryingKnewKgeneticKenvironmentsKofKaacSgRTXzbXcrKandKqnrébKgenesKinKaKneonatalKintensiveKcareKunitK
inKépainYKInternationaldJournaldofdMedicaldMicrobiologyWK2010WKdaaWKegeXj

3.7 30

365 xeneticKcharacterizationKofKextendedXspectrumKbetaXlactamasesKinKvscherichiaKcoliKisolatesKofKpigsK
fromKaKPortugueseKintensiveKswineKfarmYKFoodbornedPathogensdanddDiseaseWK2010WKhWKbfgjXhd 3.8 30

364 wirstKdetectionKofKtheKstaphylococcalKtrimethoprimKresistanceKgeneKdfr}KandKtheKdfr}XcarryingK
transposonKínffjKinKenterococciYKMicrobialdDrugdResistanceWK2012WKbiWKbdXi 2.9 30

363 ProteomicKcharacterizationKofKvanrXcontainingKvnterococcusKrecoveredKfromKéeagullsKatKtheK
serlengasKNaturalKãeserveWKβKPortugalYKProteomedScienceWK2010WKiWKei 2.6 30

362 étrainKtypingKofKaceticKacidKbacteriaKresponsibleKforKvinegarKproductionKbyKtheKsubmergedK
elaborationKmethodYKFooddMicrobiologyWK2010WKchWKjhdXi 6 30

361 vmergenceKofKmethicillinXresistantKétaphylococcusKaureusKS–ãérTKéíiKinKrawKmilkKandKtraditionalK
dairyKproductsKinKtheKíiziK uzouKareaKofKrlgeriaYKJournaldofdDairydScienceWK2019WKbacWKgihgXgiie 4 29

360 vmergenceKofKaKmultiresistantK}PtXdKandKVz–XbKcarbapenemaseXproducingKvscherichiaKcoliKstrainKinK
épainYKJournaldofdAntimicrobialdChemotherapyWK2014WKgjWKbhjcXf 5.1 29

359
uiversityKofKclassKbKintegronKgeneKcassetteKPcKpromoterKvariantsKinKclinicalKvscherichiaKcoliKstrainsK
andKdescriptionKofKaKnewKPcKpromoterKvariantYKInternationaldJournaldofdAntimicrobialdAgentsWK2011WK
diWKfcgXj

14.3 29

358 tlonalKdynamicsKofKnasalKétaphylococcusKaureusKandKétaphylococcusKpseudintermediusKinK
dogXowningKhouseholdKmembersYKuetectionKofK–éérKéíSdjiTYKPLoSdONEWK2013WKiWKegjddh 3.7 29

357 uetectionKofKantibioticKresistantKenterococciKandKvscherichiaKcoliKinKfreeKrangeKzberianK’ynxKS’ynxK
pardinusTYKSciencedofdthedTotaldEnvironmentWK2013WKefgXefhWKbbfXj 10.2 28

356
xeneticKcharacterizationKofKtheKmechanismsKofKresistanceKtoKamoxicillinZclavulanateKandK
thirdXgenerationKcephalosporinsKinKéalmonellaKentericaKfromKthreeKépanishKhospitalsYKInternationald
MicrobiologyWK2011WKbeWKbhdXib

3 28

355 asKtommensalKandKPathogenicKsacteriaKrmongKwoodXProducingKrnimalskKyealthKzmplicationsKofK
vxtendedKépectrumK˛†XlactamaseKSvés’TKProductionYKAnimalsWK2020WKbaWK 3.1 28

354
tharacterizationKofKétaphylococcusKaureusKstrainsKisolatedKfromKfaecesKofKhealthyKneonatesKandK
potentialKmotherXtoXinfantKmicrobialKtransmissionKthroughKbreastfeedingYKFEMSdMicrobiologyd
EcologyWK2015WKjbWK

4.3 27
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353 vmergenceKofKplasmidXmediatedKcolistinXresistanceKinKt–YXcXproducingKvscherichiaKcoliKofKlineageK
éícbjhKinKaKíunisianKpoultryKfarmYKInternationaldJournaldofdFooddMicrobiologyWK2018WKcgjWKgaXgd 5.8 27

352 –ethicillinXresistantKcoagulaseXnegativeKstaphylococciKfromKhealthyKdogsKinKNsukkaWKNigeriaYK
BraziliandJournaldofdMicrobiologyWK2014WKefWKcbfXca 2.2 27

351 uetectionKofKextendedXspectrumKbetaXlactamaseXproducingKvscherichiaKcoliKisolatesKinKfaecalK
samplesKofKzberianKlynxYKLettersdindApplieddMicrobiologyWK2012WKfeWKhdXh 2.9 27

350
˛†X’actamasesWKtransferableKquinoloneKresistanceKdeterminantsWKandKclassKbKintegronXmediatedK
antimicrobialKresistanceKinKhumanKclinicalKéalmonellaKentericaKisolatesKofKnonXíyphimuriumK
serotypesYKInternationaldJournaldofdMedicaldMicrobiologyWK2013WKdadWKcfXdb

3.7 27

349 ínbfegKstructuresKandKmultilocusKsequenceKtypingKofKvanrXcontainingKenterococciKofKanimalWK
humanKandKfoodKoriginYKJournaldofdAntimicrobialdChemotherapyWK2010WKgfWKbfhaXf 5.1 27

348 uetectionKofKantibioticKresistantKvYKcoliKandKvnterococcusKsppYKinKstoolKofKhealthyKgrowingKchildrenK
inKPortugalYKJournaldofdBasicdMicrobiologyWK2009WKejWKfadXbc 2.7 27

347
étreptograminKresistanceKandKsharedKpulsedXfieldKgelKelectrophoresisKpatternsKinKvanrXcontainingK
vnterococcusKfaeciumKandKvnterococcusKhiraeKisolatedKfromKhumansKandKanimalsKinKépainYKMicrobiald
DrugdResistanceWK2000WKgWKdafXbb

2.9 27

346 éerologicalKdiagnosisKofKneurobrucellosisYKJournaldofdClinicaldPathologyWK1990WKedWKhjXib 3.9 27

345 vnterococciWKfromKyarmlessKsacteriaKtoKaKPathogenYKMicroorganismsWK2020WKiWK 4.9 27

344 tlonalKdiversityKofKvés’XproducingKvscherichiaKcoliKinKpigsKatKslaughterKlevelKinKPortugalYKFoodborned
PathogensdanddDiseaseWK2013WKbaWKheXj 3.8 26

343 uetectionKofKmultipleXantimicrobialKresistanceKandKcharacterizationKofKtheKimplicatedKgenesKinK
vscherichiaKcoliKisolatesKfromKfoodsKofKanimalKoriginKinKíunisYKJournaldofdFooddProtectionWK2009WKhcWKbaicXi2.5 26

342 ékinKlesionKbyKmethicillinXresistantKétaphylococcusKaureusKéídjiXtbefbKinKaKépanishKpigKfarmerkK
possibleKtransmissionKfromKanimalsKtoKhumansYKVectorrBornedanddZoonoticdDiseasesWK2011WKbbWKgafXh 2.4 25

341 rntibioticKresistanceKandKextendedXspectrumK˛†XlactamasesKinKisolatedKbacteriaKfromKseawaterKofK
rlgiersKbeachesKSrlgeriaTYKMicrobesdanddEnvironmentsWK2012WKchWKiaXg 2.6 25

340
sifunctionalKenzymeKgRXNXaminoglycosideKacetyltransferaseXcMX XaminoglycosideK
phosphotransferaseKinK’actobacillusKandKPediococcusKisolatesKofKanimalKoriginYKJournaldofdClinicald
MicrobiologyWK2001WKdjWKiceXf

9.7 25

339 turrentKírendsKofKvnterococciKinKuairyKProductskKrKtomprehensiveKãeviewKofKíheirK–ultipleKãolesYK
FoodsWK2021WKbaWK 4.9 25

338 rnalysisKofKblaéyVXbcXcarryingKvscherichiaKcoliKclonesKandKplasmidsKfromKhumanWKanimalKandKfoodK
sourcesYKJournaldofdAntimicrobialdChemotherapyWK2017WKhcWKbfijXbfjg 5.1 24

337
’yticKbacteriophagesKagainstKmultidrugXresistantKétaphylococcusKaureusWKvnterococcusKfaecalisKandK
vscherichiaKcoliKisolatesKfromKorthopaedicKimplantXassociatedKinfectionsYKInternationaldJournaldofd
AntimicrobialdAgentsWK2019WKfeWKdcjXddh

14.3 24

336 vvaluationKofKtheKPhenolicKProfileKofK–illYKsyXProductsKandKíheirKrntioxidantKandKrntimicrobialK
rctivityKagainstK–ultiresistantKsacteriaYKAntioxidantsWK2020WKjWK 7.1 24

(2020-2018)
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335 PrevalenceWKrntimicrobialKãesistanceWKandKxenotypicKtharacterizationKofKVancomycinXãesistantK
vnterococciKinK–eatKPreparationsYKJournaldofdFooddProtectionWK2016WKhjWKheiXfg 2.5 24

334 tharacterizationKofKmethicillinXresistantKcoagulaseXnegativeKstaphylococciKinKmilkKfromKcowsKwithK
mastitisKinKsrazilYKAntoniedVandLeeuwenhoekWK2014WKbagWKcchXdd 2.1 24

333 ProteomeKofKaKmethicillinXresistantKétaphylococcusKaureusKclinicalKstrainKofKsequenceKtypeKéídjiYK
JournaldofdProteomicsWK2012WKhfWKcijcXjbf 3.9 24

332
xeneticKcharacterisationKofKantibioticKresistanceKandKvirulenceKfactorsKinKvanrXcontainingK
enterococciKfromKcattleWKsheepKandKpigsKsubsequentKtoKtheKdiscontinuationKofKtheKuseKofKavoparcinYK
VeterinarydJournalWK2012WKbjdWKdabXd

2.5 24

331 rntimicrobialKresistanceKandKvirulenceKgenesKinKvscherichiaKcoliKandKenterococciKfromKredKfoxesK
SVulpesKvulpesTYKAnaerobeWK2013WKcdWKicXg 2.8 24

330
–ethicillinXresistantKétaphylococcusKaureusKS–ãérTKéídjiKinKaKfarmerKwithKskinKlesionsKandKinKpigsK
ofKhisKfarmkKclonalKrelationshipKandKdetectionKofKlnuSrTKgeneYKClinicaldMicrobiologydanddInfectionWK
2011WKbhWKjcdXh

9.5 24

329 rntimicrobialKactivityKandKoccurrenceKofKbacteriocinKstructuralKgenesKinKvnterococcusKsppYKofKhumanK
andKanimalKoriginKisolatedKinKPortugalYKArchivesdofdMicrobiologyWK2010WKbjcWKjchXdg 3 24

328 uetectionKofKvirulenceKfactorsKinKhighXlevelKgentamicinXresistantKvnterococcusKfaecalisKandK
vnterococcusKfaeciumKisolatesKfromKaKíunisianKhospitalYKCanadiandJournaldofdMicrobiologyWK2007WKfdWKdhcXj3.2 24

327 PolymorphismsKofKtheKpbpfKgeneKandKcorrelationKwithKampicillinKresistanceKinKvnterococcusK
faeciumKisolatesKofKanimalKoriginYKJournaldofdMedicaldMicrobiologyWK2007WKfgWKcdgXcea 3.2 24

326 uetectionKofK–ãérKofK’ineagesKttbdaXmectKandKttdjiXmecrKandKétaphylococcusKdelphiniXlnuSrTK
inK–agpiesKandKtinereousKVulturesKinKépainYKMicrobialdEcologyWK2019WKhiWKeajXebf 4.4 23

325 rntimicrobialKresistanceWKvirulenceKgenesWKandKgeneticKlineagesKofKétaphylococcusK
pseudintermediusKinKhealthyKdogsKinKtunisiaYKMicrobialdEcologyWK2013WKggWKdgdXi 4.4 23

324 thangesKinKgeneticKlineagesWKresistanceWKandKvirulenceKinKclinicalKmethicillinXresistantK
étaphylococcusKaureusKinKaKépanishKhospitalYKJournaldofdInfectiondanddChemotherapyWK2013WKbjWKcddXec 2.2 23

323 vvaluationKofKvnterococcusKsppYKfromKrainbowKtroutKS ncorhynchusKmykissWKβalbaumTWKfeedWKandK
rearingKenvironmentKagainstKfishKpathogensYKFoodbornedPathogensdanddDiseaseWK2015WKbcWKdbbXcc 3.8 23

322 –olecularKdetectionKandKcharacterizationKofKmethicillinXresistantKétaphylococcusKaureusKS–ãérTK
isolatesKfromKdogsKinKPortugalYKMicrobialdDrugdResistanceWK2011WKbhWKdddXh 2.9 23

