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Modular Architecture of the Bacteriophage T7 Primase Couples RNA Primer Synthesis to DNA 45 103
Synthesis. Molecular Cell, 2003, 11, 1349-1360. :
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Structural and Molecular Biology, 2009, 16, 1109-1115. ’

Structural basis for mutual relief of the Rac guanine nucleotide exchange factor DOCK2 and its
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Structural basis for elF2B inhibition in integrated stress response. Science, 2019, 364, 495-499.

Solution Structure of Human Initiation Factor elF2[+ Reveals Homology to the Elongation Factor eEF1B. 16 82
Structure, 2004, 12, 1693-1704. :

Methyl transfer by substrate signaling from a knotted protein fold. Nature Structural and Molecular
Biology, 2016, 23, 941-948.
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reactions. Nature, 2010, 467, 612-616. :

Structural basis for methyl-donord€“dependent and sequence-specific binding to tRNA substrates by
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Crystal structure of archaeal tRNA(m<sup>1</sup>G37)methyltransferase aTrm5. Proteins: Structure, 15 53
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HCV IRES Captures an Actively Translating 80S Ribosome. Molecular Cell, 2019, 74, 1205-1214.e8. 4.5 42

Solution structures of the first and second RNA-binding domains of human U2 small nuclear
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Dual targeting of DDX3 and elF4A by the translation inhibitor rocaglamide A. Cell Chemical Biology, 05 37
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A Molecular Handoff between Bacteriophage T7 DNA Primase and T7 DNA Polymerase Initiates DNA
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Sensitivity enhancement in NMR of macromolecules by application of optimal control theory. Journal 16 35
of Biomolecular NMR, 2005, 32, 23-30. :
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Mapping of the Auto-inhibitory Interactions of Protein Kinase R by Nuclear Magnetic Resonance.
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Trm5 and TrmD: Two Enzymes from Distinct Origins Catalyze the Identical tRNA Modification, m1G37. 18 a4
Biomolecules, 2017, 7, 32. :

Differentiating analogous tRNA methyltransferases by fragments of the methyl donor. Rna, 2011, 17,
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JQ1 affects BRD2-dependent and independent transcription regulation without disrupting
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Dynamic interaction of poly(A)-binding protein with the ribosome. Scientific Reports, 2018, 8, 17435.
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Cell-free synthesis of functional antibody fragments to provide a structural basis for
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Tetrahymena group | intron. Rna, 2002, 8, 440-451. 1.6 17
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Conformational alterations in unidirectional ion transport of a light-driven chloride pump revealed
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METTL18-mediated histidine methylation of RPL3 modulates translation elongation for proteostasis
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and its mode of interaction with a SF3b145 fragment. Protein Science, 2017, 26, 280-291.
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