
Andrew J Roe

ListdofdPublicationsdbydYeardind
DescendingdOrder

Source:dhttps:ttexalyscomtauthorrpdft895v67wtandrewrjrroerpublicationsrbyryearspdf

Version:dwuwyruyrwxd

ThisddocumentdhasdbeendgenerateddbaseddondthedpublicationsdanddcitationsdrecordeddbydexalyscomsdFord

thedlatestdversiondofdthisdpublicationdlistpdvisitdthedlinkdgivendaboves

ThedthirddcolumndisdthedimpactdfactordlIFmdofdthedjournalpdanddthedfourthdcolumndisdthednumberdofd

citationsdofdthedarticles

79
papers

2,898
citations

32
h-index

53
g-index

87
ext. papers

3,391
ext. citations

5.7
avg, IF

4.76
L-index



g Paper IF Citations

79 ddSerineOinducesOdistinctOtranscriptomesOinOdiverseOpathotypeseOMicrobiologyfpUnitedfKingdomrcO2021
cOhmncO 2.9 1

78 TheOforceOawakensqOTheOdarkOsideOofOmechanosensingOinObacterialOpathogenseOCellularfSignallingcO
2021cOnocOhgpomn 4.9 5

77 HeterogeneityOinOpopulationsOofOenterohaemorrhagicOEscherichiaOcoliOundergoingO’dserineO
adaptationeOCurrentfGeneticscO2021cOmncOiihdiik 2.9 0

76 ProkaryoticOlifeOfindsOaOwayqOinsightsOfromOevolutionaryOexperimentationOinObacteriaeOCriticalfReviewsf
infMicrobiologycO2021cOkncOhimdhkg 7.8 1

75 TranscriptionalOandOmetabolicOregulationOofOEHEzOandOzitrobacterOrodentiumOpathogenesiseOCurrentf
OpinionfinfMicrobiologycO2021cOmjcOngdnl 7.9 2

74 xldehydedalcoholOdehydrogenaseOundergoesOstructuralOtransitionOtoOformOextendedOspirosomesOforO
substrateOchannelingeOCommunicationsfBiologycO2020cOjcOipo 6.7 6

73 xOhighlyOconservedOcompleteOaccessoryOEscherichiaOcoliOtypeOIIIOsecretionOsystemOiOisOwidespreadOinO
bloodstreamOisolatesOofOtheOSTmpOlineageeOScientificfReportscO2020cOhgcOkhjl 4.9 4

72 PlasticOzircuitsqORegulatoryOFlexibilityOinOFineOTuningOPathogenOSuccesseOTrendsfinfMicrobiologycO2020
cOiocOjmgdjnh 12.4 5

71 PropionicOxcidOPromotesOtheOVirulentOPhenotypeOofOzrohnWsO’iseasedxssociatedOxdherentdInvasiveO
EscherichiaOcolieOCellfReportscO2020cOjgcOiipndijgleel 10.6 24

70 HighdresolutionOstructureOofOtheOalcoholOdehydrogenaseOdomainOofOtheObifunctionalObacterialO
enzymeOxdhEeOActafCrystallographicafSectionfFufStructuralfBiologyfCommunicationscO2020cOnmcOkhkdkih 1.1

69 WidespreadOStraindSpecificO’istinctionsOinOzhromosomalOyindingO’ynamicsOofOaOHighlyOzonservedO
EscherichiaOcoliOTranscriptionOFactoreOMBiocO2020cOhhcO 7.8 1

68 GenomicOplasticityOofOpathogenicOmediatesOddserineOtoleranceOviaOmultipleOadaptiveOmechanismseO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericacO2020cOhhncOiikokdiikpj11.5 3

67 xldehydedalcoholOdehydrogenaseOformsOaOhighdorderOspirosomeOarchitectureOcriticalOforOitsOactivityeO
NaturefCommunicationscO2019cOhgcOklin 17.4 17

66 StructureOandOligandObindingOofOxsdphocOanOextracellularOfattyOacidObindingOproteinOfromOtheOeggsOofO
aOparasiticOnematodeeOBiosciencefReportscO2019cOjpcO 4.1 3