321 tharacterizationKofKvanrXcontainingKvnterococcusKfaeciumKisolatesKcarryingKínfdjhXlikeKandK
ínjbgZínbfefXlikeKtransposonsKinKwildKboarsKSéusKécrofaTYKMicrobialdDrugdResistanceWK2007WKbdWKbfbXg 2.9 23

320 wirstKreportKonK–ãérKttdjiKrecoveredKfromKwildKboarsKinKtheKnorthKofKPortugalYKrreKweKfacingKaK
problempYKSciencedofdthedTotaldEnvironmentWK2017WKfjgXfjhWKcgXdb 10.2 22

319
uiversityKofKenterococcalKspeciesKandKcharacterizationKofKhighXlevelKaminoglycosideKresistantK
enterococciKofKsamplesKofKwastewaterKandKsurfaceKwaterKinKíunisiaYKSciencedofdthedTotald
EnvironmentWK2015WKfdaXfdbWKbbXbh

10.2 22

318
xeneticKlineagesWKantimicrobialKresistanceWKandKvirulenceKinKétaphylococcusKaureusKofKmeatKsamplesK
inKépainkKanalysisKofKimmuneKevasionKclusterKSzvtTKgenesYKFoodbornedPathogensdanddDiseaseWK2014WK
bbWKdfeXg

3.8 22
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317 uetectionKofKmethicillinXsusceptibleKétaphylococcusKaureusKéídjiKandKéíbddKstrainsKinKgutK
microbiotaKofKhealthyKhumansKinKépainYKMicrobialdEcologyWK2013WKggWKbafXbb 4.4 22

316 –olecularKcharacterizationKofKmultiresistantKvscherichiaKcoliKproducingKorKnotKextendedXspectrumK
˛†XlactamasesYKBMCdMicrobiologyWK2013WKbdWKie 4.5 22

315
rnimalKandKhumanKétaphylococcusKaureusKassociatedKclonalKlineagesKandKhighKrateKofK
étaphylococcusKpseudintermediusKnovelKlineagesKinKépanishKkennelKdogskKpredominanceKofKéYK
aureusKéídjiYKVeterinarydMicrobiologyWK2013WKbggWKfiaXj

3.3 22

314 uetectionKofKtheKplasmidXborneKquinoloneKresistanceKdeterminantKqeprbKinKaKtíXX–XbfXproducingK
vscherichiaKcoliKstrainKfromK–exicoYKJournaldofdAntimicrobialdChemotherapyWK2010WKgfWKbgjXhb 5.1 22

313 yighXlevelKpenicillinKresistanceKandKpenicillinXgentamicinKsynergyKinKvnterococcusKfaeciumYK
AntimicrobialdAgentsdanddChemotherapyWK1993WKdhWKcechXdb 5.9 22

312 –olecularKcharacterizationKofKantibioticKresistanceKinKvscherichiaKcoliKstrainsKfromKaKdairyKcattleK
farmKandKitsKsurroundingsYKJournaldofdthedSciencedofdFooddanddAgricultureWK2017WKjhWKdgcXdgf 4.3 21

311 rKnovelKfexrKvariantKfromKaKcanineKétaphylococcusKpseudintermediusKisolateKthatKdoesKnotKconferK
florfenicolKresistanceYKAntimicrobialdAgentsdanddChemotherapyWK2013WKfhWKfhgdXg 5.9 21

310
uetectionKofKvancomycinXresistantKenterococciKfromKfaecalKsamplesKofKzberianKwolfKandKzberianKlynxWK
includingKvnterococcusKfaeciumKstrainsKofKttbhKandKtheKnewKsingletonKéífhdYKSciencedofdthedTotald
EnvironmentWK2011WKebaXebbWKcggXi

10.2 21

309 xiltheadKseabreamKSéparusKaurataTKcarryingKantibioticKresistantKenterococciYKrKpotentialK
bioindicatorKofKmarineKcontaminationpYKMarinedPollutiondBulletinWK2011WKgcWKbcefXi 6.7 21

308 tharacterizationKofKextendedXspectrumKbetaXlactamasesKandKintegronsKinKvscherichiaKcoliKisolatesKinK
aKépanishKhospitalYKJournaldofdMedicaldMicrobiologyWK2008WKfhWKjbgXjca 3.2 21

307 rntibioticKresistanceKinKétaphylococcusKisolatesKobtainedKfromKfecalKsamplesKofKhealthyKchildrenYK
JournaldofdClinicaldMicrobiologyWK2002WKeaWKcgdiXeb 9.7 21

306 tharacterizationKofKcarbapenemKresistanceKmechanismsKandKintegronsKinKPseudomonasKaeruginosaK
strainsKfromKbloodKsamplesKinKaKwrenchKhospitalYKJournaldofdMedicaldMicrobiologyWK2016WKgfWKdbbXdbj 3.2 21

305
mcrXbKencodingKcolistinKresistanceKinKtíXX–XbZtíXX–XbfXKproducingKvscherichiaKcoliKisolatesKofK
bovineKandKcaprineKoriginsKinKíunisiaYKwirstKreportKofKtíXX–XbfXéídjeZuKvYKcoliKfromKgoatsYK
ComparativedImmunologyqdMicrobiologydanddInfectiousdDiseasesWK2019WKghWKbabdgg

2.6 20

304 vffectKofKvancomycinKonKtheKproteomeKofKtheKmultiresistantKvnterococcusKfaeciumKéóbiKstrainYK
JournaldofdProteomicsWK2015WKbbdWKdhiXih 3.9 20

303
yighKprevalenceKofKétaphylococcusKhaemolyticusKandKétaphylococcusKsaprophyticusKinK
environmentalKsamplesKofKaKíunisianKhospitalYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2016WK
ifWKbdgXea

2.9 20

302 vchinodermsKfromKrzoresKislandskKanKunexpectedKsourceKofKantibioticKresistantKvnterococcusKsppYK
andKvscherichiaKcoliKisolatesYKMarinedPollutiondBulletinWK2013WKgjWKbccXh 6.7 20

301 waecalKcarriageKofKPseudomonasKaeruginosaKinKhealthyKhumanskKantimicrobialKsusceptibilityKandK
globalKgeneticKlineagesYKFEMSdMicrobiologydEcologyWK2014WKijWKbfXj 4.3 20

300
uynamicKofKnasalKcolonizationKbyKmethicillinXresistantKétaphylococcusKaureusKéídjiKandKéíbKafterK
mupirocinKtreatmentKinKaKfamilyKinKcloseKcontactKwithKpigsYKComparativedImmunologyqdMicrobiologyd
anddInfectiousdDiseasesWK2011WKdeWKebXh

2.6 20

(2011-2013)
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299 ãationalKdesignKofKaKínKantigenKmimicYKChemicaldCommunicationsWK2011WKehWKfdbjXcb 5.8 20

298 wirstKdetectionKofKblaz–zXcKgeneKinKaKclinicalKvscherichiaKcoliKstrainYKAntimicrobialdAgentsdandd
ChemotherapyWK2012WKfgWKbbegXh 5.9 20

297 uetectionKandKgeneticKcharacterisationKofKvanrXcontainingKvnterococcusKstrainsKinKhealthyK’usitanoK
horsesYKEquinedVeterinarydJournalWK2010WKecWKbibXd 2.4 20

296 PhenotypicKandKgenotypicKstudyKofKgelatinaseKandKbetaXhaemolysisKactivitiesKinKfaecalKenterococciK
ofKpoultryKinKPortugalYKZoonosesdanddPublicdHealthWK2006WKfdWKcadXi 20

295 –acrolideKresistanceKphenotypesKandKmechanismsKofKresistanceKinKétreptococcusKpyogenesKinK’aK
ãiojaWKépainYKInternationaldJournaldofdAntimicrobialdAgentsWK1999WKbdWKbdhXea 14.3 20

294
vmergenceKofKcommunityXacquiredKmethicillinXresistantKétaphylococcusKaureusKv–ãérXbfKcloneKasK
theKpredominantKcauseKofKdiabeticKfootKulcerKinfectionsKinKPortugalYKEuropeandJournaldofdClinicald
MicrobiologydanddInfectiousdDiseasesWK2020WKdjWKbhjXbig

5.3 20

293
uetectionKandKmolecularKcharacterisationKofKextendedXspectrumK˛†XlactamaseXproducingKentericK
bacteriaKfromKpigsKandKchickensKinKNsukkaWKNigeriaYKJournaldofdGlobaldAntimicrobialdResistanceWK2018WK
bfWKdgXea

3.4 20

292
tlonallyKuiverseK–ethicillinKandK–ultidrugKãesistantKtoagulaseKNegativeKétaphylococciKrreK
óbiquitousKandKPoseKíransferKrbilityKsetweenKPetsKandKíheirK wnersYKFrontiersdindMicrobiologyWK
2019WKbaWKeif

5.7 19

291 tharacterizationKofKsetaXlactamasesKinKwaecalKvnterobacteriaceaeKãecoveredKfromKyealthyKyumansK
inKépainkKwocusingKonKrmptKPolymorphismsYKMicrobialdEcologyWK2015WKhaWKbdcXea 4.4 19

290 turrentKperspectivesKonKtheKdynamicsKofKantibioticKresistanceKinKdifferentKreservoirsYKResearchdind
MicrobiologyWK2015WKbggWKfjeXgaa 4 19

289
–olecularKtharacterizationKandKtlonalKuiversityKofK–ethicillinXãesistantKandKXéusceptibleK
étaphylococcusKaureusKzsolatesKofK–ilkKofKtowsKwithKtlinicalK–astitisKinKíunisiaYKMicrobialdDrugd
ResistanceWK2018WKceWKbcbaXbcbg

2.9 19

288
xenotypicKandKphenotypicKcharacterizationKofKmethicillinXresistantKétaphylococcusKaureusKS–ãérTK
clonesKwithKhighXlevelKmupirocinKresistanceYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2016WK
ifWKcbdXh

2.9 19

287 tomparativeKproteomicsKofKanKextendedKspectrumK˛†XlactamaseKproducingKvscherichiaKcoliKstrainK
fromKtheKzberianKwolfYKJournaldofdProteomicsWK2014WKbaeWKiaXjd 3.9 19

286 uetectionKandKcharacterizationKofKaKéígKcloneKofKvanscXvnterococcusKfaecalisKfromKthreeKdifferentK
hospitalsKinKépainYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK2012WKdbWKcfhXga 5.3 19

285 wirstKdetectionKofKmethicillinXresistantKétaphylococcusKaureusKéídjiKandKétaphylococcusK
pseudintermediusKéígiKfromKhospitalizedKequinesKinKépainYKZoonosesdanddPublicdHealthWK2014WKgbWKbjcXcab2.9 19

284 srettanomycesKsusceptibilityKtoKantimicrobialKagentsKusedKinKwinemakingkKinKvitroKandKpracticalK
approachesYKEuropeandFooddResearchdanddTechnologyWK2014WKcdiWKgebXgfc 3.4 19

283 zberianKwolfKasKaKreservoirKofKextendedXspectrumK˛†XlactamaseXproducingKvscherichiaKcoliKofKtheK
ív–WKéyVWKandKtíXX–KgroupsYKMicrobialdDrugdResistanceWK2012WKbiWKcbfXj 2.9 19

282 –olecularKcharacterizationKofKextendedXspectrumXbetaXlactamaseXproducingKvscherichiaKcoliK
isolatesKfromKredKfoxesKinKPortugalYKArchivesdofdMicrobiologyWK2013WKbjfWKbebXe 3 19
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281 ’ineagesKandKvirulenceKgeneKcontentKamongKextendedXspectrumK˛†XlactamaseXproducingK
vscherichiaKcoliKstrainsKofKfoodKoriginKinKíunisiaYKJournaldofdFooddProtectionWK2013WKhgWKdcdXh 2.5 19

280
 ccurrenceKofKextendedXspectrumKbetaXlactamaseXproducingKéalmonellaKentericaKinKnorthernKépainK
withKevidenceKofKtíXX–XjKclonalKspreadKamongKanimalsKandKhumansYKClinicaldMicrobiologydandd
InfectionWK2009WKbfWKcjcXf

9.5 19

279 tlonalKdisseminationKofKvnterococcusKfaecalisKéícabKandKvnterococcusKfaeciumKttbhXéígeK
containingKínfdicXvanscKamongKbgKhospitalsKinKthileYKClinicaldMicrobiologydanddInfectionWK2009WKbfWKfigXi9.5 19

278 PediatricKinfectionKdueKtoKmultiresistantKéalmonellaKentericaKserotypeKznfantisKinKyondurasYKJournald
ofdClinicaldMicrobiologyWK2004WKecWKeiifXi 9.7 19

277 uetectionKofKclonallyKrelatedKvanscXcontainingKvnterococcusKfaeciumKstrainsKinKtwoKépanishK
hospitalsYKJournaldofdMedicaldMicrobiologyWK2006WKffWKbcdhXbced 3.2 19

