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i Paper IF Citations

118
vSOMVisualMvbstractoMyistinctMSurvivalMOutcomesMforMSubgroupsMofMStageMhMPancreaticMxancerM
PatientsoMTaiwanMxancerMRegistryMandMSurveillanceaMzpidemiologyaMandMzndMResultsMRegistryccMAnnalsi
ofiSurgicaliOncologyaM2022aMf

3.1

117 PulmonaryMOInflammatoryMLeiomyosarcomasOMvreMIndolentMTumorsMWithMyiploidMüenomesMandMNoM
xonvincingMRhabdomyoblasticMyifferentiationccMAmericaniJournaliofiSurgicaliPathologyaM2022aMikaMigibihh6.7

116
PrimaryMTumorMResectionMforMStageMIVMNonbsmallbcellMLungMxancerMWithoutMProgressionMvfterM
FirstbLineMzpidermalMürowthMFactorMReceptorbTyrosineMKinaseMInhibitorMTreatmentoMvMRetrospectiveM
xasebxontrolMStudyccMAnnalsiofiSurgicaliOncologyaM2022aMf

3.1 2

115
UremicMToxinbProducingMSpeciesMPrevailMinMtheMüutMMicrobiotaMofMTaiwaneseMxKyMPatientsoMvnM
vnalysisMUsingMtheMNewMTaiwanMMicrobiomeMwaselineccMFrontiersiiniCellulariandiInfectioniMicrobiology
aM2022aMfgaMlgkgjk

5.9 1

114 NonbIntubatedMVersusMIntubatedMVideobvssistedMThoracicMSurgeryMinMPatientsMvgedMljMYearsMandM
OlderoMvMPropensityMMatchingMStudyccMFrontiersiiniSurgeryaM2022aMnaMmmeeel 2.3 0

113 LidocaineMandMwupivacaineMyownregulateMMYwMandMlncRNvMbyMUpregulatingMinMMxFblMxellsccM
FrontiersiiniMedicineaM2021aMmaMlhgmfl 4.9 0

112 ThoracoscopicMLobectomyMVersusMSublobarMResectionMforMpStageMIMüeriatricMNonbSmallMxellMLungM
xancerccMFrontiersiiniOncologyaM2021aMffaMllljne 5.3 3

111 vSOMvuthorMReflectionsoMIdentificationMofMPrognosticMFactorsMforMStagebIIIMPancreaticMyuctalM
vdenocarcinomaMpatientscMAnnalsiofiSurgicaliOncologyaM2021aMf 3.1 1

110 zlucidationMofMaMxausalMRelationshipMwetweenMPlateletMxountMandMHypertensionoMvMwibyirectionalM
MendelianMRandomizationMStudyccMFrontiersiiniCardiovasculariMedicineaM2021aMmaMlihelj 5.4 0

109 yistinctMSurvivalMOutcomesMinMSubgroupsMofMStageMIIIMPancreaticMxancerMPatientsoMTaiwanMxancerM
RegistryMandMSurveillanceaMzpidemiologyMandMzndMResultsMregistrycMAnnalsiofiSurgicaliOncologyaM2021aMf 3.1 2

108 NovelMTumorbSpecificMvntigensMforMImmunotherapyMIdentifiedMFromMMultibomicsMProfilingMinMThymicM
xarcinomascMFrontiersiiniImmunologyaM2021aMfgaMlimmge 8.4 1

107
TheMimpactMofMTaiwanUsMimplementationMofMaMnationwideMharmMreductionMprogramMinMgeekMonMtheMuseM
ofMvariousMillicitMdrugsoMtrendManalysisMofMfirstbtimeMoffendersMfromMgeefMtoMgeflcMHarmiReductioni
JournalaM2021aMfmaMffl

4.6 1

106 yevelopMandMvpplyMzlectrocardiographybwasedMRiskMScoreMtoMIdentifyMxommunitybwasedMzlderlyM
IndividualsMatMHighbRiskMofMMortalitycMFrontiersiiniCardiovasculariMedicineaM2021aMmaMlhmekf 5.4 1

105 SzvüLzoMvMScalableMzxactMvlgorithmMforMLargebScaleMSetbwasedMüenebznvironmentMInteractionMTestsM
inMwiobankMyatacMFrontiersiiniGeneticsaM2021aMfgaMlfeejj 4.5 0

