
Thomas Manke

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv8953362vthomastmanketpublicationstbytyearupdf

Version:f2x24tx4t28f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

66
papers

7,296
citations

35
h-index

71
g-index

71
ext. papers

10,852
ext. citations

12.9
avg, IF

5.86
L-index



i Paper IF Citations

66 pyGenomeTracksrOreproducibleOplotsOforOmultivariateOgenomicOdatasetseOBioinformaticscO2021cOkocOliidlik7.2 50

65 GalaxyOHi—ExplorerOkrOaOwebOserverOforOreproducibleOHid—cOcaptureOHid—OandOsingledcellOHid—OdataO
analysiscOqualityOcontrolOandOvisualizationeONucleicmAcidsmResearchcO2020cOlpcOWhoodWhpl 20.1 40

64 DOThLdmediatedOmurineOneuronalOdifferentiationOassociatesOwithOHkKoqmeiOaccumulationOandO
preservesOSOXidenhancerOaccessibilityeONaturemCommunicationscO2020cOhhcOmigg 17.4 4

63 —yPRIOenablesOcomparisonOofOevolutionarilyOconservedORNyOinteractingOregionseONaturem
CommunicationscO2019cOhgcOinpi 17.4 20

62 snakePipesrOfacilitatingOflexiblecOscalableOandOintegrativeOepigenomicOanalysiseOBioinformaticscO2019cO
kmcOlomodlomq 7.2 45

61 MyP—apOallowsOhighdresolutionOdetectionOandOdifferentialOexpressionOanalysisOofOtranscriptionOstartO
siteseONaturemCommunicationscO2019cOhgcOkihq 17.4 12

60 —RUPrOaOcomprehensiveOframeworkOtoOpredictOconditiondspecificOregulatoryOunitseOGenomemBiologycO
2019cOigcOiio 18.3 8

59 DOThLOpromotesOprogenitorOproliferationOandOprimesOneuronalOlayerOidentityOinOtheOdevelopingO
cerebralOcortexeONucleicmAcidsmResearchcO2019cOlocOhnpdhpk 20.1 19

58 DifferentialOMethylationOofOHkKoqORevealsODOThLOTargetOGenesOandOFunctionOinOtheO—erebellumOInO
VivoeOMolecularmNeurobiologycO2019cOmncOliokdlipo 6.2 8

57 HighdresolutionOTyDsOrevealODNyOsequencesOunderlyingOgenomeOorganizationOinOflieseONaturem
CommunicationscO2018cOqcOhpq 17.4 292

56 GalaxyOHi—ExplorerrOaOwebOserverOforOreproducibleOHid—OdataOanalysiscOqualityOcontrolOandO
visualizationeONucleicmAcidsmResearchcO2018cOlncOWhhdWhn 20.1 76

55 RELy—SOnucleiObarcodingOenablesOhighdthroughputO—hIPdseqeOCommunicationsmBiologycO2018cOhcOihl 6.7 16

54 IntegrativeOanalysisOofOsingledcellOexpressionOdataOrevealsOdistinctOregulatoryOstatesOinObidirectionalO
promoterseOEpigeneticsmandmChromatincO2018cOhhcOnn 5.8 4

53 yOcomprehensiveOanalysisOofOhqmODNyOmethylomesOrevealsOsharedOandOcelldspecificOfeaturesOofO
partiallyOmethylatedOdomainseOGenomemBiologycO2018cOhqcOhmg 18.3 41

52 —ommunitydDrivenODataOynalysisOTrainingOforOziologyeOCellmSystemscO2018cOncOomidompeeh 10.6 62

51 InactivationOofOLsdhOtriggersOsenescenceOinOtrophoblastOstemOcellsObyOinductionOofOSirtleOCellmDeathm
andmDiseasecO2017cOpcOeinkh 9.8 22

50 DHXqOsuppressesORNyOprocessingOdefectsOoriginatingOfromOtheOyluOinvasionOofOtheOhumanOgenomeeO
NaturecO2017cOmllcOhhmdhhq 50.4 277
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49 TheOhistoneOcodeOreaderOSpinhOcontrolsOskeletalOmuscleOdevelopmenteOCellmDeathmandmDiseasecO2017cO
pcOekhok 9.8 9

48 EpigeneticOdynamicsOofOmonocytedtodmacrophageOdifferentiationeOEpigeneticsmandmChromatincO2016cO
qcOkk 5.8 54

47 EpigenomicOProfilingOofOHumanO—DlOTO—ellsOSupportsOaOLinearODifferentiationOModelOandOHighlightsO
MolecularORegulatorsOofOMemoryODevelopmenteOImmunitycO2016cOlmcOhhlpdhhnh 32.3 118