276 uiversityKofKétaphylococcusKaureusKclonesKinKwildKmammalsKinKrragonWKépainWKwithKdetectionKofK
–ãérKéíbdaXmectKinKwildKrabbitsYKJournaldofdApplieddMicrobiologyWK2019WKbchWKcieXcjb 4.7 18

275 vpidemiologyKofK–ãérKttdjiKinKhospitalsKlocatedKinKépanishKregionsKwithKdifferentKpigXfarmingK
densitieskKaKmulticentreKstudyYKJournaldofdAntimicrobialdChemotherapyWK2019WKheWKcbfhXcbgb 5.1 18

274 uetectionKofKvancomycinXresistantKvnterococcusKfaecalisKéígXvanscKandKvYKfaeciumKéíjbfXvanrKinK
faecalKsamplesKofKwildKãattusKrattusKinKépainYKVeterinarydMicrobiologyWK2015WKbhhWKbgiXhe 3.3 18

273
uiversityKofKspeciesKandKantibioticKresistanceKamongKfecalKenterococciKfromKwildKbirdsKinKíunisiaYK
uetectionKofKvanrXcontainingKvnterococcusKfaeciumKisolatesYKEuropeandJournaldofdWildlifedResearchWK
2015WKgbWKdbjXdcd

2 18

272 xeneticKtharacterizationKofKvanrXvnterococcusKfaeciumKzsolatesKfromKβildKãedX’eggedKPartridgesK
inKPortugalYKMicrobialdDrugdResistanceWK2018WKceWKijXje 2.9 18

271 p–díbWKaKsmallKtolvbXlikeKplasmidKmobilizingKaKnewKvariantKofKtheKaacSgRTXzbXcrKgeneKinKéalmonellaK
entericaKserovarKíyphimuriumYKJournaldofdAntimicrobialdChemotherapyWK2013WKgiWKbchhXia 5.1 18

270 tharacterizationKofKtheKmechanismsKofKfluoroquinoloneKresistanceKinKvancomycinXresistantK
enterococciKofKdifferentKoriginsYKJournaldofdChemotherapyWK2011WKcdWKihXjb 2.3 18

269 rntimicrobialKresistanceWKintegronsKandKplasmidKrepliconKtypingKinKmultiresistantKclinicalKvscherichiaK
coliKstrainsKfromKvnuguKétateWKNigeriaYKJournaldofdBasicdMicrobiologyWK2010WKfaKéupplKbWKébiXce 2.7 18

268 –’éKresistanceKphenotypesKandKmechanismsKinKbetaXhaemolyticKgroupKsWKtKandKxKétreptococcusK
isolatesKinK’aKãiojaWKépainYKJournaldofdAntimicrobialdChemotherapyWK2001WKehWKbbfXg 5.1 18

267 tharacterizationKofKfecalKvancomycinXresistantKenterococciKwithKacquiredKandKintrinsicKresistanceK
mechanismsKinKwildKanimalsWKépainYKMicrobialdEcologyWK2016WKhcWKibdXica 4.4 17

266 –olecularKvpidemiologyKofK’ineagesKinKβildKrnimalsKinKvuropekKrKãeviewYKAntibioticsWK2020WKjWK 4.9 17

265 étreptococcusKagalactiaeKfromKpregnantKwomenkKantibioticKandKheavyXmetalKresistanceKmechanismsK
andKmolecularKtypingYKEpidemiologydanddInfectionWK2016WKbeeWKdcafXdcbe 4.3 17

264
uetectionKofKunrelatedKvscherichiaKcoliKstrainsKharboringKgenesKofKtíXX–XbfWK XrXbWKandK
rrtSgRTXzbXcrKenzymesKinKaKíunisianKhospitalKandKcharacterizationKofKtheirKintegronsKandKvirulenceK
factorsYKJournaldofdChemotherapyWK2010WKccWKdbiXcd

2.3 17

(2010-2013)

15



263 tharacterizationKofKvancomycinXresistantKenterococciKisolatedKfromKfecalKsamplesKofKostrichesKbyK
molecularKmethodsYKFoodbornedPathogensdanddDiseaseWK2010WKhWKbbddXg 3.8 17

262 xeneticKcharacterizationKofKvancomycinXresistantKenterococciKisolatesKfromKwildKrabbitsYKJournaldofd
BasicdMicrobiologyWK2009WKejWKejbXe 2.7 17

261 VirulenceKfactorsKandKbacteriocinsKinKfaecalKenterococciKofKwildKboarsYKJournaldofdBasicdMicrobiologyWK
2008WKeiWKdifXjc 2.7 17

260 rntibioticKresistanceKandKmechanismsKimplicatedKinKclinicalKenterococciKinKaKíunisianKhospitalYK
JournaldofdChemotherapyWK2006WKbiWKcaXg 2.3 17

259 uetectionKofKgenesKencodingKvirulenceKfactorsKandKbacteriocinsKinKfecalKenterococciKofKpoultryKinK
PortugalYKAviandDiseasesWK2006WKfaWKgeXi 1.6 17

258 rntibiogramjkKrKtoolKforKanalysingKimagesKfromKdiskKdiffusionKtestsYKComputerdMethodsdandd
ProgramsdindBiomedicineWK2017WKbedWKbfjXbgj 6.9 16

257
uetectionKofKtíXX–XbfXproducingKvscherichiaKcoliKisolatesKofKlineagesKéíebaXrWKéígbhXrKandK
éídfeXuKinKfaecalKsamplesKofKhospitalizedKpatientsKinKaK–auritanianKhospitalYKJournaldofd
ChemotherapyWK2015WKchWKbbeXg

2.3 16

256 rntibioticKresistanceKandKvirulenceKofKfaecalKenterococciKisolatedKfromKfoodXproducingKanimalsKinK
íunisiaYKAnnalsdofdMicrobiologyWK2015WKgfWKgjfXhac 3.2 16

255
tharacterizationKofKPediococcusKacidilacticiKstrainsKisolatedKfromKrainbowKtroutKS ncorhynchusK
mykissTKfeedKandKlarvaekKsafetyWKuNrKfingerprintingWKandKbacteriocinogenicityYKDiseasesdofdAquaticd
OrganismsWK2016WKbbjWKbcjXed

1.7 16

254
–olecularKcharacterizationKofKétaphylococcusKaureusKisolatedKfromKhumansKrelatedKtoKaKlivestockK
farmKinKépainWKwithKdetectionKofK–ãérXttbdaKcarryingKmectKgenekKrKzoonoticKcasepYKEnfermedadesd
InfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2016WKdeWKciaXf

0.9 16

253 rvibactamKactivityKagainstKextendedXspectrumKrmptK˛†XlactamasesYKJournaldofdAntimicrobiald
ChemotherapyWK2014WKgjWKbhbfXg 5.1 16

252 vanrXcontainingKvYKfaeciumKisolatesKofKclonalKcomplexKttbhKinKclinicalKandKenvironmentalKsamplesKinK
aKíunisianKhospitalYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2014WKhjWKgaXd 2.9 16

251 rfterKgenomicsWKwhatKproteomicsKtoolsKcouldKhelpKusKunderstandKtheKantimicrobialKresistanceKofK
vscherichiaKcolipYKJournaldofdProteomicsWK2012WKhfWKchhdXij 3.9 16

250 uiversityKofKclonesKandKgenotypesKamongKvancomycinXresistantKclinicalKvnterococcusKisolatesK
recoveredKinKaKépanishKhospitalYKMicrobialdDrugdResistanceWK2012WKbiWKeieXjb 2.9 16

249
NewKgeneticKenvironmentsKofKaacSgRTXzbXcrKgeneKinKaKmultiresistantK}lebsiellaKoxytocaKstrainKcausingK
anKoutbreakKinKaKpediatricKintensiveKcareKunitYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2011WK
gjWKcdgXi

2.9 16

248 tlonalKlineagesWKantibioticKresistanceKandKvirulenceKfactorsKinKvancomycinXresistantKenterococciK
isolatedKfromKfecalKsamplesKofKredKfoxesKSVulpesKvulpesTYKJournaldofdWildlifedDiseasesWK2011WKehWKhgjXhd 1.3 16

247 zdentificationKofKbacteriocinKgenesKinKenterococciKisolatedKfromKgameKanimalsKandKsaltwaterKfishYK
JournaldofdFooddProtectionWK2011WKheWKbcfcXga 2.5 16

246 PrevalenceKandKmechanismsKofKerythromycinKresistanceKinKétreptococcusKagalactiaeKfromKhealthyK
pregnantKwomenYKMicrobialdDrugdResistanceWK2009WKbfWKbcbXe 2.9 16
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245 sacteriocinKproductionKbyK’actobacillusKsalivariusKofKanimalKoriginYKJournaldofdClinicaldMicrobiologyWK
2000WKdiWKdjaiXj 9.7 16

244 rKuecadeX’ongKtommitmentKtoKrntimicrobialKãesistanceKéurveillanceKinKPortugalYKFrontiersdind
MicrobiologyWK2016WKhWKbgfa 5.7 16

243 tharacterisationKofKcarbapenemXresistanceKmechanismsKinKclinicalKPseudomonasKaeruginosaK
isolatesKrecoveredKinKaKépanishKhospitalYKEnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2017WKdfWKbebXbeh0.9 15

242 torrelationKsetweenKéerumKcfXyydroxyvitaminKuKandKVirulenceKxenesKofKétaphylococcusKaureusK
zsolatesKtolonizingKthildrenKwithKrtopicKuermatitisYKPediatricdDermatologyWK2015WKdcWKfagXbd 1.9 15

241
toXoccurrenceKofKmcrXbKmediatedKcolistinKresistanceKandK˛†XlactamaseXencodingKgenesKinK
multidrugXresistantKvscherichiaKcoliKfromKbroilerKchickensKwithKcolibacillosisKinKíunisiaYKJournaldofd
GlobaldAntimicrobialdResistanceWK2020WKccWKfdiXfef

3.4 15

240 PhenotypicKandKgenotypicKcharacterizationKofKéalmonellaKentericaKrecoveredKfromKpoultryKmeatKinK
íunisiaKandKidentificationKofKnewKgeneticKtraitsYKVectorrBornedanddZoonoticdDiseasesWK2012WKbcWKbaXg 2.4 15

239 rcquisitionKofKcarbapenemKresistanceKinKmultiresistantK}lebsiellaKpneumoniaeKstrainsKharbouringK
blatíXX–XbfWKqnrébKandKaacSgRTXzbXcrKgenesYKJournaldofdMedicaldMicrobiologyWK2012WKgbWKghcXghh 3.2 15

238 xenomicKandKproteomicKevaluationKofKantibioticKresistanceKinKéalmonellaKstrainsYKJournaldofd
ProteomicsWK2010WKhdWKbfdfXeb 3.9 15

237 rntimicrobialKresistanceKandKclassKzKintegronsKinKéalmonellaKentericaKisolatesKfromKwildKboarsKandK
sˆ›saroKpigsYKInternationaldMicrobiologyWK2011WKbeWKbjXce 3 15

236 NewKéynthesisKofKxoldXKandKéilverXsasedKNanoXíetracyclineKtompositesYKChemistryOpenWK2016WKfWKcagXcbc2.3 15

235 tommunityKfecalKcarriageKofKbroadXspectrumKcephalosporinXresistantKvscherichiaKcoliKinKíunisianK
childrenYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2017WKihWKbiiXbjc 2.9 14

234 wirstKreportKofKlinezolidXresistantKcfrXpositiveKmethicillinXresistantKétaphylococcusKaureusKinKhumansK
inKPortugalYKJournaldofdGlobaldAntimicrobialdResistanceWK2019WKbhWKdcdXdcf 3.4 14

233 rzoreanKwildKrabbitsKasKreservoirsKofKantimicrobialKresistantKvscherichiaKcoliYKAnaerobeWK2014WKdaWKbbgXj 2.8 14

232
tharacterisationKofKplasmidsKimplicatedKinKtheKmobilisationKofKextendedXspectrumKandKrmptK
˛†XlactamaseKgenesKinKclinicalKéalmonellaKentericaKisolatesKandKtemporalKstabilityKofKtheKresistanceK
genotypeYKInternationaldJournaldofdAntimicrobialdAgentsWK2013WKecWKbghXhc

14.3 14

231 uetectionKofKvanrXcontainingKvnterococcusKspeciesKinKfaecalKmicrobiotaKofKgiltheadKseabreamK
SéparusKaurataTYKMicrobesdanddEnvironmentsWK2012WKchWKfajXbb 2.6 14

230
vpidemiologicalKfeaturesWKresistanceKgenesWKandKclonesKamongKcommunityXonsetK
methicillinXresistantKétaphylococcusKaureusKSt X–ãérTKisolatesKdetectedKinKnorthernKépainYK
InternationaldJournaldofdMedicaldMicrobiologyWK2012WKdacWKdcaXg