104 zvolutionaryMTrajectoriesMandMüenomicMyivergenceMinMLocalizedMwreastMxancersMafterMIpsilateralM
wreastMTumorMRecurrencecMCancersaM2021aMfhaM 6.6 1

103 HypoxiabInducedMPromotesMtheMProliferationMandMMigrationMofMwreastMxancerMxellsMbyMSpongingcM
FrontiersiiniOncologyaM2021aMffaMkjmfjf 5.3 5

102 TranscriptMannotationMtoolMVTransvTWoManMRMpackageMforMretrievingMannotationsMforMtranscriptbspecificM
geneticMvariantscMBMCiBioinformaticsaM2021aMggaMhje 3.6 0
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101 TargetedMSequencingMofMTaiwaneseMwreastMxancerMwithMRiskMStratificationMbyMtheMxoncurrentMüenesM
SignatureoMvMFeasibilityMStudycMJournaliofiPersonalizediMedicineaM2021aMffaM 3.6 1

100 RegulatoryMMechanismsMandMFunctionalMRolesMofMHypoxiabInducedMLongMNonbxodingMRNvMinMwreastM
xancerMxellscMFrontiersiiniOncologyaM2021aMffaMkkhffi 5.3 4

99 vSOMVisualMvbstractoMThoracoscopicMWedgeMResectionMVersusMSegmentectomyMforMcTfNeMLungM
vdenocarcinomacMAnnalsiofiSurgicaliOncologyaM2021aMgmaMimmbimn 3.1

98 ThoracoscopicMWedgeMResectionMVersusMSegmentectomyMforMcTfNeMLungMvdenocarcinomacMAnnalsi
ofiSurgicaliOncologyaM2021aMgmaMmhnmbmiff 3.1 1

97 RNvSeqRoMvnMRMPackageMforMvutomatedMTwobüroupMRNvbSeqMvnalysisMWorkflowcMIEEEyACMi
TransactionsioniComputationaliBiologyiandiBioinformaticsaM2021aMfmaMgeghbgehf 3 3

96 LossMofMSFRPfMexpressionMisMaMkeyMprogressionMeventMinMgastrointestinalMstromalMtumorM
pathogenesiscMHumaniPathologyaM2021aMfelaMknbln 3.7 0

95 FirstbtimeMoffendersMforMrecreationalMketamineMuseMunderMaMnewMpenaltyMsystemMinMTaiwanoM
incidenceaMrecidivismMandMmortalityMinMnationalMcohortsMfromMgeenMtoMgeflcMAddictionaM2021aMffkaMfllebflmf4.6 2

94 RareMvariantsMdiscoveryMbyMextensiveMwholebgenomeMsequencingMofMtheMHanMxhineseMpopulationMinM
TaiwanoMvpplicationsMtoMcardiovascularMmedicinecMJournaliofiAdvancediResearchaM2021aMheaMfilbfjm 13 3

93 vMriskMpredictionMmodelMofMgeneMsignaturesMinMovarianMcancerMthroughMbaggingMofMüvbXüwoostM
modelscMJournaliofiAdvancediResearchaM2021aMheaMffhbfgg 13 1

92 NonintubatedMVersusMIntubatedMUniportalMThoracoscopicMSegmentectomyMforMLungMTumorscMAnnalsi
ofiThoraciciSurgeryaM2021aMfffaMffmgbffmn 2.7 4

91 PreoperativeMsarcopeniaMisMassociatedMwithMpoorMoverallMsurvivalMinMpancreaticMcancerMpatientsM
followingMpancreaticoduodenectomycMEuropeaniRadiologyaM2021aMhfaMgilgbgimf 8 17

90 xNVIntegrateoMtheMfirstMmultibethnicMdatabaseMforMidentifyingMcopyMnumberMvariationsMassociatedM
withMcancercMDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationaM2021aMgegfaM 5 2

89 yevelopmentMofMaMüenebwasedMPredictionMModelMforMRecurrenceMofMxolorectalMxancerMUsingManM
znsembleMLearningMvlgorithmcMFrontiersiiniOncologyaM2021aMffaMkhfejk 5.3 3