65 GenomicOandOtranscriptomicOcharacterizationOofOPseudomonasOaeruginosaOsmallOcolonyOvariantsO
derivedOfromOaOchronicOinfectionOmodeleOMicrobialfGenomicscO2019cOlcO 4.4 7

64 ’istinctOintraspeciesOvirulenceOmechanismsOregulatedObyOaOconservedOtranscriptionOfactoreO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericacO2019cOhhmcOhpmpldhpngk11.5 6

63 zontrolOfreaksdsignalsOandOcuesOgoverningOtheOregulationOofOvirulenceOinOattachingOandOeffacingO
pathogenseOBiochemicalfSocietyfTransactionscO2019cOkncOiipdijo 5.1 10

Andrew J Roe

2



62 zharacterizationOofOtheOModeOofOxctionOofOxurodoxcOaOTypeOIIIOSecretionOSystemOInhibitorOfromO
StreptomycesOgoldiniensiseOInfectionfandfImmunitycO2019cOoncO 3.7 15

61 PostgenomicsOzharacterizationOofOanOEssentialOGeneticO’eterminantOofOMammaryOPathogeniceOMBiocO
2018cOpcO 7.8 25

60 TrackingOelusiveOcargoqOIlluminatingOspatiodtemporalOTypeOjOeffectorOproteinOdynamicsOusingO
reporterseOCellularfMicrobiologycO2018cOigcOehinpn 3.9 5

59 HostdassociatedOnicheOmetabolismOcontrolsOentericOinfectionOthroughOfinedtuningOtheOregulationOofO
typeOjOsecretioneONaturefCommunicationscO2018cOpcOkhon 17.4 23

58 xntibioticsOinduceOsustainedOdysregulationOofOintestinalOTOcellOimmunityObyOperturbingOmacrophageO
homeostasiseOSciencefTranslationalfMedicinecO2018cOhgcO 17.5 104

57 NovelOcompoundsOtargetingOtheOenterohemorrhagicOEscherichiaOcoliOtypeOthreeOsecretionOsystemO
revealOinsightsOintoOmechanismsOofOsecretionOinhibitioneOMolecularfMicrobiologycO2017cOhglcOmgmdmhp 4.1 14

56 ’isarmingOtheOenemyqOtargetingObacterialOtoxinsOwithOsmallOmoleculeseOEmergingfTopicsfinfLifef
SciencescO2017cOhcOjhdjp 3.5 1

55 IntracellularOddSerineOxccumulationOPromotesOGeneticO’iversityOviaOModulatedOInductionOofORecxOinO
EnterohemorrhagicOEscherichiaOcolieOJournalfoffBacteriologycO2016cOhpocOjjhodjjio 3.5 6

54 LightingOUpOzlostridiumO’ifficileqOReportingOGeneOExpressionOUsingOFluorescentOLovO’omainseO
ScientificfReportscO2016cOmcOijkmj 4.9 36

53 xOHighlyOzonservedOyacterialO’dSerineOUptakeOSystemOLinksOHostOMetabolismOandOVirulenceeOPLoSf
PathogenscO2016cOhicOehggljlp 7.6 35

52 WhenOandOwherevOPathogenicOdifferentiallyOsenseOhostO’dserineOusingOaOuniversalOtransporterO
systemOtoOmonitorOtheirOenvironmenteOMicrobialfCellcO2016cOjcOhohdhok 3.9 2

51 IdentificationOandOzharacterizationOofONovelOzompoundsOylockingOShigaOToxinOExpressionOinO
OhlnqHneOFrontiersfinfMicrobiologycO2016cOncOhpjg 5.7 8

50 VisualizingOtheOTranslocationOandOLocalizationOofOyacterialOTypeOIIIOEffectorOProteinsObyOUsingOaO
GeneticallyOEncodedOReporterOSystemeOAppliedfandfEnvironmentalfMicrobiologycO2016cOoicOinggdingo 4.8 20

49 LOVdbasedOreportersOforOfluorescenceOimagingeOCurrentfOpinionfinfChemicalfBiologycO2015cOincOjpdkl 9.7 75

48 TheOhostOmetaboliteO’dserineOcontributesOtoObacterialOnicheOspecificityOthroughOgeneOselectioneOISMEf
JournalcO2015cOpcOhgjpdlh 11.9 28