3.7 14

229 zntrahospitalaryKdisseminationKofK}lebsiellaKpneumoniaeKcarryingKblaSuyrXbTKandKqnrseKgenesK
withinKaKnovelKcomplexKclassKbKintegronYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2012WKhdWKcbaXb 2.9 14

228
tharacterizationKofKaKcfrXpositiveKmethicillinXresistantKétaphylococcusKepidermidisKstrainKofKtheK
lineageKéíccKimplicatedKinKaKlifeXthreateningKhumanKinfectionYKDiagnosticdMicrobiologydandd
InfectiousdDiseaseWK2012WKhdWKdiaXc

2.9 14

(2012-2000)
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227 rnalysisKofKaKnovelKermSíTXKandKcaduXXcarryingKplasmidKfromKmethicillinXsusceptibleKétaphylococcusK
aureusKéídjiXtfhbKofKhumanKoriginYKJournaldofdAntimicrobialdChemotherapyWK2013WKgiWKehbXd 5.1 14

226 PhylogeneticKrelationshipsKofKéhigaKtoxinXproducingKvscherichiaKcoliKisolatedKfromKPeruvianK
childrenYKJournaldofdMedicaldMicrobiologyWK2011WKgaWKgdjXgeg 3.2 14

225 uetectionKofKpoxtrXKandKoptrrXcarryingKvYKfaeciumKisolatesKinKairKsamplesKofKaKépanishKswineKfarmYK
JournaldofdGlobaldAntimicrobialdResistanceWK2020WKccWKciXdb 3.4 14

224 rntimicrobialKresistanceKandKvirulenceKofKPseudomonasKsppYKamongKhealthyKanimalskKconcernKaboutK
exolysinKvxlrKdetectionYKScientificdReportsWK2020WKbaWKbbggh 4.9 14

223 yighKfrequencyKofKscKphylogroupKamongKnonXclonallyKrelatedKfecalKvscherichiaKcoliKisolatesKfromK
wildKboarsWKincludingKtheKlineageKéíbdbYKFEMSdMicrobiologydEcologyWK2017WKjdWK 4.3 13

222 tharacterisationKofKnasalKétaphylococcusKdelphiniKandKétaphylococcusKpseudintermediusKisolatesK
fromKhealthyKdonkeysKinKíunisiaYKEquinedVeterinarydJournalWK2015WKehWKegdXg 2.4 13

221
yighKprevalenceKofKmultidrugKresistantKéYKaureusXttdjiKandKfrequentKdetectionKofKenterotoxinK
genesKamongKnonXttdjiKéYKaureusKfromKpigXderivedKfoodKinKépainYKInternationaldJournaldofdFoodd
MicrobiologyWK2020WKdcaWKbaifba

5.8 13

220 zsolatesKfromKépanishKthildrenkK ccurrenceKinKwaecalKéamplesWKrntimicrobialKãesistanceWKVirulenceWK
andK–olecularKíypingYKBioMeddResearchdInternationalWK2018WKcabiWKiagabhi 3 13

219
rntimicrobialKãesistanceWKVirulenceWKandKxeneticK’ineagesKofKétaphylococciKfromKyorsesKuestinedK
forKyumanKtonsumptionkKyighKuetectionKofKzsolatesKofK’ineageKéíbgeaKandKíhoseKtarryingKtheK
xeneYKAnimalsWK2019WKjWK

3.1 13

218 yighKprevalenceKofKantimicrobialXresistantKvscherichiaKcoliKfromKanimalsKatKslaughterkKaKfoodKsafetyK
riskYKJournaldofdthedSciencedofdFooddanddAgricultureWK2013WKjdWKfbhXcg 4.3 13

217  rganometallicKapproachKtoKpolymerXprotectedKantibacterialKsilverKnanoparticleskKoptimalK
nanoparticleKsizeXselectionKforKbacteriaKinteractionYKJournaldofdNanoparticledResearchWK2012WKbeWKb 2.3 13

216 thromosomalKintegrationKofKtheKnovelKplasmidKpóãdjbcKfromKmethicillinXsusceptibleK
étaphylococcusKaureusKéídjiKofKhumanKoriginYKClinicaldMicrobiologydanddInfectionWK2013WKbjWKvfbjXcc 9.5 13

215 thangesKinKciprofloxacinKresistanceKlevelsKinKvnterobacterKaerogenesKisolatesKassociatedKwithK
variableKexpressionKofKtheKaacSgRTXzbXcrKgeneYKAntimicrobialdAgentsdanddChemotherapyWK2012WKfgWKbajhXbaa5.9 13

214
rbundanceKandKphenotypicKdiversityKofKvscherichiaKcoliKisolatesKwithKdiminishedKsusceptibilityKtoK
expandedXspectrumKcephalosporinsKinKfaecesKfromKhealthyKfoodKanimalsKafterKslaughterYKVeterinaryd
MicrobiologyWK2007WKbcaWKdgdXj

3.3 13

213 uetectionKofKaKsingleKvanrXcontainingKvnterococcusKfaecalisKcloneKinKhospitalsKinKdifferentKregionsK
inKépainYKJournaldofdAntimicrobialdChemotherapyWK2001WKeiWKhegXh 5.1 13

212 –utationsKinKribosomalKproteinK’bgKandKinKcdéKrãNrKinKvnterococcusKstrainsKforKwhichKevernimicinK
–ztsKdifferYKAntimicrobialdAgentsdanddChemotherapyWK2002WKegWKdgfhXj 5.9 13

211 –olecularKanalysisKofKínbfegKinKvanrXcontainingKvnterococcusKsppYKisolatedKfromKhumansKandK
poultryYKAntimicrobialdAgentsdanddChemotherapyWK2000WKeeWKcfiiXj 5.9 13

210 yighXlevelKamikacinKresistanceKinKPseudomonasKaeruginosaKassociatedKwithKaKdRXphosphotransferaseK
withKhighKaffinityKforKamikacinYKInternationaldJournaldofdAntimicrobialdAgentsWK2000WKbfWKcfhXgd 14.3 13
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209 tharacteristicsKofKciprofloxacinXresistantKvnterobacteriaceaeKisolatesKrecoveredKfromKwastewaterK
ofKanKrlgerianKhospitalYKJournaldofdInfectiondindDevelopingdCountriesWK2016WKbaWKhciXde 2.3 13

208 uiversityKofKmethicillinXresistantKstaphylococciKamongKwildK’epusKgranatensiskKfirstKdetectionKofK
mecrX–ãérKinKharesYKFEMSdMicrobiologydEcologyWK2020WKjgWK 4.3 13

207
uetectionKandK–olecularKtharacterizationKofKvscherichiaKcoliKétrainsKProducersKofK
vxtendedXépectrumKandKt–YXcKíypeKsetaX’actamasesWKzsolatedKfromKíurtlesKinK–exicoYK
VectorrBornedanddZoonoticdDiseasesWK2016WKbgWKfjfXgad

2.4 13

206 wirstKclinicalKisolateKinKvuropeKofKclindamycinXresistantKgroupKsKétreptococcusKmediatedKbyKtheK
lnuSsTKgeneYKRevistadEspanoladDedQuimioterapiaWK2014WKchWKbagXj 1.6 13

205 yighKfrequencyKofKcoagulaseXpositiveKstaphylococciKcarriageKinKhealthyKwildKboarKwithKdetectionKofK
–ãérKofKlineageKéídjiXtabbYKFEMSdMicrobiologydLettersWK2019WKdggWK 2.9 12

204
tlonalKlineagesKdetectedKamongstKtetracyclineXresistantKmeticillinXresistantKétaphylococcusKaureusK
isolatesKofKaKíunisianKhospitalWKwithKdetectionKofKlineageKéídjiYKJournaldofdMedicaldMicrobiologyWK
2015WKgeWKgcdXgcj

3.2 12

203 xeneticK’ineagesKandKrntimicrobialKãesistanceKinKPseudomonasKsppYKzsolatesKãecoveredKfromKwoodK
éamplesYKFoodbornedPathogensdanddDiseaseWK2015WKbcWKeigXjb 3.8 12

202 rKtonvenientKéynthesisKofKyydroxytyrosolK–onosulfateK–etabolitesYKJournaldofdAgriculturaldandd
FooddChemistryWK2015WKgdWKjfgfXhb 5.7 12

201 toagulaseXnegativeKstaphylococciKcarryingKcfrKandKPV’KgenesWKandK–ãérZ–éérXttdjiKinKtheKswineK
farmKenvironmentYKVeterinarydMicrobiologyWK2020WKcedWKbaigdb 3.3 12

200 –etalloX˛†XlactamasesKandKclassKuKcarbapenemasesKinKsouthXeastKíunisiakKzmplicationKofKmobileK
geneticKelementsKinKtheirKdisseminationYKInternationaldJournaldofdAntimicrobialdAgentsWK2018WKfcWKihbXihh 14.3 12

199 –olecularKepidemiologyWKresistanceKprofilesKandKclinicalKfeaturesKinKclinicalKplasmidXmediatedK
rmptXproducingKvnterobacteriaceaeYKInternationaldJournaldofdMedicaldMicrobiologyWK2013WKdadWKffdXh 3.7 12

198 épeciesKdistributionWKantibioticKresistanceKandKvirulenceKtraitsKinKcanineKandKfelineKenterococciKinK
íunisiaYKActadVeterinariadHungaricaWK2017WKgfWKbhdXbie 1 12

197 uiversityKofKspeciesKandKantimicrobialKresistanceKdeterminantsKofKstaphylococciKinKsuperficialKwatersK
inKépainYKFEMSdMicrobiologydEcologyWK2017WKjdWK 4.3 12

196 tlonalKdiversityKofKextendedXspectrumKbetaXlactamaseKproducingKvscherichiaKcoliKisolatesKinKfecalK
samplesKofKwildKanimalsYKFEMSdMicrobiologydLettersWK2017WKdgeWK 2.9 12

195 tompleteKproteomeKofKaKquinoloneXresistantKéalmonellaKíyphimuriumKphageKtypeKuíbaesKclinicalK
strainYKInternationaldJournaldofdMoleculardSciencesWK2014WKbfWKbebjbXcbj 6.3 12

194 xeneticKdetectionKandKmultilocusKsequenceKtypingKofKvanrXcontainingKvnterococcusKstrainsKfromK
mulletsKfishKS’izaKramadaTYKMicrobialdDrugdResistanceWK2011WKbhWKdfhXgb 2.9 12

193 rbsenceKofKextendedXspectrumXbetaXlactamaseXproducingKvscherichiaKcoliKisolatesKinKmigratoryK
birdskKsongKthrushKSíurdusKphilomelosTYKJournaldofdAntimicrobialdChemotherapyWK2010WKgfWKbdagXh 5.1 12

192 VirulenceKfactorsKinKenterococciKfromKpartridgesKSrlectorisKrufaTKrepresentingKaKfoodKsafetyK
problemYKFoodbornedPathogensdanddDiseaseWK2011WKiWKidbXd 3.8 12

(2011-2016)
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191
znfluenceKofKoralKhygieneKinKpatientsKwithKfixedKappliancesKinKtheKoralKcarriageKofK
antimicrobialXresistantKvscherichiaKcoliKandKvnterococcusKisolatesYKOraldSurgerydOraldMedicinedOrald
PathologydOraldRadiologydanddEndodonticsWK2009WKbaiWKffhXge

12

190 NewKaacSgRTXzKgenesKinKvnterococcusKhiraeKandKvnterococcusKduranskKeffectKonK
{beta}XlactamZaminoglycosideKsynergyYKJournaldofdAntimicrobialdChemotherapyWK2005WKffWKbafdXf 5.1 12

189 –ultidrugXresistantKenterococciKinKtheKhospitalKenvironmentkKdetectionKofKnovelK
vancomycinXresistantKvYKfaeciumKcloneKéíjbaYKJournaldofdInfectiondindDevelopingdCountriesWK2016WKbaWKhjjXiag2.3 12

188 vxtendedXépectrumKsetaX’actamaseXProducingKzsolatedKfromKyealthyKandKéickKuogsKinKPortugalYK
MicrobialdDrugdResistanceWK2020WKcgWKhajXhbf 2.9 12

187
xeneticKcharacterizationKofKvés’XproducingKvscherichiaKcoliKandK}lebsiellaKpneumoniaeKisolatedK
fromKwastewaterKandKriverKwaterKinKíunisiakKpredominanceKofKtíXX–XbfKandKhighKgeneticKdiversityYK
EnvironmentaldSciencedanddPollutiondResearchWK2020WKchWKeedgiXeedhh

5.1 12

186 –echanismsKofK’inezolidKãesistanceKrmongKvnterococciKofKtlinicalK riginKinKépainXuetectionKofKXK
andKSuTXtarryingYKMicroorganismsWK2020WKiWK 4.9 12

185 rpparentKnosocomialKadaptationKofKvnterococcusKfaecalisKpredatesKtheKmodernKhospitalKeraYK
NaturedCommunicationsWK2021WKbcWKbfcd 17.4 12