88 üenebSetMIntegrativeMvnalysisMofMMultibOmicsMyataMUsingMTensorbbasedMvssociationMTestcM
BioinformaticsaM2021aM 7.2 2

87 zasyMvPoMvMuserbfriendlyMonlineMplatformMforManalyzingMfkSMribosomalMyNvMsequencingMdatacMNewi
BiotechnologyaM2021aMkhaMhlbii 6.4 4

86 HighMprevalenceMofMvPOvfdxhdvidvjMalterationsMinMluminalMbreastMcancersMamongMyoungMwomenMinM
zastMvsiacMNpjiBreastiCanceraM2021aMlaMmm 7.8 1

85
RiskMevaluationMofMearlybstageMhormoneMreceptorbpositiveMandMhumanMepidermalMgrowthMfactorM
receptorMgbnegativeMbreastMcancerMpatientsoMaMpopulationbbasedMstudyMfromMTaiwancMBreastiCanceri
ResearchiandiTreatmentaM2021aMfmnaMmelbmfj

4.4

84 vSOMVisualMvbstractoMPredictingMxolonMxancerbSpecificMSurvivalMforMtheMvsianMPopulationMUsingM
NationalMxancerMRegistryMyataMfromMTaiwancMAnnalsiofiSurgicaliOncologyaM2021aMgmaMkin 3.1

(2021-2021)
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83 vSOMvuthorMReflectionsoMRobustMPredictionMModelsMforMxolonMxancerMinMvsianMPatientscMAnnalsiofi
SurgicaliOncologyaM2021aMf 3.1

82 PredictingMxolonMxancerbSpecificMSurvivalMforMtheMvsianMPopulationMUsingMNationalMxancerMRegistryM
yataMfromMTaiwancMAnnalsiofiSurgicaliOncologyaM2021aMf 3.1 1

81 vnMIntegrativeMxoblocalizationMVINxOWMvnalysisMforMSNVMandMxNVMüenomicMFeaturesMWithManM
vpplicationMtoMTaiwanMwiobankMyatacMFrontiersiiniGeneticsaM2021aMfgaMlenjjj 4.5 0

80 yifferentialMwholebgenomeMdoublingMandMhomologousMrecombinationMdeficienciesMacrossMbreastM
cancerMsubtypesMfromMtheMTaiwaneseMpopulationcMCommunicationsiBiologyaM2021aMiaMfejg 6.7 0

79 IncidenceMofMchronicMthromboembolicMpulmonaryMhypertensionMinMTaiwancMJournaliofitheiFormosani
MedicaliAssociationaM2021aMfgeaMfliebflim 3.2 1

78 FungalMSporeMRichnessMinMSchoolMxlassroomsMisMRelatedMtoMSurroundingMForestMinMaM
SeasonbyependentMMannercMMicrobialiEcologyaM2021aMf 4.4

77 MiySystemoMvMcomprehensiveMonlineMsystemMforMdeMnovoMassemblyMandManalysisMofMmicrobialM
genomescMNewiBiotechnologyaM2021aMkjaMigbjg 6.4 1

76 IdentificationMofMtheranosticMfactorsMforMpatientsMdevelopingMmetastasisMafterMsurgeryMforM
earlybstageMlungMadenocarcinomacMTheranosticsaM2021aMffaMhkkfbhklj 12.1 7

75 ResidualMriskMstratificationMofMTaiwaneseMbreastMcancersMfollowingMcurativeMtherapiesMwithMtheM
extendedMconcurrentMgenesMsignaturecMBreastiCanceriResearchiandiTreatmentaM2021aMfmkaMiljbimj 4.4 1

74 vssociationMtestMusingMxopyMNumberMProfileMxurvesMVxONxURWMenhancesMpowerMinMrareMcopyMnumberM
variantManalysiscMPLoSiComputationaliBiologyaM2020aMfkaMefeellnl 5 1

73
ValidationMandMyiseaseMRiskMvssessmentMofMPreviouslyMReportedMüenomebWideMüeneticMVariantsM
vssociatedMWithMwrugadaMSyndromeoMSvySbTWMwrSMRegistrycMCirculationiGenomiciandiPrecisioni
MedicineaM2020aMfhaMeeeglnl