47 ’iversityOinOtheOstructuresOandOliganddbindingOsitesOofOnematodeOfattyOacidOandOretinoldbindingO
proteinsOrevealedObyONadFxRdhOfromONecatorOamericanuseOBiochemicalfJournalcO2015cOknhcOkgjdhk 3.8 24

46 zulturedOenterocytesOinternaliseObacteriaOacrossOtheirObasolateralOsurfaceOforcOpathogendinhibitablecO
traffickingOtoOtheOapicalOcompartmenteOScientificfReportscO2015cOlcOhnjlp 4.9 2

45
FromOingestionOtoOcolonizationqOtheOinfluenceOofOtheOhostOenvironmentOonOregulationOofOtheOLEEO
encodedOtypeOIIIOsecretionOsystemOinOenterohaemorrhagicOEscherichiaOcolieOFrontiersfinfMicrobiologycO
2015cOmcOlmo

5.7 45

(2015-2019)

3



44 ’evelopmentOofOantivirulenceOcompoundsqOaObiochemicalOrevieweOChemicalfBiologyfandfDrugfDesigncO
2015cOolcOkjdll 2.9 27

43 FromOscreenOtoOtargetqOinsightsOandOapproachesOforOtheOdevelopmentOofOantidvirulenceOcompoundseO
FrontiersfinfCellularfandfInfectionfMicrobiologycO2014cOkcOhjp 5.9 12

42 TheOmetabolicOenzymeOxdhEOcontrolsOtheOvirulenceOofOEscherichiaOcoliOOhlnqHneOMolecularf
MicrobiologycO2014cOpjcOhppdihh 4.1 40

41 HighdthroughputOmethodsOforOtheOdetectionOofOproteinOoverexpressionOusingOfluorescenceOmarkerseO
MethodsfinfCellfBiologycO2013cOhhjcOhopdigo 1.8

40
TheOstructureOofOanOorthorhombicOcrystalOformOofOaOWforcedOreducedWOthiolOperoxidaseOrevealsOlatticeO
formationOaidedObyOtheOpresenceOofOtheOaffinityOtageOActafCrystallographicafSectionfF:fStructuralf
BiologyfCommunicationscO2012cOmocOliidm

2

39
TwoOcrystalOformsOofOaOhelixdrichOfattyOaciddOandOretinoldbindingOproteincONadFxRdhcOfromOtheOparasiticO
nematodeONecatorOamericanuseOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO
2012cOmocOojldo

5

38
UseableOdiffractionOdataOfromOaOmultipleOmicrodomaindcontainingOcrystalOofOxscarisOsuumOxsdphoO
fattydaciddbindingOproteinOusingOaOmicrofocusObeamlineeOActafCrystallographicafSectionfF:fStructuralf
BiologyfCommunicationscO2012cOmocOpjpdkh

2

37 SalmonellaOtransformsOfollicledassociatedOepithelialOcellsOintoOMOcellsOtoOpromoteOintestinalOinvasioneO
CellfHostfandfMicrobecO2012cOhicOmkldlm 23.4 119

36 LOVOtoOyLUFqOflavoproteinOcontributionsOtoOtheOoptogeneticOtoolkiteOMolecularfPlantcO2012cOlcOljjdkk 14.4 95

35 HighdThroughputOMethodsOforOtheOIdentificationOofOProteinOPurificationOzonditionsOUsingOaO
zleavableOTagOSystemeOMethodsfinfCellfBiologycO2012cOhhicOpjdhhg 1.8 1

34 StructuralOcharacterisationOofOTpxOfromOYersiniaOpseudotuberculosisOrevealsOinsightsOintoOtheO
bindingOofOsalicylideneOacylhydrazideOcompoundseOPLoSfONEcO2012cOncOejiihn 3.7 15

33 ExpressionOandOregulationOofOtheOEscherichiaOcoliOOhlnqHnOeffectorOproteinsONleHhOandONleHieOPLoSf
ONEcO2012cOncOejjkgo 3.7 12

32 ExpressOyourOLOVqOanOengineeredOflavoproteinOasOaOreporterOforOproteinOexpressionOandOpurificationeO
PLoSfONEcO2012cOncOelipmi 3.7 20