184 rntimicrobialKãesistanceKandKxeneticK’ineagesKofKfromKβildKãodentskKwirstKãeportKofKtXPositiveK
–ethicillinXãesistantKS–ãérTKinKPortugalYKAnimalsWK2021WKbbWK 3.1 12

183
zmpactsKofKexperimentallyKinducedKandKclinicallyKacquiredKquinoloneKresistanceKonKtheKmembraneK
andKintracellularKsubproteomesKofKéalmonellaKíyphimuriumKuíbaesYKJournaldofdProteomicsWK2016WK
befWKegXfj

3.9 12

182
rntimicrobialKresistanceKandKgeneticKlineagesKofKfaecalKenterococciKofKwildKbirdskKvmergenceKofK
vanrKandKvanscKharbouringKvnterococcusKfaecalisYKInternationaldJournaldofdAntimicrobialdAgentsWK
2018WKfcWKjdgXjeb

14.3 12

181
yighKdiversityKofKcoagulaseKnegativeKstaphylococciKspeciesKinKwildKboarsWKwithKlowKantimicrobialK
resistanceKratesKbutKdetectionKofKrelevantKresistanceKgenesYKComparativedImmunologyqdMicrobiologyd
anddInfectiousdDiseasesWK2019WKgeWKbcfXbcj

2.6 11

180 éurfaceomeKandKexoproteomeKofKaKclinicalKsequenceKtypeKdjiKmethicillinKresistantKstrainYK
BiochemistrydanddBiophysicsdReportsWK2015WKdWKhXbd 2.2 11

179 Nu–XbXKandK XrXcdXproducingKrcinetobacterKbaumanniiKisolatedKfromKintensiveKcareKunitKpatientsK
inKíunisiaYKInternationaldJournaldofdAntimicrobialdAgentsWK2018WKfcWKjbaXjbf 14.3 11

178 étudyKofKvancomycinKresistanceKinKfaecalKenterococciKfromKhealthyKhumansKandKdogsKinKépainKaK
decadeKafterKtheKavoparcinKbanKinKvuropeYKZoonosesdanddPublicdHealthWK2013WKgaWKbgaXh 2.9 11

177
NovelKsequenceKtypesKofKextendedXspectrumKandKacquiredKrmptKbetaXlactamaseKproducingK
vscherichiaKcoliKandKvscherichiaKcladeKVKisolatedKfromKwildKmammalsYKFEMSdMicrobiologydEcologyWK
2017WKjdWK

4.3 11

176
tomparisonKofKlocalKfeaturesKfromKtwoKépanishKhospitalsKrevealsKcommonKandKspecificKtraitsKatK
multipleKlevelsKofKtheKmolecularKepidemiologyKofKmetalloX˛†XlactamaseXproducingKPseudomonasK
sppYKAntimicrobialdAgentsdanddChemotherapyWK2014WKfiWKcefeXi

5.9 11

175 –olecularKcharacterizationKofKvanrXcontainingKvnterococcusKfromKmigratoryKbirdskKsongKthrushK
SíurdusKphilomelosTYKBraziliandJournaldofdMicrobiologyWK2012WKedWKbacgXbacj 2.2 11

174
yzxyKPãvVr’vNtvK wKvXívNuvuXéPvtíãó–K˛†X’rtír–révéKvétyvãztyzrKt ’zKrNuK
VrNt –YtzNXãvézéírNíKvNívã t ttzKzé ’rívéKwã –Ktyzt}vNKPã uótíéYKrKPã s’v–K wK
Pós’ztKyvr’íyYKJournaldofdFooddSafetyWK2010WKdaWKbebXbfd

2 11
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173 PrevalenceKandKtharacteristicsKofK–ultidrugXãesistantK’ivestockXrssociatedK–ethicillinXãesistantK
S’rX–ãérTKttdjiKzsolatedKfromKßuailsKSTKélaughteredKforKyumanKtonsumptionYKAnimalsWK2021WKbbWK 3.1 11

172 éYKpseudintermediusKandKéYKaureusKlineagesKwithKtransmissionKabilityKcirculateKasKcausativeKagentsKofK
infectionsKinKpetsKforKyearsYKBMCdVeterinarydResearchWK2021WKbhWKec 2.7 11

171
xeneticKcharacterizationKofKétaphylococcusKaureusKisolatedKfromKnasalKsamplesKofKhealthyKewesKinK
íunisiaYKyighKprevalenceKofKttbdaKandKttfccKlineagesYKComparativedImmunologyqdMicrobiologydandd
InfectiousdDiseasesWK2017WKfbWKdhXea

2.6 10

170 uiversityKofKstaphylococcalKspeciesKinKfoodKproducingKanimalsKinKépainWKwithKdetectionKofK
PV’XpositiveK–ãérKéíiKSóérdaaTYKVeterinarydMicrobiologyWK2019WKcddWKfXba 3.3 10

169 rKsurveyKofKtoolsKforKanalysingKuNrKfingerprintsYKBriefingsdindBioinformaticsWK2016WKbhWKjadXjbb 13.4 10

168
tomparativeKznsightKuponKthitosanKéolutionKandKthitosanKNanoparticlesKrpplicationKonKtheK
PhenolicKtontentWKrntioxidantKandKrntimicrobialKrctivitiesKofKzndividualKxrapeKtomponentsKofK
éousˆ£oKVarietyYKAntioxidantsWK2020WKjWK

7.1 10

167
tharacterizationKofKextendedXspectrumK˛†XlactamaseKSvés’TXproducingK}lebsiellaWKvnterobacterWKandK
titrobacterKobtainedKinKenvironmentalKsamplesKofKaKíunisianKhospitalYKDiagnosticdMicrobiologydandd
InfectiousdDiseaseWK2016WKigWKbjaXd

2.9 10

166 xenomicKuescriptionKofKrntibioticKãesistanceKinKvscherichiaKcoliKandKvnterococciKzsolatesKfromK
yealthyK’usitanoKyorsesYKJournaldofdEquinedVeterinarydScienceWK2013WKddWKbafhXbagd 1.2 10

165 uiversityKofK chrobactrumKspeciesKinKfoodKanimalsWKantibioticKresistanceKphenotypesKandK
polymorphismsKinKtheKbla tyKgeneYKFEMSdMicrobiologydLettersWK2017WKdgeWK 2.9 10

164
ónusualKpresenceKofKtheKimmuneKevasionKgeneKclusterKinKlivestockXassociatedK–ãérKofKlineageK
ttdjiKcausingKperiduralKandKpsoasKabscessesKinKaKpoultryKfarmerYKEnfermedadesdInfecciosasdYd
Microbiologˆ›adClˆ›nicaWK2017WKdfWKgfbXgfe

0.9 10

163 tharacterizationKofKmannitolXfermentingKmethicillinXresistantKstaphylococciKisolatedKfromKpigsKinK
NigeriaYKBraziliandJournaldofdMicrobiologyWK2015WKegWKiifXjc 2.2 10

162 rirborneKdisseminationKofKvscherichiaKcoliKinKaKdairyKcattleKfarmKandKitsKenvironmentYKInternationald
JournaldofdFooddMicrobiologyWK2015WKbjhWKeaXe 5.8 10

161 rntibioticKresistanceKandKmechanismsKimplicatedKinKfecalKenterococciKrecoveredKfromKpigsWKcattleK
andKsheepKinKaKPortugueseKslaughterhouseYKAnnalsdofdMicrobiologyWK2012WKgcWKbeifXbeje 3.2 10

160
rKnovelKclassKbKintegronKarrayKcarryingKblaVz–XcKgenesKandKaKnewKinsertionKsequenceKinKaK
PseudomonasKaeruginosaKstrainKisolatedKfromKaKépanishKhospitalYKJournaldofdMedicaldMicrobiologyWK
2011WKgaWKbafdXbafe

3.2 10

159 uetectionKofKtíXX–XbeKandKív–XfcKextendedXspectrumKbetaXlactamasesKinKfecalKvscherichiaKcoliK
isolatesKofKcaptiveKostrichKinKPortugalYKFoodbornedPathogensdanddDiseaseWK2010WKhWKjjbXe 3.8 10

158  utbreakKofKéyVXfKbetaXlactamaseXproducingK}lebsiellaKpneumoniaeKinKaKneonatalXpediatricK
intensiveKcareKunitKinKépainYKMicrobialdDrugdResistanceWK2004WKbaWKdfeXi 2.9 10

157 yumanKXtarryingK–ãérkKtlinicalKzmplicationsKandKãiskKwactorsYKMicroorganismsWK2020WKiWK 4.9 10

156 tharacterizationKofKantimicrobialKresistanceKmechanismsKinKcarbapenemXresistantKcarryingKz–PK
variantsKrecoveredKfromKaK–exicanKyospitalYKInfectiondanddDrugdResistanceWK2018WKbbWKbfcdXbfdg 4.2 10

(2018-2021)

21



155 étaphylococcusKaureusKisolatedKfromKwastewaterKtreatmentKplantsKinKíunisiakKoccurrenceKofKhumanK
andKanimalKassociatedKlineagesYKJournaldofdWaterdanddHealthWK2017WKbfWKgdiXged 2.2 9

154
tlinicalKimpactKandKprevalenceKofK–ãérKttdjiKandKdifferencesKbetweenK–ãérXíetKandK–ãérXíetK
inKanKareaKofKépainKwithKaKhighKdensityKofKpigKfarmingkKaKprospectiveKcohortKstudyYKClinicald
MicrobiologydanddInfectionWK2017WKcdWKghiYebXghiYee

9.5 9

153
yighKprevalenceKofKimipenemXresistantKandKmetalloXbetaXlactamaseXproducingKPseudomonasK
aeruginosaKinKtheKsurnsKyospitalKinKíunisiakKdetectionKofKaKnovelKclassKbKintegronYKJournaldofd
ChemotherapyWK2019WKdbWKbcaXbcg

2.3 9

152 ProteomicsKforKurugKãesistanceKonKtheKwoodKthainpK–ultidrugXãesistantKvscherichiaKcoliKProteomesK
fromKélaughteredKPigsYKOMICSdAdJournaldofdIntegrativedBiologyWK2016WKcaWKdgcXhe 3.8 9

151 uetectionKofKtíXX–XbfXProducingKvscherichiaKcoliKzsolatesKofK’ineagesKéíbdbXscKandKéíbghXrKinK
vnvironmentalKéamplesKofKaKíunisianKyospitalYKMicrobialdDrugdResistanceWK2016WKccWKdjjXead 2.9 9

150 wirstKreportKofKtíXX–KproducingKvscherichiaKcoliWKincludingKtheKnewKéícfcgWKisolatedKfromKbeefK
cattleKandKsheepKinKPortugalYKFooddControlWK2013WKdbWKcaiXcba 6.2 9

149 rcquiredKantibioticKresistanceKamongKwildKanimalskKtheKcaseKofKzberianK’ynxKS’ynxKpardinusTYK
VeterinarydQuarterlyWK2014WKdeWKbafXbc 8 9

148
yighKprevalenceKofKvés’XproducingKvscherichiaKcoliKisolatesKamongKhemodialysisKpatientsKinK
PortugalkKappearanceKofKéíebaKwithKtheKblaStíXX–XbeTKgeneYKDiagnosticdMicrobiologydanddInfectiousd
DiseaseWK2012WKheWKecdXf

2.9 9

147 ãapidKmolecularKmethodsKforKenumerationKandKtaxonomicalKidentificationKofKaceticKacidKbacteriaK
responsibleKforKsubmergedKvinegarKproductionYKEuropeandFooddResearchdanddTechnologyWK2010WKcdbWKibdXibj3.4 9

146 PolymorphismKinKpbpfKgeneKdetectedKinKclinicalKvnterococcusKfaeciumKstrainsKwithKdifferentK
ampicillinK–ztsKfromKaKíunisianKhospitalYKJournaldofdChemotherapyWK2008WKcaWKedgXea 2.3 9

145 znKvitroKactivityKofKtheKnewKketolideKy–ãdgehKinKcomparisonKwithKthoseKofKmacrolidesKandK
pristinamycinsKagainstKvnterococcusKsppYKAntimicrobialdAgentsdanddChemotherapyWK1998WKecWKdchjXib 5.9 9

144 uistributionKandKtlonalKuiversityKofKandK therKétaphylococciKinKéurfaceKβaterskKuetectionKofK
éíecfXthecKandKéíbdaXtiedKtXPositiveK–ãérKétrainsYKAntibioticsWK2021WKbaWK 4.9 9

143
wrequencyKandKtharacterizationKofKrntimicrobialKãesistanceKandKVirulenceKxenesKofK
toagulaseXNegativeKétaphylococciKfromKβildKsirdsKinKépainYKuetectionKofKXtarryingKzsolatesYK
MicroorganismsWK2020WKiWK

4.9 9

142 ValorizationKofKβinemakingKsyXProductsKasKaKNovelKéourceKofKrntibacterialKPropertieskKNewK
étrategiesKtoKwightKrntibioticKãesistanceYKMoleculesWK2021WKcgWK 4.8 9