5.2 4

72 vMnewMclinicalbgenomicMmodelMtoMpredictMfebyearMrecurrenceMriskMinMprimaryMoperableMbreastMcancerM
patientscMScientificiReportsaM2020aMfeaMimkf 4.9 4

71 xomparisonMofMyNvMstabilizersMandMstorageMconditionsMonMpreservingMfecalMmicrobiotaMprofilescM
JournaliofitheiFormosaniMedicaliAssociationaM2020aMffnaMflnfbflnm 3.2 10

70 yisparityMinMTumorMImmuneMMicroenvironmentMofMwreastMxancerMandMPrognosticMImpactoMvsianM
VersusMWesternMPopulationscMOncologistaM2020aMgjaMefkbegh 5.7 21

69 RecurrenceMriskMstratificationMbyMyutchMclinicalMriskMcriteriaMforMearlybstageMluminalMbreastMcancerM
patientsMinMTaiwanoMvMpopulationbbasedManalysisccMJournaliofiClinicaliOncologyaM2020aMhmaMefgjenbefgjen 2.2 0

68 StatinbinducedMmicroRNvomeMalterationsMmodulatingMinflammationMpathwaysMofMperipheralMbloodM
mononuclearMcellsMinMpatientsMwithMhypercholesterolemiacMBioscienceiReportsaM2020aMieaM 4.1 1

67 yevelopmentMofMaMsemibstructuredaMmultifacetedaMcomputerbaidedMquestionnaireMforMoutbreakM
investigationoMebOutbreakMPlatformcMBiomedicaliJournalaM2020aMihaMhfmbhgi 7.1 0

66
LongbtermMoutcomesMandMleftMventricularMdiastolicMfunctionMofMsarcomereMmutationbpositiveMandM
mutationbnegativeMpatientsMwithMhypertrophicMcardiomyopathyoMaMprospectiveMcohortMstudycM
EuropeaniHeartiJournaliCardiovasculariImagingaM2020aM

4.1 2
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65 üSTMhMvariantMisMaMnovelMgeneticMmodifierMinMwrugadaMsyndromeaMaMdiseaseMwithMriskMofMsuddenM
cardiacMdeathcMEBioMedicineaM2020aMjlaMfegmih 8.8 9

64 anamiRoMintegratedManalysisMofMMicroRNvMandMgeneMexpressionMprofilingcMBMCiBioinformaticsaM2019aM
geaMghn 3.6 8

63 TranscriptomeMxhangesMinMRelationMtoMManicMzpisodecMFrontiersiiniPsychiatryaM2019aMfeaMgme 5 9

62 yevelopingMaMPrognosticMüeneMPanelMofMzpithelialMOvarianMxancerMPatientsMbyMaMMachineMLearningM
ModelcMCancersaM2019aMffaM 6.6 10

61 UsingMproteomicMprofilingMtoMcharacterizeMproteinMsignaturesMofMdifferentMthymomaMsubtypescMBMCi
CanceraM2019aMfnaMlnk 4.8 0

60 xlinicalbüenomicMModelsMofMNodebPositiveMwreastMxanceroMTrainingaMTestingaMandMValidationcM
InternationaliJournaliofiRadiationiOncologyiBiologyiPhysicsaM2019aMfejaMkhlbkim 4 5

59 yevelopmentMofMaMpredictionMmodelMforMbreastMcancerMbasedMonMtheMnationalMcancerMregistryMinM
TaiwancMBreastiCanceriResearchaM2019aMgfaMng 8.3 8

58 TumorbInfiltratingMLeukocyteMxompositionMandMPrognosticMPowerMinMHepatitisMwbMandMHepatitisM
xbRelatedMHepatocellularMxarcinomascMGenesaM2019aMfeaM 4.2 17

57 VarizyoMtheMfirstMintegratedMdatabaseMofMgeneMannotationMandMexpressionMprofilesMforMvariantsM
relatedMtoMhumanMdiseasescMDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationaM2019aMgefnaM 5 3

56 vlteredMgutMmicrobiotaMandMinflammatoryMcytokineMresponsesMinMpatientsMwithMParkinsonUsMdiseasecM
JournaliofiNeuroinflammationaM2019aMfkaMfgn 10.1 137