31 FolXOfromOPseudomonasOaeruginosaOisOoctamericOinObothOcrystalOandOsolutioneOFEBSfLetterscO2012cO
lomcOhhmgdl 3.8 3

30 LysogenyOwithOShigaOtoxinOidencodingObacteriophagesOrepressesOtypeOIIIOsecretionOinO
enterohemorrhagicOEscherichiaOcolieOPLoSfPathogenscO2012cOocOehggimni 7.6 46

29 HighdthroughputOidentificationOofOpurificationOconditionsOleadsOtoOpreliminaryOcrystallizationO
conditionsOforOthreeOinnerOmembraneOproteinseOMolecularfMembranefBiologycO2011cOiocOkkldlj 3.4 5

28 IdentificationOofObacterialOtargetOproteinsOforOtheOsalicylideneOacylhydrazideOclassOofO
virulencedblockingOcompoundseOJournalfoffBiologicalfChemistrycO2011cOiomcOippiidjh 5.4 78

27
TranscriptionalOregulatorsOofOtheOGx’OacidOstressOislandOareOcarriedObyOeffectorOproteindencodingO
prophagesOandOindirectlyOcontrolOtypeOIIIOsecretionOinOenterohemorrhagicOEscherichiaOcoliOOhlnqHneO
MolecularfMicrobiologycO2011cOogcOhjkpdml

4.1 38

Andrew J Roe

4



26 TheOEspFOeffectorcOaObacterialOpathogenWsOSwissOarmyOknifeeOInfectionfandfImmunitycO2010cOnocOkkkldlj 3.7 58

25
ExpressioncOpurificationcOcrystallizationOandOinitialOXdrayOdiffractionOanalysisOofOthiolOperoxidaseOfromO
YersiniaOpseudotuberculosiseOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO
2010cOmmcOhmgmdp

5

24 xnOinvestigationOofOtheOexpressionOandOadhesinOfunctionOofOHnOflagellaOinOtheOinteractionOofO
EscherichiaOcoliOOhlnOqOHnOwithObovineOintestinalOepitheliumeOCellularfMicrobiologycO2009cOhhcOhihdjn 3.9 109

23 zontrollingOinjectionqOregulationOofOtypeOIIIOsecretionOinOenterohaemorrhagicOEscherichiaOcolieOTrendsf
infMicrobiologycO2009cOhncOjmhdng 12.4 65

22 zharacterizationOofOtheOeffectsOofOsalicylideneOacylhydrazideOcompoundsOonOtypeOIIIOsecretionOinO
EscherichiaOcoliOOhlnqHneOInfectionfandfImmunitycO2009cOnncOkigpdig 3.7 57

21 HierarchalOtypeOIIIOsecretionOofOtranslocatorsOandOeffectorsOfromOEscherichiaOcoliOOhlnqHnOrequiresO
theOcarboxyOterminusOofOSepLOthatObindsOtoOTireOMolecularfMicrobiologycO2008cOmpcOhkppdlhi 4.1 58

20 IncreasedOadherenceOandOactinOpedestalOformationObyOdamddeficientOenterohaemorrhagicO
EscherichiaOcoliOOhlnqHneOMolecularfMicrobiologycO2007cOmjcOhkmodoh 4.1 45

19 xnalysisOofOtheOexpressioncOregulationOandOexportOofONlexdEOinOEscherichiaOcoliOOhlnOqOHneO
MicrobiologyfpUnitedfKingdomrcO2007cOhljcOhjlgdhjmg 2.9 42

18 ’emonstrationOofOregulatoryOcrossdtalkObetweenOPOfimbriaeOandOtypeOhOfimbriaeOinOuropathogenicO
EscherichiaOcolieOMicrobiologyfpUnitedfKingdomrcO2006cOhlicOhhkjdhhlj 2.9 67

17 xnalysisOofOfimbrialOgeneOclustersOandOtheirOexpressionOinOenterohaemorrhagicOEscherichiaOcoliO
OhlnqHneOEnvironmentalfMicrobiologycO2006cOocOhgjjdkn 5.2 82

16 xOcomparisonOofOenteropathogenicOandOenterohaemorrhagicOEscherichiaOcoliOpathogenesiseOFEMSf
MicrobiologyfLetterscO2006cOillcOhondigi 2.9 102