141
wirstKreportKonKextendedXspectrumKbetaXlactamaseKSvés’TKproducingKvscherichiaKcoliKfromK
vuropeanKfreeXtailedKbatsKSíadaridaKteniotisTKinKPortugalkKrKoneXhealthKapproachKofKaKhiddenK
contaminationKproblemYKJournaldofdHazardousdMaterialsWK2019WKdhaWKcbjXcce

12.8 9

140
xeneticKcharacterizationKofKextendedXspectrumK˛†XlactamaseXproducingKvnterobacteriaceaeKfromKaK
biologicalKindustrialKwastewaterKtreatmentKplantKinKíunisiaKwithKdetectionKofKtheKcolistinXresistanceK
mcrXbKgeneYKFEMSdMicrobiologydEcologyWK2021WKjhWK

4.3 9

139 rdherentZinvasiveKvscherichiaKcoliKSrzvtTKisolatesKfromKasymptomaticKpeoplekKnewKvYKcoliKéíbdbK
 cfkyeZydaXãxKvirotypesYKAnnalsdofdClinicaldMicrobiologydanddAntimicrobialsWK2018WKbhWKec 6.2 9

138 vngineeredKNanostructuredK–aterialsKforK floxacinKueliveryYKFrontiersdindChemistryWK2018WKgWKffe 5 9
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137
vxtendedXspectrumK˛†XlactamaseXproducingKvscherichiaKcoliKisolatedKfromKhealthyKhumansKinK
–exicoWKincludingKsubcloneKéíbdbXscX cfkyeXydaXãxYKJournaldofdGlobaldAntimicrobialdResistanceWK
2017WKjWKbdaXbde

3.4 8

136 NextXxenerationKéequencingKandK–r’uzK–assKépectrometryKinKtheKétudyKofK–ultiresistantK
ProcessedK–eatKVancomycinXãesistantKvnterococciKSVãvTYKBiologyWK2020WKjWK 4.9 8

135
xeneticKlineagesKandKantimicrobialKresistanceKgenotypesKinKétaphylococcusKaureusKfromKchildrenK
withKatopicKdermatitiskKdetectionKofKclonalKcomplexesKttbWKttjhKandKttdjiYKJournaldofd
ChemotherapyWK2016WKciWKdfjXgg

2.3 8

134 zndividualKvariabilityKinKfingerXtoXfingerKtransmissionKefficiencyKofKvnterococcusKfaeciumKclonesYK
MicrobiologyOpenWK2014WKdWKbciXdc 3.4 8

133 xenotypicKdiversityWKantibioticKresistanceKandKbacteriocinKproductionKofKenterococciKisolatedKfromK
rhizospheresYKMicrobesdanddEnvironmentsWK2012WKchWKfddXh 2.6 8

132
rntimicrobialXresistantKvscherichiaKcoliKandKvnterococcusKsppYKisolatedKfromK–irandaKdonkeyKSvquusK
asinusTkKanKoldKproblemKfromKaKnewKsourceKwithKaKdifferentKapproachYKJournaldofdMedicald
MicrobiologyWK2017WKggWKbjbXcac

3.2 8

131 tomparativeKgenomicsKofKaKsubsetKofKrdherentZznvasiveKvscherichiaKcoliKstrainsKisolatedKfromK
individualsKwithoutKinflammatoryKbowelKdiseaseYKGenomicsWK2020WKbbcWKbibdXbica 4.3 8

130 uiversityKandKgeneticKlineagesKofKenvironmentalKstaphylococcikKaKsurfaceKwaterKoverviewYKFEMSd
MicrobiologydEcologyWK2020WKjgWK 4.3 8

129 PlanningKaK neKyealthKtaseKétudyKtoKvvaluateK–ethicillinKãesistantKandKztsKvconomicKsurdenKinK
PortugalYKFrontiersdindMicrobiologyWK2018WKjWKcjge 5.7 8

128 uiversityKofKspeciesKandKantibioticKresistanceKinKenterococciKisolatedKfromKseafoodKinKíunisiaYKAnnalsd
ofdMicrobiologyWK2017WKghWKbdfXbeb 3.2 7

127
NasalKcarriageKofKcoagulaseKpositiveKstaphylococciKinKpatientsKofKaKPrimaryXyealthcareXtenterkK
geneticKlineagesKandKresistanceKandKvirulenceKgenesYKEnfermedadesdInfecciosasdYdMicrobiologˆ›ad
Clˆ›nicaWK2015WKddWKdjbXg

0.9 7

126 xeneticKuiversityKandKrntibioticKãesistanceKrmongKtoagulaseXNegativeKétaphylococciKãecoveredK
fromKsirdsKofKPreyKinKPortugalYKMicrobialdDrugdResistanceWK2016WKccWKhchXhda 2.9 7

125 ProductionKandKrntimicrobialKrctivityKofKNisinKónderKvnologicalKtonditionsYKFrontiersdind
MicrobiologyWK2018WKjWKbjbi 5.7 7

124 rctivitiesKofK xadiazoleKrntibacterialsKagainstKétaphylococcusKaureusKandK therKxramXPositiveK
sacteriaYKAntimicrobialdAgentsdanddChemotherapyWK2018WKgcWK 5.9 7

123
vés’WKplasmidicKrmptWKandKassociatedKquinoloneKresistanceKdeterminantsKinKcoliformsKisolatedK
fromKhospitalKeffluentkKfirstKreportKofKqnrscWKqnrsjWKqnrsbjWKandKblat–YXeKinKrlgeriaYKJournaldofd
ChemotherapyWK2014WKcgWKheXj

2.3 7

122 vvaluationKofKfourKphenotypicKmethodsKtoKdetectKplasmidXmediatedKrmptK˛†XlactamasesKinKclinicalK
isolatesYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK2012WKdbWKcadhXed 5.3 7

121 waecalKenterococciKfromKcamelsKinKíunisiakKspeciesWKantibioticKresistanceKandKvirulentKgenesYK
VeterinarydRecordWK2013WKbhcWKcbd 0.9 7

120 znKvitroKactivityKofKceftobiproleKagainstKxramXpositiveKandKxramXnegativeKbacteriaKisolatedKfromK
humansKandKanimalsYKJournaldofdAntimicrobialdChemotherapyWK2010WKgfWKiabXd 5.1 7

(2010-2017)
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119 rntimicrobialKãesistanceKinKvnterococcusKsppYKofKanimalKoriginbifXcch 7

118 PlantKgrowthXpromotingKãhizopseudomonaskKexpandedKbiotechnologicalKpurposesKandK
antimicrobialKresistanceKconcernYKAnnalsdofdMicrobiologyWK2019WKgjWKfbXfj 3.2 7

117 tlonalKuiversityKandKrntimicrobialKãesistanceKofK–ethicillinXãesistantKzsolatedKfromKtanineK
PyodermaYKMicroorganismsWK2021WKjWK 4.9 7

116 ’inezolidXresistantK–ãérXttdjiKcarryingKtheKcfrKgeneWKandK–ãérXttjKisolatesKfromKpigsKwithKsignsK
ofKinfectionKinKépainYKJournaldofdApplieddMicrobiologyWK2021WKbdbWKgbfXgcc 4.7 7

115 tomparativeKsubproteomicKanalysisKofKclinicallyKacquiredKfluoroquinoloneKresistanceKandK
ciprofloxacinKstressKinKéalmonellaKíyphimuriumKuíbaesYKProteomicsdrdClinicaldApplicationsWK2017WKbbWKbgaabah3.1 6

114
tharacterisationKofKVz–XcXproducingKPseudomonasKaeruginosaKisolatesKfromKlowerKtractKrespiratoryK
infectionsKinKaKépanishKhospitalYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK
2018WKdhWKbiehXbifg

5.3 6

113 uetectionKofKrntibioticKãesistanceKinKétrainskKtanKwishKtommonlyKósedKinKãawKPreparationsKsuchKasK
éushiKandKéashimiKtonstituteKaKPublicKyealthKProblempYKJournaldofdFooddProtectionWK2019WKicWKbbdaXbbde 2.5 6

112 ãesistomeKandKaKNovelKXyarboringKPlasmidKofKanKétrainKfromKaKthildrenRsKyospitalKinKPueblaWK–exicoYK
MicrobialdDrugdResistanceWK2019WKcfWKbacdXbadb 2.9 6

111
VancomycinXresistantKenterococciKamongKhaemodialysisKpatientsKinKPortugalkKprevalenceKandK
molecularKcharacterizationKofKresistanceWKvirulenceKandKclonalityYKEnfermedadesdInfecciosasdYd
Microbiologˆ›adClˆ›nicaWK2014WKdcWKbheXg

0.9 6

110 tharacterizationKofKPcKpromoterKvariantsKofKclassKbKintegronsKinKvscherichiaKcoliKisolatesKfromK
poultryKmeatYKFoodbornedPathogensdanddDiseaseWK2013WKbaWKbahfXh 3.8 6

109
yighXresolutionKtypingKbyK–’VwKunveilsKextensiveKheterogeneityKofKvuropeanKlivestockXassociatedK
methicillinXresistantKétaphylococcusKaureusKisolatesKwithKtheKsequenceKtypeKdjiYKInternationald
JournaldofdMedicaldMicrobiologyWK2013WKdadWKbceXh

3.7 6

108 xeneticKbackgroundKofKquinoloneKresistanceKinKtíXX–XbfXproducingK}lebsiellaKpneumoniaKandK
vscherichiaKcoliKstrainsKinKíunisiaYKJournaldofdChemotherapyWK2010WKccWKggXh 2.3 6

107 uiversityKofKstructuresKcarryingKtheKaacSgRTXaphScMTKgeneKinKclinicalKvnterococcusKfaecalisKandK
vnterococcusKfaeciumKstrainsKisolatedKinKíunisiaYKJournaldofdChemotherapyWK2006WKbiWKdfdXj 2.3 6

106 étaphylococciKamongKβildKvuropeanKãabbitsKfromKtheKrzoreskKrKPotentialKZoonoticKzssuepYKJournald
ofdFooddProtectionWK2020WKidWKbbbaXbbbe 2.5 6

105 rntimicrobialKresistanceKgenesKandKvirulenceKgeneKencodingKintiminKinKandKisolatedKfromKwildK
rabbitsKSTKinKíunisiaYKActadVeterinariadHungaricaWK2019WKghWKehhXeii 1 6

104 ’ivestockXrssociatedK–ethicillinXãesistantKS–ãérTKinKPurulentKéubcutaneousK’esionsKofKwarmK
ãabbitsYKFoodsWK2020WKjWK 4.9 6

103 –echanismsKofK’inezolidKãesistanceKrmongKtlinicalKsppYKinKépainkKépreadKofK–ethicillinXKandK
’inezolidXãesistantKéícYKMicrobialdDrugdResistanceWK2021WKchWKbefXbfd 2.9 6

102
PrevalenceKandKxeneticKtharacteristicsKofKttdjiKzsolatesKwromKznvasiveKznfectionsKinKépanishK
yospitalsWKwocusingKonKtheK’ivestockXzndependentKttdjiX–éérKtladeYKFrontiersdindMicrobiologyWK
2021WKbcWKgcdbai

5.7 6
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101
éafetyKassessmentWKgeneticKrelatednessKandKbacteriocinKactivityKofKpotentialKprobioticK’actococcusK
lactisKstrainsKfromKrainbowKtroutKS ncorhynchusKmykissWKβalbaumTKandKrearingKenvironmentYK
EuropeandFooddResearchdanddTechnologyWK2015WKcebWKgehXggc

3.4 5

100 –ethicillinXãesistantKttdjiKinKPurulentK’esionsKofKPigletsKandKwatteningKPigsKinKPortugalYKMicrobiald
DrugdResistanceWK2020WKcgWKifaXifg 2.9 5

99 wirstKuetectionKofKtíXX–XbKinKvxtendedXépectrumK˛†X’actamaseXProducingKvscherichiaKcoliKinK
éeafoodKfromKíunisiaYKJournaldofdFooddProtectionWK2017WKbihhXbiib 2.5 5

98 –olecularKdiversityKandKconjugalKtransferabilityKofKclassKcKintegronsKamongKvscherichiaKcoliKisolatesK
fromKfoodWKanimalKandKhumanKsourcesYKInternationaldJournaldofdAntimicrobialdAgentsWK2018WKfbWKjafXjbb 14.3 5

97 vxtendedXépectrumX˛†X’actamaseKandKtarbapenemaseXProducingKvnterobacteriaceaeKinK
woodXProducingKrnimalsKinKvuropeK2019WKcgbXchd 5

96  pticalKtontrolKofKrntimicrobialKrctivityKinKßuinoloneKuerivativesYKEuropeandJournaldofdOrganicd
ChemistryWK2017WKcabhWKehbjXehcf 3.2 5