55
LongbtermMchangesMofMgutMmicrobiotaaMantibioticMresistanceaMandMmetabolicMparametersMafterM
HelicobacterMpyloriMeradicationoMaMmulticentreaMopenblabelaMrandomisedMtrialcMLancetiInfectiousi
DiseasesviTheaM2019aMfnaMffenbffge

25.5 65

54 üenebgeneMinteractionoMtheMcurseMofMdimensionalitycMAnnalsiofiTranslationaliMedicineaM2019aMlaMmfh 3.2 10

53 PrognosticMvalueMofMaMnewMclinicalbgenomicMmodelMtoMpredictMfebyearMriskMofMrecurrenceMinMpatientsM
withMoperableMbreastMcancerccMJournaliofiClinicaliOncologyaM2019aMhlaMjhebjhe 2.2 0

52 xlinicopathologicMxharacterizationMofMüRzwfbrearrangedMUterineMSarcomasMWithMVariableMSexbxordM
yifferentiationcMAmericaniJournaliofiSurgicaliPathologyaM2019aMihaMngmbnig 6.7 22

51
ImpactMofMvncestralMyifferencesMandMReassessmentMofMtheMxlassificationMofMPreviouslyMReportedM
PathogenicMVariantsMinMPatientsMWithMwrugadaMSyndromeMinMtheMüenomicMzraoMvMSvySbTWMwrSM
RegistrycMFrontiersiiniGeneticsaM2018aMnaMkme

4.5 6

50 vnMautomatedMmicrofluidicMyNvMmicroarrayMplatformMforMgeneticMvariantMdetectionMinMinheritedM
arrhythmicMdiseasescMAnalystviTheaM2018aMfihaMfhklbfhll 5 10

49 WholebgenomeMdeMnovoMsequencingMrevealsMuniqueMgenesMthatMcontributedMtoMtheMadaptiveM
evolutionMofMtheMMikadoMpheasantcMGigaScienceaM2018aMlaM 7.6 6

48 PopulationbwasedMxohortMStudyMRevealsMyistinctMvssociationsMwetweenMFemaleMLungMxancerMandM
wreastMxancerMinMTaiwancMJCOiClinicaliCanceriInformaticsaM2018aMgaMfbfi 5.2 5

(2018-2020)
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47 PolymorphismsMvreMüeneticMMarkersMforMVulnerabilityMtoMLatentMandMvctiveMTuberculosisMInfectionMinM
TaiwancMDiseaseiMarkersaM2018aMgefmaMikmlhme 3.2 13

46 TranslatingMüeneMSignaturesMIntoMaMPathologicMFeatureoMTumorMNecrosisMPredictsMyiseaseMRelapseMinM
OperableMandMStageMIMLungMvdenocarcinomaccMJCOiPrecisioniOncologyaM2018aMgaMfbfh 3.6 1

45 ProbabilisticMprioritizationMofMcandidateMpathwayMassociationMwithMpathwayMscorecMBMCi
BioinformaticsaM2018aMfnaMhnf 3.6 2

44 xellzxpressoMaMcomprehensiveMmicroarraybbasedMcancerMcellMlineMandMclinicalMsampleMgeneMexpressionM
analysisMonlineMsystemcMDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationaM2018aMgefmaM 5 11

43 TheMextracellularMSzMvMdomainMattenuatesMintracellularMapoptoticMsignalingMofMsemaphorinMkvMinM
lungMcancerMcellscMOncogenesisaM2018aMlaMnj 6.6 8

42 xyHfaMyLzxfMandMSFRPjMmethylationMpanelMasMaMprognosticMmarkerMforMadvancedMepithelialMovarianM
cancercMEpigenomicsaM2018aMfeaMfhnlbfifh 4.4 6

41 üenomebwideMmethylationMprofilesMinMcoronaryMarteryMectasiacMClinicaliScienceaM2017aMfhfaMjmhbjni 6.5 8

40 iüxbanMintegratedManalysisMpackageMofMgeneMexpressionMandMcopyMnumberMalterationcMBMCi
BioinformaticsaM2017aMfmaMhj 3.6 11

39 IdentificationMofMMethylationbyrivenaMyifferentiallyMzxpressedMSTXwPkMasMaMNovelMwiomarkerMinMLungM
vdenocarcinomacMScientificiReportsaM2017aMlaMigjlh 4.9 17