46 TheOInternationalOHumanOEpigenomeO—onsortiumrOyOzlueprintOforOScientificO—ollaborationOandO
DiscoveryeOCellcO2016cOhnocOhhlmdhhlq 56.2 232

45 NuclearOyrchitectureOOrganizedObyORifhOUnderpinsOtheOReplicationdTimingOProgrameOMolecularmCellcO
2016cOnhcOingdok 17.6 111

44 StandardizingOchromatinOresearchrOaOsimpleOandOuniversalOmethodOforO—hIPdseqeONucleicmAcidsm
ResearchcO2016cOllcOeno 20.1 56

43 PutativeOProstateO—ancerORiskOSNPOinOanOyndrogenOReceptordzindingOSiteOofOtheOMelanophilinOGeneO
IllustratesOEnrichmentOofORiskOSNPsOinOyndrogenOReceptorOTargetOSiteseOHumanmMutationcO2016cOkocOmidnl4.7 27

42 FunctionalOinterplayObetweenOMSLhOandO—DKoOcontrolsORNyOpolymeraseOIIOSermOphosphorylationeO
NaturemStructuralmandmMolecularmBiologycO2016cOikcOmpgdq 17.6 12

41 deepToolsirOaOnextOgenerationOwebOserverOforOdeepdsequencingOdataOanalysiseONucleicmAcidsm
ResearchcO2016cOllcOWhngdm 20.1 2285

40 HighdyffinityOSitesOFormOanOInteractionONetworkOtoOFacilitateOSpreadingOofOtheOMSLO—omplexOacrossO
theOXO—hromosomeOinODrosophilaeOMolecularmCellcO2015cOngcOhlndni 17.6 58

39 SuvkqhddependentOHkKqmekOmarksOintactOretrotransposonsOandOsilencesOLINEOelementsOinOmouseO
embryonicOstemOcellseOMolecularmCellcO2014cOmmcOioodqg 17.6 205

38 deepToolsrOaOflexibleOplatformOforOexploringOdeepdsequencingOdataeONucleicmAcidsmResearchcO2014cO
licOWhpodqh 20.1 1212

37 MOFdassociatedOcomplexesOensureOstemOcellOidentityOandOXistOrepressioneOELifecO2014cOkcOegigil 8.9 57

36 —hroMoSrOanOintegratedOwebOtoolOforOSNPOclassificationcOprioritizationOandOfunctionalOinterpretationeO
BioinformaticscO2013cOiqcOihqodp 7.2 22

35
NontransformedcOGMd—SFddependentOmacrophageOlinesOareOaOuniqueOmodelOtoOstudyOtissueO
macrophageOfunctionseOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericacO2013cOhhgcOEihqhdp

11.5 54

34 ynteriorOgradientOiOandOkddtwoOprototypeOandrogendresponsiveOgenesOtranscriptionallyOupregulatedO
byOandrogensOandObyOoestrogensOinOprostateOcancerOcellseOFEBSmJournalcO2013cOipgcOhilqdnn 5.7 34

33 ValidationOofOreportedOgeneticOriskOfactorsOforOperiodontitisOinOaOlargedscaleOreplicationOstudyeO
JournalmofmClinicalmPeriodontologycO2013cOlgcOmnkdoi 7.7 68

32 yOtranscriptionOfactordbasedOmechanismOforOmouseOheterochromatinOformationeONaturemStructuralm
andmMolecularmBiologycO2012cOhqcOhgikdkg 17.6 132
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31 TheONSLOcomplexOregulatesOhousekeepingOgenesOinODrosophilaeOPLoSmGeneticscO2012cOpcOehggiokn 6 65

30 HeterochromatinOboundariesOareOhotspotsOforOdeOnovoOkinetochoreOformationeONaturemCellmBiologycO
2011cOhkcOoqqdpgp 23.4 100

29 MicroRNysOdifferentiallyOexpressedOinOpostnatalOaorticOdevelopmentOdownregulateOelastinOviaOkVO
UTROandOcodingdsequenceObindingOsiteseOPLoSmONEcO2011cOncOehnimg 3.7 84

28 TranscriptionOfactorObindingOpredictionsOusingOTRyPOforOtheOanalysisOofO—hIPdseqOdataOandO
regulatoryOSNPseONaturemProtocolscO2011cOncOhpngdq 18.8 149

27 TheOzTzOandO—N—OhomologyOhOWzy—HhXOtargetOgenesOareOinvolvedOinOtheOoxidativeOstressOresponseO
andOinOcontrolOofOtheOcellOcycleeOJournalmofmBiologicalmChemistrycO2011cOipncOikmihdki 5.4 107

26 GenomedwideOexpressionOprofilingOidentifiesOanOimpairmentOofOnegativeOfeedbackOsignalsOinOtheO
—rohnVsOdiseasedassociatedONODiOvariantOLhggofsins—eOJournalmofmImmunologycO2011cOhpncOlgiodkp 5.3 18