95 PhenotypicKandKgenotypicKcharacterizationKofKbacteriocinsKinKclinicalKenterococcalKisolatesKofK
íunisiaYKWorlddJournaldofdMicrobiologydanddBiotechnologyWK2008WKceWKgfdXgfh 4.4 5

94 wirstKevidenceKofKpolarKflagellaKinK}lebsiellaKpneumoniaeKisolatedKfromKaKpatientKwithKneonatalK
sepsisYKJournaldofdMedicaldMicrobiologyWK2016WKgfWKhcjXhdh 3.2 5

93
rntimicrobialKãesistanceKxenesKandKuiversityKofKtlonesKamongKvés’XKandKrcquiredK
rmptXProducingKzsolatedKfromKwecalKéamplesKofKyealthyKandKéickKtatsKinKPortugalYKAntibioticsWK2021
WKbaWK

4.9 5

92 –ultidrugXresistantK}lebsiellaKpneumoniaeKharboringKextendedKspectrumK˛†XlactamaseKencodingK
genesKisolatedKfromKhumanKsepticemiasYKPLoSdONEWK2021WKbgWKeacfafcf 3.7 5

91 vnvironmentalKétaphylococcusKaureusKcontaminationKinKaKíunisianKhospitalYKJournaldofd
ChemotherapyWK2016WKciWKfagXfaj 2.3 5

90 PhylogeneticKuiversityWKrntimicrobialKéusceptibilityKandKVirulenceKtharacteristicsKofKzsolatesKfromK
PigeonK–eatYKAntibioticsWK2019WKiWK 4.9 5

89 wirstKãeportKofK}PtXcKandK}PtXdXProducingKvnterobacteriaceaeKinKβildKsirdsKinKrfricaYKMicrobiald
EcologyWK2020WKhjWKdaXdh 4.4 5

88 zmpactKofKvuropeanKpetKantibioticKuseKonKenterococciKandKstaphylococciKantimicrobial´ resistanceK
andKhumanKhealthYKFuturedMicrobiologyWK2021WKbgWKbifXcab 2.9 5

87 PrevalenceKofK–ãérKéídjiKtarriageKinKNursingKyomeKãesidentsKinKanKrreaKofKépainKβithKaKyighK
uensityKofKPigKwarmingYKInfectiondControldanddHospitaldEpidemiologyWK2018WKdjWKjaXjd 2 5

86 rntimicrobialKãesistanceKxenesKandKuiversityKofKtlonesKamongKwaecalKvés’XProducingKzsolatedK
fromKyealthyKandKéickKuogsK’ivingKinKPortugalYKAntibioticsWK2021WKbaWK 4.9 5

85 NocturnalKsirdsKofKPreyKasKtarriersKofKandK therKétaphylococcikKuiversityWKrntimicrobialKãesistanceK
andKtlonalK’ineagesYYKAntibioticsWK2022WKbbWK 4.9 5

84 –ultidrugXãesistantK–ethicillinXãesistantKtoagulaseXNegativeKétaphylococciKinKyealthyKPoultryK
élaughteredKforKyumanKtonsumptionYYKAntibioticsWK2022WKbbWK 4.9 5

(2022-2015)

25



83 PersistenceKofKaKéígKcloneKofKvnterococcusKfaecalisKgenotypeKvanscKinKtwoKyospitalsKinKrragonK
SépainTYKEnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2017WKdfWKfhiXfib 0.9 4

82 rntibioticKresistanceKandKvirulenceKofKenterococciKisolatesKfromKhealthyKhumansKinKíunisiaYKAnnalsdofd
MicrobiologyWK2016WKggWKhbhXhcf 3.2 4

81 –olecularKvpidemiologyKofKétaphylococcusKaureusK’ineagesKinKtheKrnimalâ��yumanKznterfaceK2018WKbijXcbe 4

80 wirstKdescriptionKofKaKblaVz–XcXcarryingKtitrobacterKfreundiiKisolateKinKépainYKAntimicrobialdAgentsd
anddChemotherapyWK2014WKfiWKgddbXc 5.9 4

79 óseKofKavibactamKtoKdetectKrmblerKclassKrKcarbapenemasesKandK XrXeiK˛†XlactamasesKinK
vnterobacteriaceaeYKDiagnosticdMicrobiologydanddInfectiousdDiseaseWK2014WKhjWKdjjXeaa 2.9 4

78 éurveillanceKandKvnvironmentalKãiskKrssessmentKofKrntibioticsKandKr–ãZrãxsKãelatedKwithK–ãérkK
 neKyealthKPerspectiveYKEmergingdContaminantsdanddAssociateddTreatmentdTechnologiesWK2020WKchbXcjf 0.5 4

77 ProducingKvxtendedXépectrumK˛†XlactamasesKSvés’TKfromKuomesticKtamelsKinKtheKtanaryKzslandskKrK
 neKyealthKrpproachYKAnimalsWK2020WKbaWK 3.1 4

76 rirborneKuisseminationKofKsacteriaKSvnterococciWKétaphylococciKandKTKinKaK–odernKsroilerKwarmKandK
ztsKvnvironmentYKAnimalsWK2021WKbbWK 3.1 4

75 xeneticKcharacterisationKofKstaphylococciKofKfoodXproducingKanimalsKinKéenegalYKPV’KdetectionK
amongK–éérYKBMCdVeterinarydResearchWK2019WKbfWKdjb 2.7 4

74 vxtendedKépectrumK˛†X’actamaseXProducingKandKfromKsroilerK’iverKinKtheKtenterKofKrlgeriaWKwithK
uetectionKofKtíXX–XffKandKscZéíbdbXtíXX–XbfKinYKMicrobialdDrugdResistanceWK2021WKchWKcgiXchg 2.9 4

73 zdentificationKofKvnterococciWKétaphylococciWKandKvnterobacteriaceaeKfromKélurriesKandKrirKinKandK
aroundKíwoKPorkKwarmsYKJournaldofdFooddProtectionWK2018WKibWKbhhgXbhic 2.5 4

72 PenicillinKsusceptibilityKamongKinvasiveK–éérKinfectionskKaKmulticentreKstudyKinKbgKépanishK
hospitalsYKJournaldofdAntimicrobialdChemotherapyWK2021WKhgWKcfbjXcfch 5.1 4

71 βildKrnimalsKrreKãeservoirsKandKéentinelsKofKandK–ãérKtloneskKrKProblemKwithKM neKyealthMK
toncernYYKAntibioticsWK2021WKbaWK 4.9 4

70 vxpressionKofKtheKxeneKinKtlassKbKzntegronsYKAntimicrobialdAgentsdanddChemotherapyWK2017WKgbWK 5.9 3

69 –ultiomicsKrssessmentKofKxeneKvxpressionKinKaKtlinicalKétrainKofKtíXX–XbfXProducingKéíbdbYK
FrontiersdindMicrobiologyWK2019WKbaWKidb 5.7 3

68 vxploringKtheKtontrolKinKrntibacterialKrctivityKofKéilverKíriangularKNanoplatesKbyKéurfaceKtoatingK
–odulationYKFrontiersdindChemistryWK2018WKgWKghh 5 3

67 PutativeKProteinKsiomarkersKofKrntibioticK–ultiresistanceKzdentifiedKbyK–r’uzK–assKépectrometryYK
BiologyWK2020WKjWK 4.9 3

66 vnterotoxinKgenesKandKantimicrobialKresistanceKinKétaphylococcusKaureusKisolatedKfromKfoodK
productsKinKrlgeriaYKJournaldofdApplieddMicrobiologyWK2020WKbcjWKbaedXbafc 4.7 3
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65 znKvitroKactivityKofKdalbavancinKagainstKenterococciKisolatesKfromKwildKanimalsWKpetsWKpoultryKandK
humansKinKPortugalYKJournaldofdBasicdMicrobiologyWK2008WKeiWKfcgXi 2.7 3

64 yighKwrequencyKofKtheKv–ãérXbfKtloneKSéíccX–ãérXzVTKinKyospitalKβastewaterYYKMicroorganismsWK
2022WKbaWK 4.9 3

63 éppYKfromKβildK–ammalsKinKrragˆ‡nKSépainTkKrntibioticKãesistanceKétatusYKJournaldofdVeterinaryd
ResearchdmPolandnWK2020WKgeWKdhdXdhj 1.8 3

62 éalmonellaKsppYKinKwildKboarKSéusKscrofaTkKaKpublicKandKanimalKhealthKconcernK2011WKbdbXbdg 3

61
–ulticenterKstudyKofKclinicalKnonX˛†XlactamXantibioticKsusceptibleK–ãérKstrainskKxeneticKlineagesKandK
PantonXValentineKleukocidinKSPV’TKproductionYKEnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK
2019WKdhWKfajXfbd

0.9 3

60 ãelevanceKofKclonalKcomplexKttdjiKinKbacteremiaKcausedKbyKétaphylococcusKaureusKinKaKsecondaryK
hospitalKofKrragonWKépainYKEnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2020WKdiWKdjeXdjf 0.9 3

59 rntibioticKãesistanceKandKsiofilmXwormingKrbilityKinKvnterococcalKzsolatesKfromKãedK–eatKandK
PoultryKPreparationsYKPathogensWK2020WKjWK 4.5 3

58 –olecularKdiversityKofKvxtendedXspectrumK˛†XlactamaseXproducingKvscherichiaKcoliKfromKvulturesKinK
tanaryKzslandsYKEnvironmentaldMicrobiologydReportsWK2020WKbcWKfeaXfeh 3.7 3

57 xenomicKrnalysisKofKofKtheK’ineageKttbdaWKzncludingKXtarryingK–ãérKandK–éérKzsolatesKãecoveredK
ofKrnimalWKyumanWKandKvnvironmentalK riginsYKFrontiersdindMicrobiologyWK2021WKbcWKgffjje 5.7 3

56
uetectionKofKmethicillinXresistantKcoagulaseXnegativeKstaphylococciKandKPV’ZmecrKgenesKinK
cefoxitinXsusceptibleKétaphylococcusKaureusKStaeeZéíiaTKfromKunpasteurizedKmilkKsoldKinKstoresKinK
ujelfaWKrlgeriaYKJournaldofdDairydScienceWK2021WKbaeWKcgieXcgjc

4 3

55 íheKãoleKofKxullsKasKãeservoirsKofKrntibioticKãesistanceKinKrquaticKvnvironmentskKrKécopingKãeviewYK
FrontiersdindMicrobiologyWK2021WKbcWKhadiig 5.7 3

54
tharacterisationKofKcarbapenemXresistanceKmechanismsKinKclinicalKPseudomonasKaeruginosaK
isolatesKrecoveredKinKaKépanishKhospitalYKEnfermedadesdInfecciosasdYdMicrobiologiadClinicadmEnglishdEdd
nWK2017WKdfWKbebXbeh

0.1 2

53 PyometraKtausedKbyKinKaKβildKvuropeanKyedgehogKSTYKJournaldofdWildlifedDiseasesWK2019WKffWKhceXhch 1.3 2

52 PenicillinXsusceptibleKétaphylococcusKaureusKbacteremiakKvpidemiologicalKandKclinicalKrelevanceYK
PossibleKtherapeuticKimplicationsYKEnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2020WKdiWKedeXedh 0.9 2

51 –ãérKttdjiKrecoveredKfromKwildKboarKharboringKnewKéttmecKtypeKzVK{dKvariantYKSciencedofdthed
TotaldEnvironmentWK2020WKhccWKbdhief 10.2 2

50 –ultiomicsKéubstratesKofKãesistanceKtoKvmergingKPathogenspKíranscriptomeKandKProteomeKProfileK
ofKaKVancomycinXãesistantKtlinicalKétrainYKOMICSdAdJournaldofdIntegrativedBiologyWK2020WKceWKibXjf 3.8 2

49 xenotypingKofKrntimicrobialKãesistanceKandKVirulenceKinKzsolatedKfromKwoodKofKrnimalK riginKinK
–exicoYKIndiandJournaldofdMicrobiologyWK2018WKfiWKfcfXfci 3.7 2

48 éusceptibilityKofK–ethicillinXãesistantKétaphylococcusKaureusKtoKwiveKßuinazolinoneKrntibacterialsYK
AntimicrobialdAgentsdanddChemotherapyWK2019WKgeWK 5.9 2

(2019-2008)
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47 –ultiresistantKextendedXspectrumK˛†XlactamaseKproducingKvscherichiaKcoliKinKhumanKurineKsamplesK
inKPortugalYKJournaldofdMicrobiologyqdImmunologydanddInfectionWK2013WKegWKdjjXeae 8.5 2

46
yighKclonalityKandKdiversityKofKvirulenceKdeterminantsKamongKblaSPévTXpositiveKéalmonellaK
íyphimurimKisolatesKrecoveredKinKthreeKgeographicallyKdistantKépanishKhospitalsYKDiagnosticd
MicrobiologydanddInfectiousdDiseaseWK2012WKheWKecgXi