38 yifferentialMcorrelationManalysisMofMglioblastomaMrevealsMimmuneMceRNvMinteractionsMpredictiveMofM
patientMsurvivalcMBMCiBioinformaticsaM2017aMfmaMfhg 3.6 13

37 zpithelioidMTrophoblasticMTumorMvroundManMvbdominalMxesareanMScaroMvMPathologicMandMMolecularM
üeneticMvnalysiscMInternationaliJournaliofiGynecologicaliPathologyaM2017aMhkaMjkgbjkl 3.2 9

36
vnMevaluationMofMtheMgjMbyMgjMgoalMforMprematureMcardiovascularMdiseaseMmortalityMinMTaiwanoManM
agebperiodbcohortManalysisaMpopulationMattributableMfractionMandMnationalMpopulationbbasedMstudycM
HeartiAsiaaM2017aMnaMeefenej

1.9 4

35 vMiblncRNvMscoringMsystemMforMprognosticationMofMadultMmyelodysplasticMsyndromescMBloodiAdvances
aM2017aMfaMfjejbfjfk 7.8 12

34 üeneticMlociMassociatedMwithManMearlierMageMatMonsetMinMmultiplexMschizophreniacMScientificiReportsaM
2017aMlaMkimk 4.9 6

33 vyvMnMpromotesMlungMcancerMprogressionMthroughMvascularMremodelingMbyMVzüFvaMvNüPTgaMandM
PLvTcMScientificiReportsaM2017aMlaMfjfem 4.9 21

32 PrognosticMsignificanceMofMNPMfMmutationbmodulatedMmicroRNvbmRNvMregulationMinMacuteMmyeloidM
leukemiacMLeukemiaaM2016aMheaMglibmi 10.7 21

31 LiverMüeneMzxpressionMProfilesMxorrelateMwithMVirusMInfectionMandMResponseMtoMInterferonMTherapyMinM
xhronicMHepatitisMwMPatientscMScientificiReportsaM2016aMkaMhfhin 4.9 18

30 xlinicalMRelevanceMofMLiverMKinaseMwfVLKwfWMProteinMandMüeneMzxpressionMinMwreastMxancercMScientifici
ReportsaM2016aMkaMgfhli 4.9 13
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29 üenebsetMvnalysisMwithMxüIMInformationMforMyifferentialMyNvMMethylationMProfilingcMScientifici
ReportsaM2016aMkaMgikkk 4.9 3

28 üenomewideMcopyMnumberManalysisMofMMˆ…llerianMadenosarcomaMidentifiedMchromosomalMinstabilityM
inMtheMaggressiveMsubgroupcMModerniPathologyaM2016aMgnaMfelebmg 9.8 23

27 xostbsensitiveMPerformanceMMetricMforMxomparingMMultipleMOrdinalMxlassifierscMArtificialiIntelligencei
ResearchaM2016aMjaMfhjbfih 0.3 7

26 vMkbLncrnaMScoringMSystemMforMPrognosticationMofMvdultMMyelodysplasticMSyndromescMBloodaM2016aM
fgmaMihiibihii 2.2

25 yevelopmentMofMaMpredictionMmodelMforMradiosensitivityMusingMtheMexpressionMvaluesMofMgenesMandM
longMnonbcodingMRNvscMOncotargetaM2016aMlaMgklhnbje 3.3 7

24 yifferentialMnetworkManalysisMrevealsMtheMgenomebwideMlandscapeMofMestrogenMreceptorMmodulationM
inMhormonalMcancerscMScientificiReportsaM2016aMkaMghehj 4.9 19

23 zstablishmentMofMaMNewMOvarianMxancerMxellMLineMxvjflfcMReproductiveiSciencesaM2015aMggaMlgjbhi 3 2

22 IdentificationMofMregulatoryMSNPsMassociatedMwithMgeneticMmodificationsMinMlungMadenocarcinomacM
BMCiResearchiNotesaM2015aMmaMng 2.3 15

21 SubgroupMidentificationMforMtreatmentMselectionMinMbiomarkerMadaptiveMdesigncMBMCiMedicali
ResearchiMethodologyaM2015aMfjaMfej 4.7 3