25 MutationalOcharacterizationOofOtheObileOacidOreceptorOTGRmOinOprimaryOsclerosingOcholangitiseOPLoSm
ONEcO2010cOmcOehilgk 3.7 90

24 FunctionalOanalysisOandOidentificationOofOcisdregulatoryOelementsOofOhumanOchromosomeOihOgeneO
promoterseONucleicmAcidsmResearchcO2010cOkpcOnhhidik 20.1 18

23 yOgenomedwideOassociationOstudyOidentifiesOGLTnDhOasOaOsusceptibilityOlocusOforOperiodontitiseO
HumanmMolecularmGeneticscO2010cOhqcOmmkdni 5.6 150

22 ScreeningOofOhumanOgeneOpromoterOactivitiesOusingOtransfecteddcellOarrayseOGenecO2010cOlmgcOlpdml 3.8 8

21 QuantifyingOtheOeffectOofOsequenceOvariationOonOregulatoryOinteractionseOHumanmMutationcO2010cOkhcOloodpk4.7 48

20 PySTyyrOidentifyingOtranscriptionOfactorsOassociatedOwithOsetsOofOcodregulatedOgeneseOBioinformatics
cO2009cOimcOlkmdli 7.2 113

19 ParacrineOcontrolOofOoligodendrocyteOdifferentiationObyOSRFddirectedOneuronalOgeneOexpressioneO
NaturemNeurosciencecO2009cOhicOlhpdio 25.5 79

18 PromiscuousOandOdepolarizationdinducedOimmediatedearlyOresponseOgenesOareOinducedObyO
mechanicalOstrainOofOosteoblastseOJournalmofmBonemandmMineralmResearchcO2009cOilcOhilodni 6.3 24

17 ShortOultraconservedOpromoterOregionsOdelineateOaOclassOofOpreferentiallyOexpressedOalternativelyO
splicedOtranscriptseOGenomicscO2009cOqlcOkgpdhn 4.3 8

16 IntegratingOsequencecOevolutionOandOfunctionalOgenomicsOinOregulatoryOgenomicseOGenomemBiologycO
2009cOhgcOigi 18.3 17

15 PrioritizationOofOgeneOregulatoryOinteractionsOfromOlargedscaleOmodulesOinOyeasteOBMCmBioinformatics
cO2008cOqcOki 3.6 5

14 StatisticalOmodelingOofOtranscriptionOfactorObindingOaffinitiesOpredictsOregulatoryOinteractionseOPLoSm
ComputationalmBiologycO2008cOlcOehggggkq 5 42
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13 ProteomicOshiftsOinOembryonicOstemOcellsOwithOgeneOdoseOmodificationsOsuggestOtheOpresenceOofO
balancerOproteinsOinOproteinOregulatoryOnetworkseOPLoSmONEcO2007cOicOehihp 3.7 21

12 PredictingOtranscriptionOfactorOaffinitiesOtoODNyOfromOaObiophysicalOmodeleOBioinformaticscO2007cOikcOhkldlh7.2 159

11 ynOentropicOcharacterizationOofOproteinOinteractionOnetworksOandOcellularOrobustnesseOJournalmofmthem
RoyalmSocietymInterfacecO2006cOkcOplkdmg 4.1 30

10 —ontrolOofOreplicationOinitiationOandOheterochromatinOformationOinOSaccharomycesOcerevisiaeObyOaO
regulatorOofOmeioticOgeneOexpressioneOGenesmandmDevelopmentcO2005cOhqcOhphhdii 12.6 44

9 RobustnessOandOnetworkOevolutionâ��anOentropicOprincipleeOPhysicamA:mStatisticalmMechanicsmandmItsm
ApplicationscO2005cOklncOnpidnqn 3.3 112

8 LethalityOandOentropyOofOproteinOinteractionOnetworkseOGenomemInformaticscO2005cOhncOhmqdnk 7

7 —orrelatingOproteindDNyOandOproteindproteinOinteractionOnetworkseOJournalmofmMolecularmBiologycO
2003cOkkkcOomdpm 6.5 29

6 normRrORegimeOenrichmentOcallingOforO—hIPdseqOdata 4

5 HighdresolutionOTyDsOrevealODNyOsequencesOunderlyingOgenomeOorganizationOinOflies 10

4 —ommunityddrivenOdataOanalysisOtrainingOforObiology 4

3 PartiallyOmethylatedOdomainsOareOhallmarksOofOaOcellOspecificOepigenomeOtopology 4

2 snakePipesOenableOflexiblecOscalableOandOintegrativeOepigenomicOanalysis 1

1 —RUPrOyOcomprehensiveOframeworkOtoOpredictOconditiondspecificOregulatoryOunits 1
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