2.9 2

45 zberianK’ynxKS’ynxKpardinusTKfromKtheKcaptiveKbreedingKprogramKasKreservoirKofKantimicrobialK
resistantKenterococciKandKvscherichiaKcoliKisolatesYKJournaldofdIntegrateddOMICSWK2013WKdWK 0.5 2

44
–ethicillinXresistantKétaphylococcusKaureusKS–ãérTKéídjiKinKaKfarmerKwithKskinKlesionsKandKinKpigsK
ofKhisKfarmkKclonalKrelationshipKandKdetectionKofKlnuSrTKgeneYKClinicaldMicrobiologydanddInfectionWK
2011WKbhWKjcdXjch

9.5 2

43 tlonalKdiversityKamongKerythromycinXresistantKbetaXhaemolyticKétreptococcusKisolatesKinK’aKãiojaWK
épainYKJournaldofdAntimicrobialdChemotherapyWK2003WKfcWKeifXi 5.1 2

42 –olecularKcharacterizationKofKvanrXcontainingKvnterococcusKfromKmigratoryKbirdskKsongKthrushK
SíurdusKphilomelosTYKBraziliandJournaldofdMicrobiologyWK2012WKedWKbacgXj 2.2 2

41 uetectionKofKaKcfrXpositiveK–ãérKttdjiKstrainKinKaKpigKfarmerKinKépainYKEnfermedadesdInfecciosasdYd
Microbiologˆ›adClˆ›nicaWK2021WKdjWKbdjXbeb 0.9 2

40 –ultidrugKãesistanceKuisseminationKinKvscherichiaKcoliKzsolatedKfromKβildKrnimalskKsacterialKtlonesK
andKPlasmidKtomplicityYKMicrobiologydResearchWK2021WKbcWKbcdXbdh 1 2

39
rntimicrobialKresistanceKinKvscherichiaKcoliKisolatesKfromKfrugivorousKSvidolonKhelvumTKandK
insectivorousKSNycterisKhispidaTKbatsKinKéoutheastKNigeriaWKwithKdetectionKofKtíXX–XbfKproducingK
isolatesYKComparativedImmunologyqdMicrobiologydanddInfectiousdDiseasesWK2021WKhfWKbabgbd

2.6 2

38 NewKéynthesisKofKxoldXKandKéilverXsasedKNanoXíetracyclineKtompositesYKChemistryOpenWK2016WKfWKbgj 2.3 2

37 rntibioticsKPollutionKinKtheKPaddyKéoilKvnvironmentYKSoildBiologyWK2018WKifXjh 1 2

36 tharacterizationKofKvés’XProducingKandKzsolatedKfromKtlinicalKéamplesKinKaKNorthernKPortugueseK
yospitalkKPredominanceKofKtíXX–XbfKandKyighKxeneticKuiversityYKMicroorganismsWK2021WKjWK 4.9 2

35 rK neKyealthKrpproachK–olecularKrnalysisKofKãevealsKuistinctK’ineagesKinKzsolatesKfromK–irandaK
uonkeysKSTKandKíheirKyandlersYYKAntibioticsWK2022WKbbWK 4.9 2

34 rntimicrobialKresistanceKphenotypesKandKgenotypesKofKmethicillinXresistantKétaphylococcusKaureusK
ttdjiKisolatesKfromKépanishKhospitalsYKInternationaldJournaldofdAntimicrobialdAgentsWK2020WKffWKbafjah 14.3 1

33 tharacterizationKofKextendedXspectrumKandKt–YXcKˆ�XlactamasesWKandKassociatedKvirulenceKgenesKinK
vscherichiaKcoliKfromKfoodKofKanimalKoriginKinK–ˆ'xicoYKBritishdFooddJournalWK2018WKbcaWKbefhXbehd 2.8 1

32
–ulticenterKstudyKofKclinicalKnonX˛†XlactamXantibioticKsusceptibleK–ãérKstrainskKxeneticKlineagesKandK
PantonXValentineKleukocidinKSPV’TKproductionYKEnfermedadesdInfecciosasdYdMicrobiologiadClinicad
mEnglishdEddnWK2019WKdhWKfajXfbd

0.1 1

31
tomparisonKofK’ocalKweaturesKfromKíwoKépanishKyospitalsKãevealsKtommonKandKépecificKíraitsKatK
–ultipleK’evelsKofKtheK–olecularKvpidemiologyKofK–etalloX˛†X’actamaseXProducingKPseudomonasK
sppYYKAntimicrobialdAgentsdanddChemotherapyWK2014WKfiWKejjcXejjc

5.9 1

30 ProteomicKstudyKinKanKvscherichiaKcoliKstrainKfromKseagullsKofKtheKserlengasKNaturalKãeserveKofK
PortugalYKJournaldofdIntegrateddOMICSWK2011WKbWK 0.5 1
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29
éynergisticKactivityKofKtobramycinXnetilmicinKagainstKvnterococcusKfaecalisKproducingK
gRXaminoglycosideXacetyltransferaseWKcRRXaminoglycosideXphosphotransferaseKenzymeYKEuropeand
JournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK1993WKbcWKgegXi

5.3 1

28 tarbapenemsKandKPseudomonasKaeruginosakKmechanismsKandKepidemiologyK2020WKcfdXcgi 1

27 ãelevanceKofKclonalKcomplexKttdjiKinKbacteremiaKcausedKbyKétaphylococcusKaureusKinKaKsecondaryK
hospitalKofKrragonWKépainYKEnfermedadesdInfecciosasdYdMicrobiologiadClinicadmEnglishdEddnWK2020WKdiWKdjeXdjf0.1 1

26
PenicillinXsusceptibleKétaphylococcusKaureusKbacteremiakKvpidemiologicalKandKclinicalKrelevanceYK
PossibleKtherapeuticKimplicationsYKEnfermedadesdInfecciosasdYdMicrobiologiadClinicadmEnglishdEddnWK
2020WKdiWKedeXedh

0.1 1

25 uetectionKofKaKcfrXpositiveK–ãérKttdjiKstrainKinKaKpigKfarmerKinKépainYKEnfermedadesdInfecciosasdYd
MicrobiologiadClinicadmEnglishdEddnWK2021WKdjWKbdjXbeb 0.1 1

24 –olecularKuiversityKofK–ethicillinXãesistantKandKXéusceptibleKétaphylococcusKaureusKuetectedKinK
rnimalskKrKwocusKonKrquaticKrnimalsYKDiversityWK2021WKbdWKebh 2.5 1

23
vcologyKandKxeneticK’ineagesKofKNasalKandK–ãérKtarriageKinKyealthyKPersonsKwithKorKwithoutK
rnimalXãelatedK ccupationalKãisksKofKtolonizationkKrKãeviewKofKxlobalKãeportsYKPathogensWK2021WK
baWK

4.5 1

22 sacteriophagesKasKrntimicrobialKrgentspKProteomicKznsightsKonKíhreeKNovelK’yticKsacteriophagesK
znfectingKvés’XProducingYKOMICSdAdJournaldofdIntegrativedBiologyWK2021WKcfWKgcgXgea 3.8 1

21 rntimicrobialKresistanceKasKaKnexusKbetweenKteachingKandKresearchYKJournaldofdBiologicaldEducationWbXbh 0.9 1

20
rntimicrobialKãesistanceKandKtlonalK’ineagesKofKétaphylococcusKaureusKfromKtattleWKíheirKyandlersWK
andKíheirKéurroundingskKrKtrossXéectionalKétudyKfromKtheK neKyealthKPerspectiveYKMicroorganismsWK
2022WKbaWKjeb

4.9 1

19 étaphylococcusKaureusKandK–ethicillinXãesistantKtoagulaseXNegativeKétaphylococciKinKNostrilsKandK
succalK–ucosaKofKyealthyKtamelsKósedKforKãecreationalKPurposesYKAnimalsWK2022WKbcWKbcff 3.1 1

18 tontrollingKrntimicrobialKrctivityKofKßuinolonesKósingKVisibleZNzãK’ightXrctivatedKs uzPYK
PhotocagesYKPharmaceuticsWK2022WKbeWKbaha 6.4 1

17 éubproteomicKsignatureKcomparisonKofKinKvitroKselectedKfluoroquinoloneKresistanceKandK
ciprofloxacinKstressKinKéalmonellaKíyphimuriumKuíbaesYKExpertdReviewdofdProteomicsWK2017WKbeWKjebXjgb 4.2 0

16 éoilKrntibioticsKandKíransferKofKrntibioticKãesistanceKxenesKrffectingKβildlifeYKSoildBiologyWK2017WKdbdXdcf1 0

15
ãecommendationsKofKtheKépanishKrntibiogramKtommitteeKSt vérNíTKforKselectingKantimicrobialK
agentsKandKconcentrationsKforKinKvitroKsusceptibilityKstudiesKusingKautomatedKsystemsYK
EnfermedadesdInfecciosasdYdMicrobiologˆ›adClˆ›nicaWK2020WKdiWKbicXbih

0.9 0

14 –ethicillinXãesistantKProteomeKãesponseKtoKrntibioticKétressKProvidesKznsightsKforKNewK
íherapeuticKétrategiesYKOMICSdAdJournaldofdIntegrativedBiologyWK2021WKcfWKhbbXhce 3.8 0

13 rntibioticKresistanceKmechanismsKinKrcinetobacterKsppYKstrainsKisolatedKfromKpatientsKinKaK
paediatricKhospitalKinK–exicoYKJournaldofdGlobaldAntimicrobialdResistanceWK2020WKcdWKbcaXbcj 3.4 0

12 zncwzsKplasmidsKcarryingKtheKresistanceKgeneKblatíXX–XbfKinKvés’XproducingKvscherichiaKcoliKclonesK
fromKpediatricKpatientsYYKJournaldofdInfectiondindDevelopingdCountriesWK2022WKbgWKfaaXfag 2.3 0

(2022-1993)
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11 sacteriocinX’ikeKznhibitoryKéubstancesKinKétaphylococciKofKuifferentK riginsKandKépeciesKβithK
rctivityKrgainstKãelevantKPathogensYYKFrontiersdindMicrobiologyWK2022WKbdWKihafba 5.7 0

10 rntimicrobialKãesistanceKandK–olecularKvpidemiologyKofKétaphylococcusKaureusKfromKyuntersKandK
yuntingKuogsYKPathogensWK2022WKbbWKfei 4.5 0

9 vvaluatingKtheKPotentialKandKéynergeticKvffectsKofK–icrocinsKagainstK–ultidrugXãesistantKYYK
MicrobiologydSpectrumWK2022WKeachfccb 8.9 0

8 siofilmKwormationKofKétaphylococcusKaureusKfromKPetsWK’ivestockWKandKβildKrnimalskKãelationshipK
withKtlonalK’ineagesKandKrntimicrobialKãesistanceYKAntibioticsWK2022WKbbWKhhc 4.9 0

7 PersistenceKofKaKéígKcloneKofKvnterococcusKfaecalisKgenotypeKvanKscKinKtwoKyospitalsKinKrragonK
SépainTYKEnfermedadesdInfecciosasdYdMicrobiologiadClinicadmEnglishdEddnWK2017WKdfWKfhiXfib 0.1

6
ónusualKpresenceKofKtheKimmuneKevasionKgeneKclusterKinKlivestockXassociatedK–ãérKofKlineageK
ttdjiKcausingKperiduralKandKpsoasKabscessesKinKaKpoultryKfarmerYKEnfermedadesdInfecciosasdYd
MicrobiologiadClinicadmEnglishdEddnWK2017WKdfWKgfbXgfe

0.1

5 rntimicrobialKactivityKofKdoripenemKagainstKbacterialKisolatesKfromKhumansKandKanimalsYKJournaldofd
AntibioticsWK2010WKgdWKgdbXc 3.7

4 uetectionKofKaminoglycosideXpenicillinKsynergyKagainstKvnterococcusKfaeciumKusingKhighXcontentK
aminoglycosideKdisksYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK1995WKbeWKihiXic 5.3

3
ãecommendationsKofKtheKépanishKrntibiogramKtommitteeKSt vérNíTKforKselectingKantimicrobialK
agentsKandKconcentrationsKforKinKvitroKsusceptibilityKstudiesKusingKautomatedKsystemsYK
EnfermedadesdInfecciosasdYdMicrobiologiadClinicadmEnglishdEddnWK2020WKdiWKbicXbih

0.1

2 touldKtransformationKmechanismsKofKacetylaseXharboringKp–díbKplasmidKbeKevaluatedKthroughK
proteomicKtoolsKinKvscherichiaKcolipYKJournaldofdProteomicsWK2016WKbefWKbadXbbb 3.9

1 PlatanusKhybridaâ��sKPhenolicKProfileWKrntioxidantKPowerWKandKrntibacterialKrctivityKagainstK
–ethicillinXãesistantKétaphylococcusKaureusKS–ãérTYKHorticulturaeWK2022WKiWKced 2.5
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