20 PredictiveMbiomarkersMforMtreatmentMselectionoMstatisticalMconsiderationscMBiomarkersiiniMedicineaM
2015aMnaMffgfbhj 2.3 17

19 IdentificationMofMdrugbinducedMtoxicityMbiomarkersMforMtreatmentMdeterminationcMPharmaceuticali
StatisticsaM2015aMfiaMgmibnh 1 2

18 PutativeMeffectorsMforMprognosisMinMlungMadenocarcinomaMareMethnicMandMgenderMspecificcMOncotarget
aM2015aMkaMfnimhbnn 3.3 4

17 IdentificationMofMgeneMexpressionMbiomarkersMforMpredictingMradiationMexposurecMScientificiReportsaM
2014aMiaMkgnh 4.9 31

16 UtilizingMmultipleMinMsilicoManalysesMtoMidentifyMputativeMcausalMSxNjvMvariantsMinMwrugadaMsyndromecM
ScientificiReportsaM2014aMiaMhmje 4.9 18

15 yiseasebtargetedMsequencingMofMionMchannelMgenesMidentifiesMdeMnovoMmutationsMinMpatientsMwithM
nonbfamilialMwrugadaMsyndromecMScientificiReportsaM2014aMiaMklhh 4.9 40

14 IdentificationMofMgenesMwithMconsistentMmethylationMlevelsMacrossMdifferentMhumanMtissuescMScientifici
ReportsaM2014aMiaMihjf 4.9 10

13 SNPMrsfegimjkjMinMHyvxnMasMaMnovelMgenomicMaberrationMbiomarkerMofMlungMadenocarcinomaMinM
nonbsmokingMwomencMJournaliofiBiomedicaliScienceaM2014aMgfaMgi 13.3 11

12 vMcompositeMmodelMforMsubgroupMidentificationMandMpredictionMviaMbiclusterManalysiscMPLoSiONEaM
2014aMnaMefffhfm 3.7 1

(2014-2016)
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11 wiomarkersMofMsusceptibilityM2014aMnljbnmg

10 vyvMnMpromotesMlungMcancerMmetastasesMtoMbrainMbyMaMplasminogenMactivatorbbasedMpathwaycM
CanceriResearchaM2014aMliaMjggnbih 10.1 60

9 xomparisonsMandMperformanceMevaluationsMofMRNvbseqMalignmentMtoolsM2014aM 4

8 IdentificationMofMreproducibleMgeneMexpressionMsignaturesMinMlungMadenocarcinomacMBMCi
BioinformaticsaM2013aMfiaMhlf 3.6 12

7 PrenatalMsmokeMexposureaMyNvMmethylationaMandMchildhoodMatopicMdermatitiscMClinicaliandi
ExperimentaliAllergyaM2013aMihaMjhjbih 4.1 76

6
xoncurrentManalysisMofMcopyMnumberMvariationMandMgeneMexpressionoMapplicationMinMpairedM
nonbsmokingMfemaleMlungMcancerMpatientscMInternationaliJournaliofiDataiMiningiandiBioinformaticsaM
2013aMmaMngbfei

0.5

5 miRSystemoManMintegratedMsystemMforMcharacterizingMenrichedMfunctionsMandMpathwaysMofMmicroRNvM
targetscMPLoSiONEaM2012aMlaMeighne 3.7 217

4 yownbregulationMofMNyRüfMpromotesMmigrationMofMcancerMcellsMduringMreoxygenationcMPLoSiONEaM
2011aMkaMegihlj 3.7 21

3 IntegratedManalysesMofMcopyMnumberMvariationsMandMgeneMexpressionMinMlungMadenocarcinomacMPLoSi
ONEaM2011aMkaMegimgn 3.7 55

2 IdentificationMofMaMnovelMbiomarkeraMSzMvjvaMforMnonbsmallMcellMlungMcarcinomaMinMnonsmokingM
womencMCanceriEpidemiologyiBiomarkersiandiPreventionaM2010aMfnaMgjnebl 4 213

1 yistinctMsignalingMpathwaysMafterMhigherMorMlowerMdosesMofMradiationMinMthreeMcloselyMrelatedMhumanM
lymphoblastMcellMlinescMInternationaliJournaliofiRadiationiOncologyiBiologyiPhysicsaM2010aMlkaMgfgbn 4 15
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