15 GenerationOofOgeneOdeletionsOandOgeneOreplacementsOinOEscherichiaOcoliOOhlnqHnOusingOaO
temperatureOsensitiveOallelicOexchangeOsystemeOBiologicalfProceduresfOnlinecO2006cOocOhljdmi 8.3 20

14 EscherichiaOcoliOOhlnOqOHnOformsOattachingOandOeffacingOlesionsOatOtheOterminalOrectumOofOcattleOandO
colonizationOrequiresOtheOLEEkOoperoneOMicrobiologyfpUnitedfKingdomrcO2005cOhlhcOinnjdinoh 2.9 122

13
RegulatorsOencodedOinOtheOEscherichiaOcoliOtypeOIIIOsecretionOsystemOiOgeneOclusterOinfluenceO
expressionOofOgenesOwithinOtheOlocusOforOenterocyteOeffacementOinOenterohemorrhagicOEeOcoliO
OhlnqHneOInfectionfandfImmunitycO2004cOnicOnioidpj

3.7 82

12
MutationOofOtoxyOandOaOtruncatedOversionOofOtheOefadhOgeneOinOEscherichiaOcoliOOhlnqHnOinfluencesO
theOexpressionOandOsecretionOofOlocusOofOenterocyteOeffacementdencodedOproteinsObutOnotO
intestinalOcolonizationOinOcalvesOorOsheepeOInfectionfandfImmunitycO2004cOnicOlkgidhh

3.7 77

11 zodordinateOsingledcellOexpressionOofOLEEkdOandOLEEldencodedOproteinsOofOEscherichiaOcoliOOhlnqHneO
MolecularfMicrobiologycO2004cOlkcOjjndli 4.1 49

10 ’irectOandOindirectOtranscriptionalOactivationOofOvirulenceOgenesObyOanOxrazdlikeOproteincOPerxOfromO
enteropathogenicOEscherichiaOcolieOMolecularfMicrobiologycO2004cOlkcOhhhndjj 4.1 62

9 HeterogeneousOsurfaceOexpressionOofOEspxOtransloconOfilamentsObyOEscherichiaOcoliOOhlnqHnOisO
controlledOatOtheOposttranscriptionalOleveleOInfectionfandfImmunitycO2003cOnhcOlpggdp 3.7 75

(2003-2010)

5



8 InhibitionOofOEscherichiaOcoliOgrowthObyOaceticOacidqOaOproblemOwithOmethionineObiosynthesisOandO
homocysteineOtoxicityeOMicrobiologyfpUnitedfKingdomrcO2002cOhkocOiihldiiii 2.9 234

7 ’ifferencesOinOlevelsOofOsecretedOlocusOofOenterocyteOeffacementOproteinsObetweenOhumanO
diseasedassociatedOandObovineOEscherichiaOcoliOOhlneOInfectionfandfImmunitycO2001cOmpcOlhgndhk 3.7 69

6 xnalysisOofOtypeOhOfimbriaeOexpressionOinOverotoxigenicOEscherichiaOcoliqOaOcomparisonObetweenO
serotypesOOhlnOandOOimeOMicrobiologyfpUnitedfKingdomrcO2001cOhkncOhkldli 2.9 61

5 EnteropathogenicOandOenterohaemorrhagicOEscherichiaOcoliOandOdiarrhoeaeOCurrentfOpinionfinf
InfectiousfDiseasescO2000cOhjcOlhhdlhn 5.4 12

4 RapidOinactivationOofOtheOEscherichiaOcoliOKdpOKbOuptakeOsystemObyOhighOpotassiumOconcentrationseO
MolecularfMicrobiologycO2000cOjlcOhijldkj 4.1 43

3 PerturbationOofOanionObalanceOduringOinhibitionOofOgrowthOofOEscherichiaOcoliObyOweakOacidseOJournalf
offBacteriologycO1998cOhogcOnmndni 3.5 213

2 PropionicOacidOpromotesOtheOvirulentOphenotypeOofOzrohnâ��sOdiseasedassociatedOadherentdinvasiveO
EscherichiaOcoli 2

1 yacterialOouterOmembraneOvesiclesOprovideOanOalternativeOpathwayOforOtraffickingOofOtypeOIIIO
secretedOeffectorsOintoOepithelialOcells 2

Andrew J Roe

6


